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<12 0> METHODS AND COMPOSITIONS FOR TREATING 
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<160> 130 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3742 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (236) . . . (2974) 
<400> 1 

gaattccttc tctcctcctc ctcgcccttc tcctcgccct cctcctcctc ctcgccctcc 60 
cctcccgatc ctcatcccct tgccctcccc cagcccaggg acttttccgg aaagttttta 120 
ttttccgtct gggctctcgg agaaagaagc tcctggctca gcggctgcaa aactttcctg 180 
ctgccgcgcc gccagccccc gccctccgct gcccggccct gcgccccgcc gagcg atg 238 

Met 
1 

age gec cct ccg gtc ctg egg ccg ccc agt ccg ctg ctg ccc gtg gcg 286 
Ser Ala Pro Pro Val Leu Arg Pro Pro Ser Pro Leu Leu Pro Val Ala 
5 10 15 

gcg gca get gec gca gcg gec gec gca ctg gtc cca ggg tec ggg ccc 334 
Ala Ala Ala Ala Ala Ala Ala Ala Ala Leu Val Pro Gly Ser Gly Pro 
20 25 30 

ggg ccc gcg ccg ttc ttg get cct gtc gcg gec ccg gtc ggg ggc ate 382 
Gly Pro Ala Pro Phe Leu Ala Pro Val Ala Ala Pro Val Gly Gly lie 
35 40 45 

teg ttc cat ctg cag ate ggc ctg age cgt gag ccg gtg ctg ctg ctg 430 
Ser Phe His Leu Gin lie Gly Leu Ser Arg Glu Pro Val Leu Leu Leu 
50 55 60 65 

cag gac teg tec ggg gac tac age ctg gcg cac gtc cgc gag atg get 47 8 
Gin Asp Ser Ser Gly Asp Tyr Ser Leu Ala His Val Arg Glu Met Ala 
70 75 80 

tgc tec att gtc gac cag aag ttc cct gaa tgt ggt ttc tac gga atg 526 
Cys Ser lie Val Asp Gin Lys Phe Pro Glu Cys Gly Phe Tyr Gly Met 
85 90 ~ 95 

tat gat aag ate ctg ctt ttt cgc cat gac cct acc tct gaa aac ate 574 
Tyr Asp Lys lie Leu Leu Phe Arg His Asp Pro Thr Ser Glu Asn lie 
100 105 110 

ctt cag ctg gtg aaa gcg gec agt gat ate cag gaa ggc gat ctt att 622 
Leu Gin Leu Val Lys Ala Ala Ser Asp lie Gin Glu Gly Asp Leu lie 
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H5 120 125 

gaa gtg gtc ttg tea cgt tec gee ace ttt gaa gac ttt cag att cgt 670 
Glu val Val Leu Ser Arg Ser Ala Thr Phe Glu Asp Phe Gin He Arg 
130 135 140 145 

ccc cac get etc ttt gtt cat tea tac aga get cca get ttc tgt gat 718 
Pro His Ala Leu Phe Val His Ser Tyr Arg Ala Pro Ala Phe Cys Asp 
150 155 160 

cac tgt gga gaa atg ctg tgg ggg ctg gta cgt caa ggt ctt aaa tgt 766 
His Cys Gly Glu Met Leu Trp Gly Leu Val Arg Gin Gly Leu Lys Cys 
165 170 175 

gaa ggg tgt ggt ctg aat tac cat aag aga tgt gca ttt aaa ata ccc 814 
Glu Gly Cys Gly Leu Asn Tyr His Lys Arg Cys Ala Phe Lys He Pro 
180 185 190 

aac aat tgc age ggt gtg agg egg aga agg etc tea aac gtt tec etc 862 
Asn Asn Cys Ser Gly Val Arg Arg Arg Arg Leu Ser Asn Val Ser Leu 
195 200 205 

act ggg gtc age acc ate cgc aca tea tct get gaa etc tct aca agt 910 
Thr Gly Val Ser Thr He Arg Thr Ser Ser Ala Glu Leu Ser Thr Ser 
21° 215 220 225 

gee cct gat gag ccc ctt ctg caa aaa tea cca tea gag teg ttt att 958 
Ala Pro Asp Glu Pro Leu Leu Gin Lys Ser Pro Ser Glu Ser Phe He 
230 235 240 

ggt cga gag aag agg tea aat tct caa tea tac att gga cga cca att 1006 
Gly Arg Glu Lys Arg Ser Asn Ser Gin Ser Tyr He Gly Arg Pro He 
245 250 255 

cac ctt gac aag att ttg atg tct aaa gtt aaa gtg ccg cac aca ttt 1054 
His Leu Asp Lys He Leu Met Ser Lys Val Lys Val Pro His Thr Phe 
260 265 270 

gtc ate cac tec tac acc egg ccc aca gtg tgc cag tac tgc aag aag 1102 
Val He His Ser Tyr Thr Arg Pro Thr Val Cys Gin Tyr Cys Lys Lys 
275 280 285 

ctt ctg aag ggg ctt ttc agg cag ggc ttg cag tgc aaa gat tgc aga 1150 
Leu Leu Lys Gly Leu Phe Arg Gin Gly Leu Gin Cys Lys Asp Cys Arq 
290 295 300 305 

ttc aac tgc cat aaa cgt tgt gca ccg aaa gta cca aac aac tgc ctt 
Phe Asn Cys His Lys Arg Cys Ala Pro Lys Val Pro Asn Asn Cys Leu 
310 315 320 



1198 



ggc gaa gtg acc att aat gga gat ttg ctt age cct ggg gca gag tct 1246 
Gly Glu Val Thr He Asn Gly Asp Leu Leu Ser Pro Gly Ala Glu Ser 
325 330 335 

gat gtg gtc atg gaa gaa ggg agt gat gac aat gat agt gaa agg aac 1294 
Asp Val Val Met Glu Glu Gly Ser Asp Asp Asn Asp Ser Glu Arg Asn 
340 345 350 

agt ggg etc atg gat gat atg gaa gaa gca atg gtc caa gat gca gag 1342 
Ser Gly Leu Met Asp Asp Met Glu Glu Ala Met Val Gin Asp Ala Glu 
355 360 365 
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atg gca atg gca gag tgc cag aac gac agt ggc gag atg caa gat cca 1390 
Met Ala Met Ala Glu Cys Gin Asn Asp Ser Gly Glu Met Gin Asp Pro 
370 375 380 385 

gac cca gac cac gag gac gcc aac aga acc ate agt cca tea aca age 1438 
Asp Pro Asp His Glu Asp Ala Asn Arg Thr lie Ser Pro Ser Thr Ser 
390 395 400 

aac aat ate cca etc atg agg gta gtg cag tct gtc aaa cac acg aag 1486 
Asn Asn lie Pro Leu Met Arg Val Val Gin Ser Val Lys His Thr Lys 
405 410 415 

agg aaa age age aca gtc atg aaa gaa gga tgg atg gtc cac tac acc 1534 
Arg Lys Ser Ser Thr Val Met Lys Glu Gly Trp Met Val His Tyr Thr 
420 425 430 

age aag gac acg ctg egg aaa egg cac tat tgg aga ttg gat age aaa 1582 
Ser Lys Asp Thr Leu Arg Lys Arg His Tyr Trp Arg Leu Asp Ser Lys 
435 440 445 

tgt att acc etc ttt cag aat gac aca gga age agg tac tac aag gaa 1630 
Cys lie Thr Leu Phe Gin Asn Asp Thr Gly Ser Arg Tyr Tyr Lys Glu 
450 455 460 465 

att cct tta tct gaa att ttg tct ctg gaa cca gta aaa act tea get 1678 
lie Pro Leu Ser Glu lie Leu Ser Leu Glu Pro Val Lys Thr Ser Ala 
470 475 480 

tta att cct aat ggg gcc aat cct cat tgt ttc gaa ate act acg gca 1726 
Leu lie Pro Asn Gly Ala Asn Pro His Cys Phe Glu lie Thr Thr Ala 
485 490 495 

aat gta gtg tat tat gtg gga gaa aat gtg gtc aat cct tec age cca 1774 
Asn Val Val Tyr Tyr Val Gly Glu Asn Val Val Asn Pro Ser Ser Pro 
500 505 510 

tea cca aat aac agt gtt etc acc agt ggc gtt ggt gca gat gtg gcc 1822 
Ser Pro Asn Asn Ser Val Leu Thr Ser Gly Val Gly Ala Asp Val Ala 
515 520 525 

agg atg tgg gag ata gcc ate cag cat gcc ctt atg ccc gtc att ccc 1870 
Arg Met Trp Glu lie Ala lie Gin His Ala Leu Met Pro Val lie Pro 
530 535 540 545 

aag ggc tec tec gtg ggt aca gga acc aac ttg cac aga gat ate tct 1918 
Lys Gly Ser Ser Val Gly Thr Gly Thr Asn Leu His Arg Asp lie Ser 
550 555 560 

gtg agt att tea gta tea aat tgc cag att caa gaa aat gtg gac ate 1966 
Val Ser lie Ser Val Ser Asn Cys Gin lie Gin Glu Asn Val Asp lie 
565 570 575 

age aca gta tat cag att ttt cct gat gaa gta ctg ggt tct gga cag 2014 
Ser Thr Val Tyr Gin lie Phe Pro Asp Glu Val Leu Gly Ser Gly Gin 
580 585 590 

ttt gga att gtt tat gga gga aaa cat cgt aaa aca gga aga gat gta 2062 
Phe Gly lie Val Tyr Gly Gly Lys His Arg Lys Thr Gly Arg Asp Val 
595 600 605 

get att aaa ate att gac aaa tta cga ttt cca aca aaa caa gaa age 2110 
Ala lie Lys lie lie Asp Lys Leu Arg Phe Pro Thr Lys Gin Glu Ser 
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610 615 620 625 

cag ctt cgt aat gag gtt gca att eta cag aac ctt cat cac cct ggt 

Gin Leu Arg Asn Glu Val Ala He Leu Gin Asn Leu His His Pro Gly 

630 635 6 4o 



2158 



52 ?al A^n T 9 nf* n* ^ * Cg CCt gaa aga gtg tfct 9" 2206 

Val Val Asn Leu Glu Cys Met Phe Glu Thr Pro Glu Arg Val Phe Val 

645 650 655 

Sif n?* x 339 CtC Cat 993 gaC atg ctg gaa at 9 a tc ttg tea agt 2254 

Val Met Glu Lys Leu His Gly Asp Met Leu Glu Met He Leu Ser Ser 
660 665 670 



llu w? of T " 9 CCa 039 CaC 3ta acg aag tfct tta a " aet eag 2302 

Glu Lys Gly Arg Leu Pro Glu His He Thr Lys Phe Leu lie Thr Gin 

T?! r CtC f^? 9 ? t ttg 099 CaC Ctt Cat fctt aaa aat ate gtt cac tgt 
lie Leu Val Ala Leu Arg His Leu His Phe Lys Asn He Val His Cys 

695 700 70s 



2350 



gac etc aaa cca gaa aat gtg ttg eta gec tea get gat cct ttt cct 239R 
Asp Leu Lys Pro Glu Asn Val Leu Leu Ala Ser Ala Asp Pro Pne Pro 



710 715 



720 



G1? £? f aa 9at ttfc g9t ttfc gcc cg 9 at <= att gga gag aag 

Gin Val Lys Leu Cys Asp Phe Gly Phe Ala Arg lie He Gly Glu Lys 
725 730 



2446 



735 



tct ttc egg agg tea gtg gtg ggt acc ccc get tac ctg get cct aaa 2494 
Ser Phe Arg Arg Ser Val Val Gly Thr Pro Ala Tyr Leu E Pro £S 
740 745 750 



Si? T C !, a a " ^ 339 9gC taC aat CgC tCt cta 9 ac a tg tgg tct gtt 
Val Leu Arg Asn Lys Gly Tyr Asn Arg Ser Leu Asp Met Tr^ Ser vlt 

760 765 

G?v Hi x^ C tat gta agC Cta agC ggC aca ttc cca «t aat gaa 

Gly Val He He Tyr Val Ser Leu Ser Gly Thr Phe Pro Phe Asn Glu 

775 780 785 

gat gaa gac ata cac gac caa att cag aat gca get ttc atg tat cca 
Asp Glu Asp He His Asp Gin He Gin Asn Ala Ala Phe Me? Jyr Pro 



790 795 



800 



cca aat ccc tgg aag gaa ata tct cat gaa gee att gat ctt ate aac 
Pro Asn Pro Trp Lys Glu He Ser His Glu Ala He Asp Leu He Asn 
805 810 815 

aat ttg ctg caa gta aaa atg aga aag cgc tac agt gtg gat aag acc 
Asn Leu Leu Gin Val Lys Met Arg Lys Arg Tyr Ser Val Jsp Lys 5hr 
820 825 830 

ttg age cac cct tgg cta cag gac tat cag acc tgg tta gat ttg cga 
Leu Ser Hxs Pro Trp Leu Gin Asp Tyr Gin Thr Leu Ts P leu Arg 

835 840 845 

t C ! 9 ^ a ^ 9C aaa atC 999 939 Cgc tac atc acc cat gaa agt gat 
Glu Leu Glu Cys Lys lie Gly Glu Arg Tyr He Thr His Glu Ser Asp 

855 860 865 



2542 



2590 



2638 



2686 



2734 



2782 



2830 
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s -u 9 s s G 9 iu g L aag £ l 0 ; s s° ^ cgg ctg - - «e 

870 Gly JJ" Gln A rg Leu Gin Tyr Pro 

875 880 
aca cac ctg ate aat cca agt act anr- „ 

Thr His Leu He Asn Pro III HI £ At T l*° &Ct CCt ^ ^ 
885 Xa son SSr ASP Thr Pro Glu Thr 

yU 895 

gaa gaa aca gaa atg aaa acc rt-r 

- Jjr «. Me t Ly8 E S « S «= Jjc «e «. tj. 

Ut> 910 



2878 



2926 



2974 



Sacatttgc ££££ Jtc^gtca^ t^^* ^gtcaggtt 3034 

tgttagcact gttgatgtat ctgagttgcc aaoaS«?n tgagaacaaa 9ctgttaaac 3094 
JtL gaC T Ctgt 9"gta ttaaLaaag ttccc^aaa ! aCagaagca "tgtatttt 3154 
atgattcatg ttatatttaa tgcattaaa? cacgaaactt gttattgtga 3214 

tttttcttac tggagcttca ttttgataaa " gtCtccac tgtgcctttg caaatcag^g 3274 

gStSfr CCa " ggtgt tgtcSS :a 9 L C : g c aa c g tT^T* ^ 
gtgttctatg aacaactcca aaacccatat o««« tgaagagtcg attatttcca 3394 

taaaatccta agacacaaat gcatgaacaa ttttttTt tgaat 3 a ^* gggtagggaa 345! 
tgcctggtgt gectcagtat atttaaac^ »™ tQt ataa ttttga atcctttgcc 3514 
gtgctcttaa gectaaatge cttaoa-^X 72°*-*. g ° acct agctgt 

gcaagaccta 3574 

ctctttctta taatactctg ttgtactata ™™ 9CC< * tat *«»"g aeacatttcc 3634 
«g t gtattt ttcaataat, aa.aaSS ° Cttt ~" "»« 

<210> 2 3742 



<211> 912 
<212> PRT 
<213> Homo Sapiens 

<400> 2 



Met Ser Ala Pro Pro Val Leu Arg Pro Pro Ser p 

1 5 9 Fro f"> s er Pro Leu Leu Pro Val 

«• - ». „. Ma flla „, « ^ ^ ^ „ 

- JJ. Ma Pro Phe Leu p „ val Ma ^ _ » 

He Ser Phe His Leu Gin He n v r 45 

50 ^ 6 Gly Leu Ser Arg Glu Pro Val Leu Leu 

Leu Gin Asp Ser- q P r r*i * _ 60 

Gly Asp Tyr Ser Leu Ala His Val Arg Glu Met 

Ala Cys Ser lie Val Asp Gin Lys Phe Pro Gin r M 80 

85 Glu dy Phe Tyr Gly 

Met Tyr Asp Lys lie Leu Leu Phe a™ u » 95 

100 ^ Phe £g Hls A ^p Pro Thr Ser Glu Asn 

He Leu Gin Leu Val Lvs AT* a 1= t HO 

H5 ^ J 2 la S6r ASP Ile Gin Glu Gly Asp Leu 

He Glu Val Val Leu q Pr a™ o », i2 5 

130 S Ser Ala Phe Glu Asp Phe Gin He 

Arg Pro His Ala Leu Phe Val Hi c c „ 140 

145 150 13 ^ ^ Ala Pro Ala Phe Cys 

Asp His Cys Gly Glu Met Leu Trp Glv r« J , 160 
165 P Gly ^ Val A rg Gin Gly Leu Lys 

Cys Glu Gly Cys Gly Leu Asn Tvr Hi . r » "5 

180 y ^ ?" ^ A rg Cys Ala Phe Lys lie 

Pro Asn Asn Cys Ser Gly Val Ara Arn & i9 ° 

195 Jf 9 Arg Ar 9 A rg Leu Ser Asn Val Ser 

- Thr Gly Val Ser Thr He Arg Thr Ser Ser Ala £ Leu Ser Thr 

- Ala Pro Asp Glu Pro Leu Leu Gin Lys Ser III Ser Glu Ser phe 



235 24 o 
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He 


Gly 


Arg 


Glu 


Lys 


Arg 


Ser 


Asn 










245 








He 


His 


Leu 


Asp 


Lys 


He 


Leu 


Met 








260 










Phe 


Val 


He 


His 


Ser 


Tyr 


Thr 


Arg 






275 










280 


Lys 


Leu 


Leu 


Lys 


Gly 


Leu 


Phe 


Arg 




290 










295 




Arg 


Phe 


Asn 


Cys 


His 


Lys 


Arg 


Cys 


305 










310 






Leu 


Gly 


Glu 


Val 


Thr 


He 


Asn 


Gly 










325 








Ser 


Asp 


Val 


Val 


Met 


Glu 


Glu 


Gly 








340 










Asn 


Ser 


Gly 


Leu 


Met 


Asp 


Asp 


Met 






355 










360 


Glu 


Met 


Ala 


Met 


Ala 


Glu 


Cys 


Gin 




370 










375 




Pro 


Asp 


Pro 


Asp 


His 


Glu 


Asp 


Ala 


385 










390 






Ser 


Asn 


Asn 


He 


Pro 


Leu 


Met 


Arg 










405 








Lys 


Arg 


Lys 


Ser 


Ser 


Thr 


Val 


Met 








420 










Thr 


Ser 


Lys 


Asp 


Thr 


Leu 


Arg 


Lys 






435 










440 


Lys 


Cys 


He 


Thr 


Leu 


Phe 


Gin 


Asn 




450 










455 




Glu 


He 


Pro 


Leu 


Ser 


Glu 


He 


Leu 


465 










470 






Ala 


Leu 


He 


Pro 


Asn 


Gly 


Ala 


Asn 










485 








Ala 


Asn 


Val 


Val 


Tyr 


Tyr 


Val 


Gly 








500 










Pro 


Ser 


Pro 


Asn 


Asn 


Ser 


Val 


Leu 






515 










520 


Ala 


Arg 


Met 


Trp 


Glu 


He 


Ala 


He 




530 










535 




Pro 


Lys 


Gly 


Ser 


Ser 


Val 


Gly 


Thr 


545 










550 






Ser 


Val 


Ser 


He 


Ser 


Val 


Ser 


Asn 










565 








He 


Ser 


Thr 


Val 


Tyr 


Gin 


He 


Phe 








580 










Gin 


Phe 


Gly 


He 


Val 


Tyr 


Gly 


Gly 






595 










600 


Val 


Ala 


He 


Lys 


He 


He 


Asp 


Lys 




610 










615 




Ser 


Gin 


Leu 


Arg 


Asn 


Glu 


Val 


Ala 


625 










630 






Gly 


Val 


Val 


Asn 


Leu 


Glu 


Cys 


Met 










645 








Val 


Val 


Met 


Glu 


Lys 


Leu 


His 


Gly 








660 










Ser 


Glu 


Lys 


Gly 


Arg 


Leu 


Pro 


Glu 






675 










680 


Gin 


He 


Leu 


Val 


Ala 


Leu 


Arg 


His 




690 










695 




Cys 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


Val 


705 










710 






Pro 


Gin 


Val 


Lys 


Leu 


Cys 


Asp 


Phe 



725 



Ser 


Gin 


Ser 


Tyr 


He 


Gly 


Arg 


Pro 




250 










255 




Ser 


Lys 


Val 


Lys 


Val 


Pro 


His 


Thr 


265 










270 






Pro 


Thr 


Val 


Cys 


Gin 


Tyr 


Cys 


Lys 










285 








Gin 


Gly 


Leu 


Gin 


Cys 


Lys 


Asp 


Cys 








300 










Ala 


Pro 


Lys 


Val 


Pro 


Asn 


Asn 


Cys 






315 










320 


Asp 


Leu 


Leu 


Ser 


Pro 


Gly Ala 


Glu 




330 










335 




Ser 


Asp 


Asp 


Asn 


Asp 


Ser 


Glu 


Arg 


345 










350 






Glu 


Glu 


Ala 


Met 


Val 


Gin 


Asp 


Ala 










365 








Asn 


Asp 


Ser 


Gly 


Glu 


Met 


Gin 


Asp 








380 










Asn 


Arg 


Thr 


He 


Ser 


Pro 


Ser 


Thr 






395 










400 


Val 


Val 


Gin 


Ser 


Val 


Lys 


His 


Thr 




410 










415 




Lys 


Glu 


Gly Trp 


Met 


Val 


His 


Tyr 


425 










430 






Arg 


His 


Tyr 


Trp 


Arg 


Leu 


Asp 


Ser 










445 








Asp 


Thr 


Gly 


Ser 


Arg 


Tyr 


Tyr 


Lys 








460 










Ser 


Leu 


Glu 


Pro 


Val 


Lys 


Thr 


Ser 






475 










480 


Pro 


His 


Cys 


Phe 


Glu 


He 


Thr 


Thr 




490 










495 




Glu 


Asn 


Val 


Val 


Asn 


Pro 


Ser 


Ser 


505 










510 






Thr 


Ser 


Gly Val 


Gly 


Ala 


Asp 


Val 










525 








Gin 


His 


Ala 


Leu 


Met 


Pro 


Val 


He 








540 










Gly 


Thr 


Asn 


Leu 


His 


Arg 


Asp 


He 






555 










560 


Cys 


Gin 


He 


Gin 


Glu 


Asn 


Val 


Asp 




570 










575 




Pro 


Asp 


Glu 


Val 


Leu 


Gly 


Ser 


Gly 


585 










590 






Lys 


His 


Arg 


Lys 


Thr 


Gly Arg 


Asp 










605 








Leu 


Arg 


Phe 


Pro 


Thr 


Lys 


Gin 


Glu 








620 










He 


Leu 


Gin 


Asn 


Leu 


His 


His 


Pro 






635 










640 


Phe 


Glu 


Thr 


Pro 


Glu 


Arg 


Val 


Phe 




650 










655 




Asp 


Met 


Leu 


Glu 


Met 


He 


Leu 


Ser 


665 










670 






His 


He 


Thr 


Lys 


Phe 


Leu 


He 


Thr 










685 








Leu 


His 


Phe 


Lys 


Asn 


He 


Val 


His 








700 










Leu 


Leu 


Ala 


Ser 


Ala 


Asp 


Pro 


Phe 






715 










720 


Gly 


Phe 


Ala 


Arg 


He 


He 


Gly 


Glu 




730 










735 





7 



Lys 


Ser 


Phe 


Arg 
740 


Arg 


Ser 


Val 


Val 


Gly 
745 


Thr 


Pro 


Ala 


Tyr 


Leu 
750 


Ala 


Pro 


Glu 


Val 


Leu 
755 


Arg 


Asn 


Lys 


Gly 


Tyr 
760 


Asn 


Arg 


Ser 


Leu 


Asp 
765 


Met 


Trp 


Ser 


Val 


Gly 
770 


Val 


He 


He 


Tyr 


Val 
775 


Ser 


Leu 


Ser 


Gly 


Thr 
780 


Phe 


Pro 


Phe 


Asn 


Glu 


Asp 


Glu 


Asp 


He 


His 


Asp 


Gin 


He 


Gin 


Asn 


Ala 


Ala 


Phe 


Met 


Tyr 


785 










790 










795 










800 


Pro 


Pro 


Asn 


Pro 


Trp 
805 


Lys 


Glu 


He 


Ser 


His 
810 


Glu 


Ala 


He 


Asp 


Leu 
815 


He 


Asn 


Asn 


Leu 


Leu 
820 


Gin 


Val 


Lys 


Met 


Arg 
825 


Lys 


Arg 


Tyr 


Ser 


Val 
830 


Asp 


Lys 


Thr 


Leu 


Ser 
835 


His 


Pro 


Trp 


Leu 


Gin 
840 


Asp 


Tyr 


Gin 


Thr 


Trp 
845 


Leu 


Asp 


Leu 


Arg 


Glu 
850 


Leu 


Glu 


Cys 


Lys 


He 
855 


Gly 


Glu 


Arg 


Tyr 


He 
860 


Thr 


His 


Glu 


Ser 


Asp 


Asp 


Leu 


Arg 


Trp 


Glu 


Lys 


Tyr 


Ala 


Gly 


Glu 


Gin 


Arg 


Leu 


Gin 


Tyr 


865 










870 










875 










880 


Pro 


Thr 


His 


Leu 


He 
885 


Asn 


Pro 


Ser 


Ala 


Ser 
890 


His 


Ser 


Asp 


Thr 


Pro 
895 


Glu 


Thr 


Glu 


Glu 


Thr 
900 


Glu 


Met 


Lys 


Ala 


Leu 
905 


Gly 


Glu 


Arg 


Val 


Ser 
910 


He 


Leu 



<210> 3 

<211> 1599 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (74) . . . (757) 

<400> 3 

actcttggga aaactgctgg gcaccgtcgt cgcgctgaag gtggttctgt acctgctccg 60 
agtgtgctta gcg atg gcc tgg aaa tec ggc ggc gec age cac teg gag 109 
Met Ala Trp Lys Ser Gly Gly Ala Ser His Ser Glu 
15 10 

eta ate cac aat etc cgc aaa aat gga ate ate aag aca gat aaa gta 157 
Leu He His Asn Leu Arg Lys Asn Gly He He Lys Thr Asp Lys Val 
15 20 25 

ttt gaa gtg atg ctg get aca gac cgc tec cac tat gca aaa tgt aac 2 05 
Phe Glu Val Met Leu Ala Thr Asp Arg Ser His Tyr Ala Lys Cys Asn 
30 35 40 

cca tac atg gat tct cca caa tea ata ggt ttc caa gca aca ate agt 253 
Pro Tyr Met Asp Ser Pro Gin Ser He Gly Phe Gin Ala Thr He Ser 
45 50 55 60 

get cca cac atg cat gca tat gcg eta gaa ctt eta ttt gat cag ttg 301 
Ala Pro His Met His Ala Tyr Ala Leu Glu Leu Leu Phe Asp Gin Leu 
65 70 75 

cat gaa gga get aaa get ctt gat gta gga tct gga agt gga ate ctt 349 
His Glu Gly Ala Lys Ala Leu Asp Val Gly Ser Gly Ser Gly He Leu 
80 85 90 

act gca tgt ttt gca cgt atg gtt gga tgt act gga aaa gtc ata gga 397 
Thr Ala Cys Phe Ala Arg Met Val Gly Cys Thr Gly Lys Val He Gly 
95 100 105 



att gat cac att aaa gag eta gta gat gac tea gta aat aat gtc agg 445 
lie Asp His lie Lys Glu Leu Val Asp Asp Ser Val Asn Asn Val Arg 
110 115 120 

aag gac gat cca aca ctt ctg tct tea ggg aga gta cag ctt gtt gtg 493 
Lys Asp Asp Pro Thr Leu Leu Ser Ser Gly Arg Val Gin Leu Val Val 
125 130 135 140 



ggg gat gga aga atg gga tat get gaa gaa gee cct tat gat gee att 
Gly Asp Gly Arg Met Gly Tyr Ala Glu Glu Ala Pro Tyr Asp Ala lie 
145 150 155 



541 



cat gtg gga get gca gee cct gtt gta ccc cag gcg eta ata gat cag 589 
His Val Gly Ala Ala Ala Pro Val Val Pro Gin Ala Leu lie Asp Gin 
160 165 170 

tta aag ccc gga gga aga ttg ata ttg cct gtt ggt cct gca ggc gga 637 
Leu Lys Pro Gly Gly Arg Leu lie Leu Pro Val Gly Pro Ala Gly Gly 
175 180 185 

aac caa atg ttg gag cag tat gac aag eta caa gat ggc age ate aaa 685 
Asn Gin Met Leu Glu Gin Tyr Asp Lys Leu Gin Asp Gly Ser lie Lys 
190 195 200 

atg aag cct ctg atg ggg gtg ata tac gtg cct tta aca gat aaa gaa 733 
Met Lys Pro Leu Met Gly Val lie Tyr Val Pro Leu Thr Asp Lys Glu 
205 210 215 220 



aag cag tgg tec agg tgg aag tga ttttatcttc tgetctttet tcttccacac 
Lys Gin Trp Ser Arg Trp Lys * 
225 



787 



atgcaaggga 
gctcatctca 
tgttacactg 
agaggcacag 
tttaacatgc 
cttagtttgt 
ctgatattaa 
gattcttggt 
ttaaagcttt 
taccttaaaa 
acactcagct 
attataggag 
tatgaactta 
etttgecaaa 



tgaattgtaa 
gtcctcaaag 
ttattttcag 
agecaaattg 
ccatatttta 
gaattgattt 
tttatcagat 
atttggatat 
tgatgtggtg 
ctaggcattt 
gttcagattg 
acttgtagtt 
acatgctgtg 
taaagttaaa 



aagcaacatc 
ctttttgaaa 
catgaaaatg 
gtagaggaag 
cttggaaata 
tgaggagtgg 
tgcttttgtg 
ctgttagatg 
tcatagaata 
gtaaatatta 
gacataactg 
tagtgtggtt 
taagctgtgt 
agtaaaagag 



agcttgacca 
accaacacca 
tgtgtttttt 
gatgeaaagt 
ttaaaagaaa 
tttttctttt 
cattggataa 
ctactaagaa 
gcatgttgta 
aaccttaaga 
acttagttct 
ttctgtttct 
cctagttctt 

gc 



gtataaaatt 
tcacagcttg 
tagggtttct 
ataaatttgt 
gggttctgta 
cttggacact 
caccaccatt 
aatagagatg 
gatacaatca 
tggcaggtga 
tcccttctct 
aatttgctgc 
gaacagttta 



acagtggatt 
ttttggactt 
gattcttcaa 
gtaatattac 
aaatggaaaa 
taattctgtt 
cacaagttaa 
agctttcttt 
getgetttgt 
tgtcctgtaa 
ctctctcaaa 
tgataatgta 
tgcagtgctg 



847 

907 

967 

1027 

1087 

1147 

1207 

1267 

1327 

1387 

1447 

1507 

1567 

1599 



<210> 4 
<211> 227 
<212> PRT 

<213> Homo Sapiens 



<400> 4 

Met Ala Trp Lys Ser Gly Gly Ala Ser His Ser Glu Leu lie His Asn 

15 10 15 

Leu Arg Lys Asn Gly lie lie Lys Thr Asp Lys Val Phe Glu Val Met 

20 25 30 

Leu Ala Thr Asp Arg Ser His Tyr Ala Lys Cys Asn Pro Tyr Met Asp 

35 40 45 

Ser Pro Gin Ser lie Gly Phe Gin Ala Thr lie Ser Ala Pro His Met 
50 55 ' 60 



9 



His Ala Tyr Ala Leu Glu Leu Leu Phe Asp Gin Leu His Glu Gly Ala 
65 70 75 80 

Lys Ala Leu Asp Val Gly Ser Gly Ser Gly lie Leu Thr Ala Cys Phe 

85 90 95 

Ala Arg Met Val Gly Cys Thr Gly Lys Val lie Gly lie Asp His lie 

100 105 110 

Lys Glu Leu Val Asp Asp Ser Val Asn Asn Val Arg Lys Asp Asp Pro 

115 120 125 

Thr Leu Leu Ser Ser Gly Arg Val Gin Leu Val Val Gly Asp Gly Arg 

130 135 140 

Met Gly Tyr Ala Glu Glu Ala Pro Tyr Asp Ala lie His Val Gly Ala 
145 150 155 160 

Ala Ala Pro Val Val Pro Gin Ala Leu lie Asp Gin Leu Lys Pro Gly 

165 170 175 

Gly Arg Leu lie Leu Pro Val Gly Pro Ala Gly Gly Asn Gin Met Leu 

180 185 190 

Glu Gin Tyr Asp Lys Leu Gin Asp Gly Ser lie Lys Met Lys Pro Leu 

195 200 205 

Met Gly Val lie Tyr Val Pro Leu Thr Asp Lys Glu Lys Gin Trp Ser 

210 215 220 

Arg Trp Lys 
225 



<210> 5 

<211> 4301 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (43) . . . (2016) 
<400> 5 

gctgcgcgca cgcgaccgca tccgggctcc ttcggccccg cc atg ggc tgc tgc 54 

Met Gly Cys Cys 
1 

age tec get tec tec gee gcg cag age tec aaa cga gaa tgg aag ccg 102 
Ser Ser Ala Ser Ser Ala Ala Gin Ser Ser Lys Arg Glu Trp Lys Pro 
5 10 15 20 

ctg gag gac cgt age tgc aca gac ata cca tgg ctg ctg etc ttc ate 150 
Leu Glu Asp Arg Ser Cys Thr Asp lie Pro Trp Leu Leu Leu Phe lie 
25 30 35 

etc ttc tgc att ggg atg gga ttt att tgt ggc ttt tea ata gca aca 198 
Leu Phe Cys lie Gly Met Gly Phe lie Cys Gly Phe Ser lie Ala Thr 
40 45 50 

ggt gca gca gca aga eta gtg tea gga tac gac age tat gga aat ate 246 
Gly Ala Ala Ala Arg Leu Val Ser Gly Tyr Asp Ser Tyr Gly Asn lie 
55 60 65 

tgt ggg cag aaa aat aca aag ttg gaa gca ata cca aac agt ggc atg 2 94 
Cys Gly Gin Lys Asn Thr Lys Leu Glu Ala lie Pro Asn Ser Gly Met 
70 75 80 

gac cac acc cag egg aag tat gta ttc ttt ttg gat cca tgc aac ctg 342 
Asp His Thr Gin Arg Lys Tyr Val Phe Phe Leu Asp Pro Cys Asn Leu 
85 90 95 100 



10 



gac ttg ata aac egg aag att aag tct gta gca ctg tgt gta gca gcg 390 
Asp Leu lie Asn Arg Lys lie Lys Ser Val Ala Leu Cys Val Ala Ala 
105 110 115 

tgt cca agg caa gaa ctg aaa act ctg agt gat gtt cag aag ttt gca 438 
Cys Pro Arg Gin Glu Leu Lys Thr Leu Ser Asp Val Gin Lys Phe Ala 
120 125 130 

gag ata aat ggt tea gec eta tgt age tac aac eta aag cct tct gaa 486 
Glu lie Asn Gly Ser Ala Leu Cys Ser Tyr Asn Leu Lys Pro Ser Glu 
135 140 145 

tac act aca tct cca aaa tct tct gtt etc tgc ccc aaa eta cca gtt 534 
Tyr Thr Thr Ser Pro Lys Ser Ser Val Leu Cys Pro Lys Leu Pro Val 
150 155 160 

cca gcg agt gca cct att cca ttc ttc cat cgc tgt get cct gtg aac 582 
Pro Ala Ser Ala Pro lie Pro Phe Phe His Arg Cys Ala Pro Val Asn 
165 170 175 180 

att tec tgc tat gee aag ttt gca gag gee ctg ate acc ttt gtc agt 630 
lie Ser Cys Tyr Ala Lys Phe Ala Glu Ala Leu lie Thr Phe Val Ser 
185 190 195 

gac aat agt gtc tta cac agg ctg att agt gga gta atg acc age aaa 678 
Asp Asn Ser Val Leu His Arg Leu lie Ser Gly Val Met Thr Ser Lys 
200 205 210 

gaa att ata ttg gga ctt tgc ttg tta tea eta gtt eta tec atg att 726 
Glu lie lie Leu Gly Leu Cys Leu Leu Ser Leu Val Leu Ser Met lie 
215 220 225 

ttg atg gtg ata ate agg tat ata tea aga gta ctt gtg tgg ate tta 774 
Leu Met Val lie lie Arg Tyr lie Ser Arg Val Leu Val Trp lie Leu 
230 235 240 

acg att ctg gtc ata etc ggt tea ctt gga ggc aca ggt gta eta tgg 822 
Thr lie Leu Val lie Leu Gly Ser Leu Gly Gly Thr Gly Val Leu Trp 
245 250 255 260 

tgg ctg tat gca aag caa aga agg tct ccc aaa gaa act gtt act cct 870 
Trp Leu Tyr Ala Lys Gin Arg Arg Ser Pro Lys Glu Thr Val Thr Pro 
265 270 275 

gag cag ctt cag ata get gaa gac aat ctt egg gee etc etc att tat 918 
Glu Gin Leu Gin lie Ala Glu Asp Asn Leu Arg Ala Leu Leu lie Tyr 
280 285 290 

gee att tea get aca gtg ttc aca gtg ate tta ttc ctg ata atg ttg 966 
Ala lie Ser Ala Thr Val Phe Thr Val lie Leu Phe Leu lie Met Leu 
295 300 305 

gtt atg cgc aaa cgt gtt get ctt acc ate gee ttg ttc cac gta get 1014 
Val Met Arg Lys Arg Val Ala Leu Thr lie Ala Leu Phe His Val Ala 
310 315 320 

ggc aag gtc ttc att cac ttg cca ctg eta gtc ttc caa ccc ttc tgg 1062 
Gly Lys Val Phe lie His Leu Pro Leu Leu Val Phe Gin Pro Phe Trp 
325 330 335 340 

act ttc ttt get ctt gtc ttg ttt tgg gtg tac tgg ate atg aca ctt 1110 
Thr Phe Phe Ala Leu Val Leu Phe Trp Val Tyr Trp lie Met Thr Leu 



11 



345 



350 



355 



ctt ttt ctt ggc act acc ggc agt cct gtt cag aat gag caa ggc ttt 1158 
Leu Phe Leu Gly Thr Thr Gly Ser Pro Val Gin Asn Glu Gin Gly Phe 
360 365 370 

gtg gag ttc aaa att tct ggg cct ctg cag tac atg tgg tgg tac cat 1206 
Val Glu Phe Lys lie Ser Gly Pro Leu Gin Tyr Met Trp Trp Tyr His 
375 380 385 

gtg gtg ggc ctg att tgg ate agt gaa ttt att eta gca tgt cag cag 1254 
Val Val Gly Leu lie Trp lie Ser Glu Phe lie Leu Ala Cys Gin Gin 
390 395 400 

atg aca gtg gca gga get gtg gta aca tac tat ttt act agg gat aaa 1302 
Met Thr Val Ala Gly Ala Val Val Thr Tyr Tyr Phe Thr Arg Asp Lys 
405 410 415 420 

agg aat ttg cca ttt aca cct att ttg gca tea gta aat cgc ctt att 1350 
Arg Asn Leu Pro Phe Thr Pro lie Leu Ala Ser Val Asn Arg Leu lie 
425 430 435 

cgt tac cac eta ggt acg gtg gca aaa gga tct ttc att ate aca tta 1398 
Arg Tyr His Leu Gly Thr Val Ala Lys Gly Ser Phe lie lie Thr Leu 
440 445 450 

gtc aaa att ccg cga atg ate ctt atg tat att cac agt cag etc aaa 1446 
Val Lys lie Pro Arg Met lie Leu Met Tyr lie His Ser Gin Leu Lys 
455 460 465 

gga aag gaa aat get tgt gca cga tgt gtg ctg aaa tct tgc att tgt 1494 
Gly Lys Glu Asn Ala Cys Ala Arg Cys Val Leu Lys Ser Cys lie Cys 
470 475 480 

tgc ctt tgg tgt ctt gaa aag tgc eta aat tat tta aat cag aat gca 1542 
Cys Leu Trp Cys Leu Glu Lys Cys Leu Asn Tyr Leu Asn Gin Asn Ala 
485 490 495 500 

tac aca gee aca get ate aac age acc aac ttc tgc acc tea gca aag 1590 
Tyr Thr Ala Thr Ala lie Asn Ser Thr Asn Phe Cys Thr Ser Ala Lys 
505 510 515 

gat gee ttt gtc att ctg gtg gag aat get ttg cga gtg get acc ate 1638 
Asp Ala Phe Val lie Leu Val Glu Asn Ala Leu Arg Val Ala Thr lie 
520 525 530 

aac aca gta gga gat ttt atg tta ttc ctt ggc aag gtg ctg ata gtc 1686 
Asn Thr Val Gly Asp Phe Met Leu Phe Leu Gly Lys Val Leu lie Val 
535 540 545 

tgc age aca ggt tta get ggg att atg ctg etc aac tac cag cag gac 1734 
Cys Ser Thr Gly Leu Ala Gly lie Met Leu Leu Asn Tyr Gin Gin Asp 
550 555 560 

tac aca gta tgg gtg ctg cct ctg ate ate gtc tgc etc ttt get ttc 1782 
Tyr Thr Val Trp Val Leu Pro Leu lie lie Val Cys Leu Phe Ala Phe 
565 570 575 580 

eta gtc get cat tgc ttc ctg tct att tat gaa atg gta gtg gat gta 1830 
Leu Val Ala His Cys Phe Leu Ser lie Tyr Glu Met Val Val Asp Val 
585 590 595 



12 



tta ttc ttg tgt ttt gcc att gat aca aaa tac aat gat ggg age cct 
Leu Phe Leu Cys Phe Ala lie Asp Thr Lys Tyr Asn Asp Gly Ser Pro 
600 605 610 



1878 



ggc aga gaa ttc tat atg gat aaa gtg ctg atg gag ttt gtg gaa aac 
Gly Arg Glu Phe Tyr Met Asp Lys Val Leu Met Glu Phe Val Glu Asn 
615 620 625 



1926 



agt agg aaa gca atg aaa gaa get ggt aag gga ggc gtc get gat tec 
Ser Arg Lys Ala Met Lys Glu Ala Gly Lys Gly Gly Val Ala Asp Ser 
630 635 640 



1974 



aga gag eta aag ccg atg get teg gga gca agt tct get tga 
Arg Glu Leu Lys Pro Met Ala Ser Gly Ala Ser Ser Ala * 
645 650 655 



2016 



acctagccga 
aaatcageca 
gtcaaacatg 
ttttcaactg 
taacttagag 
tctaaagttt 
ctgatgeata 
actccaatca 
ttgggcccaa 
taaccaactc 
aaaaagaaaa 
ttcctttttg 
ggggcaccca 
ctgagaggaa 
tgggcttegg 
gettgetata 
tatccagagt 
actgttgttt 
ccagatatga 
aaaaaaagtg 
ttacaatttt 
tttttaaact 
gcattttatc 
ctagacagtg 
ataagcagee 
aaggtaaatt 
getaaatgee 
gcaataagag 
agcaagatct 
agttaacatc 
aatgaatata 
aaaattcaga 
gaactaaatt 
ggagctagca 
aaattaggtt 
atatgetege 
aactagaact 
ttatataaca 
aaaaa 



cggttatgga 
aaatcagaga 
tactcctttc 
taattgtctt 
gagattttaa 
attcaggggt 
agtcctagtg 
gttttcccca 
tatgggaatt 
ctcaggtatt 
gggtagataa 
actttagtag 
gcgagtttag 
taaagaaggg 
cttcagagta 
caatctgaaa 
tctacgatgt 
ttgtttgggg 
atggctaata 
taatttgeta 
tttaaaaaaa 
tattgeacta 
attccatgga 
aattagatcg 
gtttgctaat 
gtattttttt 
ttggtttctt 
tctggatttt 
gggaaaccaa 
taatatctag 
attatataac 
ataccatctg 
tagaattggc 
attttaagag 
ctactcactt 
aatctcagct 
gtaatcagaa 
ggtcctgttt 



aacccattga 
aaaggaacag 
atacgggtgg 
aatggaaatg 
ctttatttaa 
aatttccctg 
ggtcaagact 
atcaaagaag 
ttcataatag 
tgtagtttac 
tetttegtat 
catcctccac 
cctttaagtt 
acagaaacat 
acgtcagtgg 
acacactggc 
ttaactgaag 
gtgggtttgg 
ctccattgtt 
agaataattc 
gctatttttg 
aatacaggct 
aggagaatct 
gtattatgga 
gtgettcett 
ttaagtattg 
ttaaaagttc 
aaaaaacaca 
cattgegaga 
tatcaccaaa 
taacaattgt 
tttcatagee 
aaaagtctag 
gtgtccctcc 
ggacatccct 
atttggaagc 
agaaattttg 
tacaaataaa 



cattccaaaa 
ggatttaata 
cttttacaag 
ttaaaattca 
aaataggtaa 
atgtctgtat 
aggcatatgc 
ccatgtcatt 
ttcatacatt 
cctaacgctt 
gcaaactttt 
acatttgtgt 
tctgtgtatt 
ggaacataaa 
cttagggtta 
aggtgetect 
aattggctaa 
ggttttttgc 
ctgcttgttg 
atgatctgtt 
ttaatgtaaa 
ctgtacaaaa 
tttgaaagaa 
aatgeataca 
tcaaagggtt 
gtgttcttta 
atgtaatatt 
tgcatacaca 
gtagctattt 
cagtatcget 
ccaaatagat 
gcacagattt 
aagatgggta 
aaagtgacct 
gcatcatgga 
taccaggaat 
tatttttgta 
ttttgtttta 



caatatatac 
ccttttttat 
gcaacttccg 
tatctgatta 
aattattgta 
aaaatcaaga 
tttcagataa 
ttacttttag 
tgtcagccaa 
ctttaaaaga 
cccttatatt 
gectgatttg 
gatttgeaga 
gcattgaaaa 
aaeggecatt 
ctccttggca 
tgttttgatc 
ttttttattc 
taatggtgaa 
tatgegataa 
gtaaatattt 
aaaaaaaaaa 
ageattgect 
agtaatgtca 
ggacctttaa 
ctctagctag 
tctgattttt 
caattaagag 
tgaaagaata 
gttctctttt 
gagagagcaa 
tggactttca 
tcaaaacaga 
gatggaagtc 
ctgttgctgc 
gctttctaat 
taacttgatt 
ctaaaaaaaa 



acacacacat 
gcttattttt 
tcatttaatg 
acatttttaa 
cctaattatg 
tcttatttta 
ataaggaatt 
aaacatacaa 
cattaaaagg 
aagtaggtaa 
ttgtctttct 
aaaggaagct 
ttaagtaatg 
ttccggtgct 
ttattcaaat 
attcattgag 
ctccagtgtg 
ctgaagctta 
tgctttaaga 
ctcctttttg 
cagagcaaat 
aaaagectea 
cctaccagaa 
ctagggctta 
attgetgeaa 
gctaaaattt 
cagaatattt 
ctcatgtctt 
attctccaga 
attcatttga 
atcatgtgag 
caaacattgg 
agacattcca 
ctgaacttgg 
tccctgttcc 
tatcatttgc 
gtgtgccatt 
aaaaaaaaaa 



2076 
2136 
2196 
2256 
2316 
2376 
2436 
2496 
2556 
2616 
2676 
2736 
2796 
2856 
2916 
2976 
3036 
3096 
3156 
3216 
3276 
3336 
3396 
3456 
3516 
3576 
3636 
3696 
3756 
3816 
3876 
3936 
3996 
4056 
4116 
4176 
4236 
4296 
4301 



<210> 6 

<211> 657 

<212> PRT 

<213> Homo Sapiens 



<400> 6 



13 



Met 


Gly 


Cys 


Cys 


Ser 


Ser 


Ala 


Ser 


Ser 


Ala 


Ala 


Gin 


Ser 


Ser 


Lys 


Arg 


1 








5 










10 










15 




Glu 


Trp 


Lys 


Pro 


Leu 


Glu 


Asp 


Arg 


Ser 


Cys 


Thr 


Asp 


He 


Pro 


Trp 


Leu 








20 










25 










30 






Leu 


Leu 


Phe 


He 


Leu 


Phe 


Cys 


lie 


Gly 


Met 


Gly 


Phe 


He 


Cys 


Gly 


Phe 






35 










40 










45 








Ser 


He 


Ala 


Thr 


Gly 


Ala 


Ala 


Ala 


Arg 


Leu 


Val 


Ser 


Gly 


Tyr 


Asp 


Ser 




50 










55 










60 










Tyr 


Gly 


Asn 


He 


Cys 


Gly 


Gin 


Lys 


Asn 


Thr 


Lys 


Leu 


Glu 


Ala 


lie 


Pro 


65 










70 










75 










80 


Asn 


Ser 


Gly 


Met 


Asp 


His 


Thr 


Gin 


Arg 


Lys 


Tyr 


Val 


Phe 


Phe 


Leu 


Asp 










85 










90 










95 




Pro 


Cys 


Asn 


Leu 


Asp 


Leu 


He 


Asn 


Arg 


Lys 


He 


Lys 


Ser 


Val 


Ala 


Leu 








100 










105 










110 






Cys 


Val 


Ala 


Ala 


Cys 


Pro 


Arg 


Gin 


Glu 


Leu 


Lys 


Thr 


Leu 


Ser 


Asp 


Val 






115 










120 










125 








Gin 


Lys 


Phe 


Ala 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Leu 


Cys 


Ser 


Tyr 


Asn 


Leu 




130 










135 










140 










Lys 


Pro 


Ser 


Glu 


Tyr 


Thr 


Thr 


Ser 


Pro 


Lys 


Ser 


Ser 


Val 


Leu 


Cys 


Pro 


145 










150 










155 










160 


Lys 


Leu 


Pro 


Val 


Pro 


Ala 


Ser 


Ala 


Pro 


lie 


Pro 


Phe 


Phe 


His 


Arg 


Cys 










165 










170 










175 




Ala 


Pro 


Val 


Asn 


He 


Ser 


Cys 


Tyr 


Ala 


Lys 


Phe 


Ala 


Glu 


Ala 


Leu 


He 








180 










185 










190 






Thr 


Phe 


Val 


Ser 


Asp 


Asn 


Ser 


Val 


Leu 


His 


Arg 


Leu 


He 


Ser 


Gly 


Val 






195 










200 










205 








Met 


Thr 


Ser 


Lys 


Glu 


He 


He 


Leu 


Gly 


Leu 


Cys 


Leu 


Leu 


Ser 


Leu 


Val 




210 










215 










220 










Leu 


Ser 


Met 


He 


Leu 


Met 


Val 


He 


He 


Arg 


Tyr 


He 


Ser 


Arg 


Val 


Leu 


225 










230 










235 










240 


Val 


Trp 


He 


Leu 


Thr 


He 


Leu 


Val 


He 


Leu 


Gly 


Ser 


Leu 


Gly Gly 


Thr 










245 










250 










255 




Gly 


Val 


Leu 


Trp 


Trp 


Leu 


Tyr 


Ala 


Lys 


Gin 


Arg 


Arg 


Ser 


Pro 


Lys 


Glu 








260 










265 










270 






Thr 


Val 


Thr 


Pro 


Glu 


Gin 


Leu 


Gin 


He 


Ala 


Glu 


Asp 


Asn 


Leu 


Arg 


Ala 






275 










280 










285 








Leu 


Leu 


He 


Tyr 


Ala 


He 


Ser 


Ala 


Thr 


Val 


Phe 


Thr 


Val 


lie 


Leu 


Phe 




290 










295 










300 










Leu 


He 


Met 


Leu 


Val 


Met 


Arg 


Lys 


Arg 


Val 


Ala 


Leu 


Thr 


lie 


Ala 


Leu 


305 










310 










315 










320 


Phe 


His 


Val 


Ala 


Gly 


Lys 


Val 


Phe 


lie 


His 


Leu 


Pro 


Leu 


Leu 


Val 


Phe 










325 










330 










335 




Gin 


Pro 


Phe 


Trp 


Thr 


Phe 


Phe 


Ala 


Leu 


Val 


Leu 


Phe 


Trp 


Val 


Tyr 


Trp 








340 










345 










350 






He 


Met 


Thr 


Leu 


Leu 


Phe 


Leu 


Gly 


Thr 


Thr 


Gly 


Ser 


Pro 


Val 


Gin 


Asn 






355 










360 










365 








Glu 


Gin 


Gly 


Phe 


Val 


Glu 


Phe 


Lys 


He 


Ser 


Gly 


Pro 


Leu 


Gin 


Tyr 


Met 




370 










375 










380 










Trp 


Trp 


Tyr 


His 


Val 


Val 


Gly 


Leu 


He 


Trp 


He 


Ser 


Glu 


Phe 


He 


Leu 


385 










390 










395 










400 


Ala 


Cys 


Gin 


Gin 


Met 


Thr 


Val 


Ala 


Gly 


Ala 


Val 


Val 


Thr 


Tyr 


Tyr 


Phe 










405 










410 










415 




Thr 


Arg 


Asp 


Lys 


Arg 


Asn 


Leu 


Pro 


Phe 


Thr 


Pro 


He 


Leu 


Ala 


Ser 


Val 








420 










425 










430 






Asn 


Arg 


Leu 


He 


Arg 


Tyr 


His 


Leu 


Gly 


Thr 


Val 


Ala 


Lys 


Gly 


Ser 


Phe 






435 










440 










445 








He 


He 


Thr 


Leu 


Val 


Lys 


He 


Pro 


Arg 


Met 


He 


Leu 


Met 


Tyr 


He 


His 




450 










455 










460 










Ser 


Gin 


Leu 


Lys 


Gly 


Lys 


Glu 


Asn 


Ala 


Cys 


Ala 


Arg 


Cys 


Val 


Leu 


Lys 


465 










470 










475 










480 


Ser 


Cys 


He 


Cys 


Cys 


Leu 


Trp 


Cys 


Leu 


Glu 


Lys 


Cys 


Leu 


Asn 


Tyr 


Leu 










485 










490 










495 
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Asn Gin Asn Ala Tyr Thr Ala Thr Ala lie Asn Ser Thr Asn Phe Cys 

500 505 510 

Thr Ser Ala Lys Asp Ala Phe Val lie Leu Val Glu Asn Ala Leu Arg 

515 520 525 

Val Ala Thr lie Asn Thr Val Gly Asp Phe Met Leu Phe Leu Gly Lys 

530 535 540 

Val Leu lie Val Cys Ser Thr Gly Leu Ala Gly lie Met Leu Leu Asn 
545 550 555 560 

Tyr Gin Gin Asp Tyr Thr Val Trp Val Leu Pro Leu lie lie Val Cys 

565 570 575 

Leu Phe Ala Phe Leu Val Ala His Cys Phe Leu Ser He Tyr Glu Met 

580 585 590 

Val Val Asp Val Leu Phe Leu Cys Phe Ala He Asp Thr Lys Tyr Asn 

595 600 605 

Asp Gly Ser Pro Gly Arg Glu Phe Tyr Met Asp Lys Val Leu Met Glu 

610 615 620 

Phe Val Glu Asn Ser Arg Lys Ala Met Lys Glu Ala Gly Lys Gly Gly 
625 630 635 640 

Val Ala Asp Ser Arg Glu Leu Lys Pro Met Ala Ser Gly Ala Ser Ser 
645 650 655 

Ala 



<210> 7 

<211> 3564 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (52)... (840) 

<400> 7 

tctttctcgc tgctcagtca catctttctc ttccttccac cccgagggac c atg teg 57 

Met Ser 
1 

agg etc age tgg gga tac cgc gag cac aac ggt cct att cac tgg aag 105 
Arg Leu Ser Trp Gly Tyr Arg Glu His Asn Gly Pro He His Trp Lys 
5 10 15 

gaa ttt ttc cct att get gat ggt gat cag caa tct cca att gag att 153 
Glu Phe Phe Pro He Ala Asp Gly Asp Gin Gin Ser Pro He Glu He 
20 25 30 

aaa ace aaa gaa gtg aaa tat gac tct tec etc cga cca ctt agt ate 201 
Lys Thr Lys Glu Val Lys Tyr Asp Ser Ser Leu Arg Pro Leu Ser He 
35 40 45 50 

aag tat gac cca age tea get aaa ate ate age aac age ggc cat tec 249 
Lys Tyr Asp Pro Ser Ser Ala Lys He He Ser Asn Ser Gly His Ser 
55 60 65 

ttc aat gtt gac ttt gat gac aca gag aac aaa tea gtt ctg cgt ggt 297 
Phe Asn Val Asp Phe Asp Asp Thr Glu Asn Lys Ser Val Leu Arg Gly 
70 75 80 

ggt cct etc act gga age tac agg tta egg cag gtt cac ctt cac tgg 345 
Gly Pro Leu Thr Gly Ser Tyr Arg Leu Arg Gin Val His Leu His Trp 
85 90 95 



15 



ggg tec get gat gac cac ggc tec gag cac ata gta gat gga gtg age 
Gly Ser Ala Asp Asp His Gly Ser Glu His lie Val Asp Gly Val Ser 
100 105 110 



393 



tat get gca gag etc cat gtt gtt cac tgg aat tea gac aaa tac ccc 
Tyr Ala Ala Glu Leu His Val Val His Trp Asn Ser Asp Lys Tyr Pro 
115 120 125 130 



441 



age ttt gtt gag gca get cat gaa cca gat gga ctg get gtc ttg gga 
Ser Phe Val Glu Ala Ala His Glu Pro Asp Gly Leu Ala Val Leu Gly 
135 140 145 



489 



gtg ttt tta cag att ggt gaa cct aat tec caa ctg caa aag att act 
Val Phe Leu Gin lie Gly Glu Pro Asn Ser Gin Leu Gin Lys lie Thr 
150 155 160 



537 



gac act ttg gat tec att aaa gaa aag ggt aaa caa act cga ttc aca 
Asp Thr Leu Asp Ser lie Lys Glu Lys Gly Lys Gin Thr Arg Phe Thr 
165 170 175 



585 



aat ttt gac eta ttg tct ctg ctt cca cca tec tgg gac tac tgg aca 
Asn Phe Asp Leu Leu Ser Leu Leu Pro Pro Ser Trp Asp Tyr Trp Thr 
180 185 190 



633 



tat cct ggt tct ctt aca gtt cca cct ctt ctt gag agt gtc aca tgg 
Tyr Pro Gly Ser Leu Thr Val Pro Pro Leu Leu Glu Ser Val Thr Trp 
195 200 205 210 



681 



att gtt tta aag caa cct ata aac ate age tct caa cag ctg gee aaa 
lie Val Leu Lys Gin Pro lie Asn lie Ser Ser Gin Gin Leu Ala Lys 
215 220 225 



729 



ttt cgc agt etc ctg tgc aca gcg gag ggt gaa gca gca get ttt ctg 
Phe Arg Ser Leu Leu Cys Thr Ala Glu Gly Glu Ala Ala Ala Phe Leu 
230 235 240 



777 



gtg age aat cac cgc cca cca cag cct eta aag ggc cgc aaa gtg aga 
Val Ser Asn His Arg Pro Pro Gin Pro Leu Lys Gly Arg Lys Val Arg 
245 250 255 



825 



gee tct ttc cat taa aaattgtcac caatgaactc ccccaaacat ggctgtggag 
Ala Ser Phe His * 
260 



880 



agacaacaaa 
atttatagga 
cttttttttt 
tggtacagtc 
agcctccaga 
tttttttttt 
taaagtaggc 
gcccagctga 
tcacagtaag 
gtgaaaatat 
agactgaatt 
gattgtgatg 
aaaaagtaga 
cattgeatga 
tacttaatgt 
ccaggatata 
taatgttaat 
ttaacttggt 



acaaaacaaa 
aacattttag 
tatttttttt 
ttggctaatt 
gtaagtagga 
aagaaatagg 
ctcctgcctt 
cccagagctc 
cattgtttga 
agttaacatt 
agtcacagct 
ctttttttgt 
ttacgttttc 
tacctttaat 
gtctcctcca 
aatggctatt 
aatgaactgg 
ttgaaactaa 



gcacaaaagt 
tatgagcttc 
agtgatagag 
gcagcctcca 
ccacaggcat 
gtcttgetat 
tgcctctcaa 
tttactaact 
catatattaa 
gcaaacttta 
ctcagtgatg 
aacaagtgat 
ctataaggat 
aaaatgaaca 
ctgatcaaaa 
tacactgtaa 
ctaataattg 
catatgacat 



ctctgccaac 
agtgtcacaa 
tctcactctg 
actcctggac 
gcacaagcat 
gttgeccagg 
agtgctggga 
tatctgtctc 
aacccatgaa 
gaatgtatta 
ttagatggaa 
tetgettaat 
aatttttgea 
atataagagt 
atattccata 
tgaattatac 
acaagatgea 
agtaccagtg 



aactcttttg 
agaaaaccag 
tcacccaggc 
tcaagtgatc 
gcctggctaa 
ctggtctcaa 
tttcaggcat 
ttatttgeae 
atatgtctac 
aaaattttac 
acttatatct 
attttgttat 
gtgattatat 
taagggcaat 
tagtcttggt 
catatatgat 
gtgcctgcca 
cagtcagagc 



tggaattcta 
atctctctct 
tggagggcag 
ctcccacctc 
tttttaaatt 
gctcctgccc 
gggtcatcaa 
tcatggatat 
ttcaacctgt 
ettgecatag 
caaatgatag 
tccagttcat 
tgetaactet 
gggataaagc 
gaggaattcc 
attcactcag 
gtttatgaca 
tgeccttagg 



940 

1000 

1060 

1120 

1180 

1240 

1300 

1360 

1420 

1480 

1540 

1600 

1660 

1720 

1780 

1840 

1900 

1960 
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catgatgaac 
tgtgtgggtc 
gaatgggtcc 
atgtccttca 
ttttattttt 
acaaacagag 
acccttttgt 
tcttttatct 
agtcttagtc 
catctcccgg 
acatgccacc 
gccaggctgg 
ctggaattac 
tattctgccg 
tgttgcataa 
ctcagtgtct 
atatttaaaa 
gcactataag 
aggaatacta 
tgttgagtgg 
aagaacctgt 
gttctaatta 
gtgttggttc 
tttccttgaa 
taaaatggtt 
tctcttttgt 
tttaaattgg 



atgtggcccg 
attgttctgt 
ataaaccctt 
gtctcttaat 
gtttgttttt 
ggacactaag 
catcttctga 
ctcttcctct 
tgtcactgag 
gttcaaatga 
acacccggct 
tctcaaactc 
agttgtgagc 
tgttgataga 
gatgagctcc 
agtttaaggc 
aattttttat 
ttaatataac 
attaattgta 
aaaagtgttt 
tttctggaag 
ctgtctgtga 
tgtattataa 
tattgtgtgt 
atattgcctc 
ttaccacagc 
attcaaccac 



tttttgcctg 
caatttgtgg 
caactcattt 
tttgtcaggt 
ggtgaaggat 
cattaactta 
cataagttta 
ggatgtagtt 
gctggagtac 
ttctcctgcc 
aatttttgta 
ctgacctcaa 
caccacacct 
ataactgaat 
tgaagagtga 
ttttagaaga 
ttgctgtctt 
aagtaaaata 
acttgtaaaa 
ctttagtttg 
aatgtaagtt 
gagttactac 
attgcacctt 
taattgatat 
ctttttaaac 
aaatactgat 
aataaagaaa 



gtgttttggc 
aaaaaattac 
ccatggcaaa 
ggagcttgat 
aagagtggtg 
ataatcacat 
cctgagtttc 
tttttttgtt 
agtggcacga 
tcagcctctt 
tttttagtag 
gtgatctgcc 
ggcttgaatg 
atcagtaaat 
agctaattct 
ttgatctgta 
tggtaattat 
cattgtcttt 
ccaaaagttc 
gaaagacctg 
gctatatgtg 
tttgtaactt 
aatagaccaa 
atcttctaga 
aaattaaaga 
tttatgattg 
atgagaaaag 



agcaaagcag 
ttcagtctca 
actcactttt 
cttaatttta 
tttcttttgc 
ttaagacttg 
cttgatttgg 
ttttttttgt 
tcttggctca 
gagtggctgg 
agatgggttt 
tgcctcggcc 
tagattttaa 
tgtgtaacag 
ttggtcaatg 
gcaattattt 
ctctctgctt 
tgaaaatagt 
taatggtttt 
tgaagtatcc 
gaggggcatg 
atggtttctg 
aaatatctat 
ggcaaaaggt 
gttgtaaata 
ttaagcattt 
cttt 



gaagcaattt 
tataaatata 
ctttttatac 
acctattatc 
cctttctggt 
aacacatgct 
aagatttgtt 
ttttggacgg 
ctgcaacctc 
gattacaggc 
tgcaatgttg 
tctcaaattg 
taattgaatt 
tggtggatac 
ttcttttccc 
aatgaattga 
gaaattaaat 
ttctttttaa 
taaaaaccag 
tagtcaggga 
taggacaggg 
cttcagtatt 
acagcactga 
ttaaatgtgt 
ctagtgtaga 
catattttaa 



2020 
2080 
2140 
2200 
2260 
2320 
2380 
2440 
2500 
2560 
2620 
2680 
2740 
2800 
2860 
2920 
2980 
3040 
3100 
3160 
3220 
3280 
3340 
3400 
3460 
3520 
3564 



<210> 8 

<211> 262 

<212> PRT 

<213> Homo Sapiens 



<400> 8 



Met 


Ser 


Arg 


Leu 


Ser 


Trp 


Gly 


Tyr 


Arg 


Glu 


His 


Asn 


Gly 


Pro 


He 


His 


1 








5 










10 










15 




Trp 


Lys 


Glu 


Phe 


Phe 


Pro 


He 


Ala 


Asp 


Gly 


Asp 


Gin 


Gin 


Ser 


Pro 


He 








20 










25 










30 






Glu 


He 


Lys 


Thr 


Lys 


Glu 


Val 


Lys 


Tyr 


Asp 


Ser 


Ser 


Leu 


Arg 


Pro 


Leu 






35 










40 










45 








Ser 


He 


Lys 


Tyr 


Asp 


Pro 


Ser 


Ser 


Ala 


Lys 


He 


He 


Ser 


Asn 


Ser 


Gly 




50 










55 










60 










His 


Ser 


Phe 


Asn 


Val 


Asp 


Phe 


Asp 


Asp 


Thr 


Glu 


Asn 


Lys 


Ser 


Val 


Leu 


65 










70 










75 










80 


Arg 


Gly 


Gly 


Pro 


Leu 


Thr 


Gly 


Ser 


Tyr 


Arg 


Leu 


Arg 


Gin 


Val 


His 


Leu 










85 










90 










95 




His 


Trp 


Gly 


Ser 


Ala 


Asp 


Asp 


His 


Gly 


Ser 


Glu 


His 


He 


Val 


Asp 


Gly 








100 










105 










110 






Val 


Ser 


Tyr 


Ala 


Ala 


Glu 


Leu 


His 


Val 


Val 


His 


Trp 


Asn 


Ser 


Asp 


Lys 






115 










120 










125 








Tyr 


Pro 


Ser 


Phe 


Val 


Glu 


Ala 


Ala 


His 


Glu 


Pro 


Asp 


Gly 


Leu 


Ala 


Val 




130 










135 










140 










Leu 


Gly 


Val 


Phe 


Leu 


Gin 


He 


Gly 


Glu 


Pro 


Asn 


Ser 


Gin 


Leu 


Gin 


Lys 


145 










150 










155 










160 


He 


Thr 


Asp 


Thr 


Leu 


Asp 


Ser 


He 


Lys 


Glu 


Lys 


Gly 


Lys 


Gin 


Thr 


Arg 










165 










170 










175 




Phe 


Thr 


Asn 


Phe 


Asp 


Leu 


Leu 


Ser 


Leu 


Leu 


Pro 


Pro 


Ser 


Trp 


Asp 


Tyr 








180 










185 










190 






Trp 


Thr 


Tyr 


Pro 


Gly 


Ser 


Leu 


Thr 


Val 


Pro 


Pro 


Leu 


Leu 


Glu 


Ser 


Val 






195 










200 










205 








Thr 


Trp 


He 


Val 


Leu 


Lys 


Gin 


Pro 


He 


Asn 


He 


Ser 


Ser 


Gin 


Gin 


Leu 




210 










215 










220 
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Ala Lys Phe Arg Ser Leu Leu Cys Thr Ala Glu Gly Glu Ala Ala Ala 
225 230 235 240 

Phe Leu Val Ser Asn His Arg Pro Pro Gin Pro Leu Lys Gly Arg Lys 

245 250 255 

Val Arg Ala Ser Phe His 
260 



<210> 9 
<211> 2106 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (71) . . . (1942) 
<400> 9 

gcgctgtcag ctcgcagcag ccactatctc tgtgtgtccg cgtgtgcgcc cggtccccgc 60 
ctgccgcacc atg gag age tac cac aag cct gac cag cag aag ctg cag 10? 

Met Glu Ser Tyr His Lys Pro Asp Gin Gin Lys Leu Gin 
15 10 

gec ttg aag gac acg gec aac cgc eta cgt ate age tec ate cag gec 157 
Ala Leu Lys Asp Thr Ala Asn Arg Leu Arg lie Ser Ser lie Gin Ala 
15 20 25 

tec tct gcg gcg ggc tct ggc cac ccc acg tea tgc tgc age gec gca 205 
Ser Ser Ala Ala Gly Ser Gly His Pro Thr Ser Cys Cys Ser Ala Ala 
30 35 40 45 

gtg ate atg get gtc etc ttt ttc cac ace atg cgc tac aag tec cag 253 
Val lie Met Ala Val Leu Phe Phe His Thr Met Arg Tyr Lys Ser Gin 
50 55 60 

gac ccc egg aat ccg cac aat gac cgc ttt gtg etc tec aag ggc cat 301 
Asp Pro Arg Asn Pro His Asn Asp Arg Phe Val Leu Ser Lys Gly His 
65 70 75 

gca get ccc ate etc tac gcg gtc tgg get gaa get ggt ttc ctg gee 349 
Ala Ala Pro lie Leu Tyr Ala Val Trp Ala Glu Ala Gly Phe Leu Ala 
80 85 90 

gag gcg gag ctg ctg aac ctg agg aag ate age tec gac ttg gac ggg 3 97 
Glu Ala Glu Leu Leu Asn Leu Arg Lys lie Ser Ser Asp Leu Asp Gly 
95 100 105 

cac ccg gtc ccg aaa caa get ttc ace gac gtg gee act ggc tec ctg 445 
His Pro Val Pro Lys Gin Ala Phe Thr Asp Val Ala Thr Gly Ser Leu 
110 115 120 125 

ggc cag ggc etc ggg gee get tgt ggg atg gec tac ace ggc aaa tac 493 
Gly Gin Gly Leu Gly Ala Ala Cys Gly Met Ala Tyr Thr Gly Lys Tyr 
130 135 140 

ttc gac aag gee age tac cga gtc tat tgc ttg ctg gga gat ggg gag 541 
Phe Asp Lys Ala Ser Tyr Arg Val Tyr Cys Leu Leu Gly Asp Gly Glu 
145 150 155 

ctg tea gag ggc tct gta tgg gag gee atg gee ttc gee age ate tat 589 
Leu Ser Glu Gly Ser Val Trp Glu Ala Met Ala Phe Ala Ser lie Tyr 
160 165 170 
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aag ctg gac aac ctt gtg gcc att eta gac ate aat cgc ctg ggc cag 637 
Lys Leu Asp Asn Leu Val Ala lie Leu Asp lie Asn Arg Leu Gly Gin 
175 180 185 

agt gac ccg gcc ccg ctg cag cac cag atg gac ate tac cag aag egg 685 
Ser Asp Pro Ala Pro Leu Gin His Gin Met Asp lie Tyr Gin Lys Arg 
190 195 200 205 

tgc gag gcc ttc ggt tgg cat gcc ate ate gtg gat gga cac age gtg 733 
Cys Glu Ala Phe Gly Trp His Ala lie lie Val Asp Gly His Ser Val 
210 215 220 

gag gag ctg tgc aag gcc ttt ggc cag gcc aag cac cag cca aca gcc 781 
Glu Glu Leu Cys Lys Ala Phe Gly Gin Ala Lys His Gin Pro Thr Ala 
225 230 235 

ate att gcc aag ace ttc aag ggc cga ggg ate acg ggg gta gaa gat 829 
lie lie Ala Lys Thr Phe Lys Gly Arg Gly lie Thr Gly Val Glu Asp 
240 245 250 

aag gag tct tgg cat ggg aag ccc etc ccc aaa aac atg get gag cag 877 
Lys Glu Ser Trp His Gly Lys Pro Leu Pro Lys Asn Met Ala Glu Gin 
255 260 265 

ate ate cag gag ate tac age cag ate cag age aaa aag aag ate ctg 925 
lie lie Gin Glu lie Tyr Ser Gin lie Gin Ser Lys Lys Lys lie Leu 
270 275 280 285 

gca acc cct cca cag gag gac gca ccc tea gtg gac att gcc aac ate 973 
Ala Thr Pro Pro Gin Glu Asp Ala Pro Ser Val Asp lie Ala Asn lie 
290 295 300 

cgc atg ccc age ctg ccc age tac aaa gtt ggg gac aag ata gcc acc 1021 
Arg Met Pro Ser Leu Pro Ser Tyr Lys Val Gly Asp Lys lie Ala Thr 
305 310 315 

cgc aag gcc tac ggg cag gca ctg gcc aag ctg ggc cat gcc agt gac 1069 
Arg Lys Ala Tyr Gly Gin Ala Leu Ala Lys Leu Gly His Ala Ser Asp 
320 325 330 

cgc ate ate gcc ctg gat ggg gac acc aaa aat tec acc ttc teg gag 1117 
Arg lie lie Ala Leu Asp Gly Asp Thr Lys Asn Ser Thr Phe Ser Glu 
335 340 345 

ate ttc aaa aag gag cac ccg gac cgc ttc ate gag tgc tac att gcc 1165 
lie Phe Lys Lys Glu His Pro Asp Arg Phe lie Glu Cys Tyr lie Ala 
350 355 360 365 

gag cag aac atg gtg age ate gcg gtg ggc tgt gcc acc cgc aac agg 1213 
Glu Gin Asn Met Val Ser lie Ala Val Gly Cys Ala Thr Arg Asn Arg 
370 375 380 

acg gtg ccc ttc tgc age act ttt gca gcc ttc ttc acg egg gcc ttt 1261 
Thr Val Pro Phe Cys Ser Thr Phe Ala Ala Phe Phe Thr Arg Ala Phe 
385 390 395 

gac cag att cgc atg gcg gcc ate tec gag age aac ate aac etc tgc 13 09 
Asp Gin lie Arg Met Ala Ala lie Ser Glu Ser Asn lie Asn Leu Cys 
400 405 410 

ggc tec cac tgc ggc gtt tec ate ggg gaa gac ggg gcc tec cag atg 13 57 



19 



Gly Ser His Cys Gly Val Ser lie Gly Glu Asp Gly Ala Ser Gin Met 
415 420 425 



gcc eta gaa gat ctg get atg ttt egg tea gtc ccc aca tea act gtc 1405 
Ala Leu Glu Asp Leu Ala Met Phe Arg Ser Val Pro Thr Ser Thr Val 
430 435 440 445 

ttt tac cca agt gat ggc gtt get aca gag aag gca gtg gaa eta gcc 1453 
Phe Tyr Pro Ser Asp Gly Val Ala Thr Glu Lys Ala Val Glu Leu Ala 
450 455 460 

gcc aat aca aag ggt ate tgc ttc ate egg acc age cgc cca gaa aat 1501 
Ala Asn Thr Lys Gly lie Cys Phe lie Arg Thr Ser Arg Pro Glu Asn 
465 470 475 

gcc ate ate tat aac aac aat gag gac ttc cag gtc gga caa gcc aag 1549 
Ala lie lie Tyr Asn Asn Asn Glu Asp Phe Gin Val Gly Gin Ala Lys 
480 485 490 

gtg gtc ctg aag age aag gat gac cag gtg acc gtt ate ggg get ggg 1597 
Val Val Leu Lys Ser Lys Asp Asp Gin Val Thr Val lie Gly Ala Gly 
495 500 505 

gtg acc ctg cac gag gcc ttg gcc get gcc gaa ctg ctg aag aaa gaa 1645 
Val Thr Leu His Glu Ala Leu Ala Ala Ala Glu Leu Leu Lys Lys Glu 
510 515 520 525 

aag ate aac ate cgc gtg ctg gac ccc ttc acc ate aag ccc ctg gac 1693 
Lys lie Asn lie Arg Val Leu Asp Pro Phe Thr lie Lys Pro Leu Asp 
530 535 540 

aga aaa etc att etc gac age get cgt gcc acc aag ggc agg ate etc 1741 
Arg Lys Leu lie Leu Asp Ser Ala Arg Ala Thr Lys Gly Arg lie Leu 
545 550 555 

acc gtg gag gac cat tat tat gaa ggt ggc att ggt gag get gtg tec 1789 
Thr Val Glu Asp His Tyr Tyr Glu Gly Gly lie Gly Glu Ala Val Ser 
560 565 570 

agt gca gta gtg ggc gag cct ggc ate act gtc acc cac ctg gca gtt 1837 
Ser Ala Val Val Gly Glu Pro Gly lie Thr Val Thr His Leu Ala Val 
575 580 585 

aac egg gta cca aga agt ggg aag cca get gag ctg ctg aag atg ttt 1885 
Asn Arg Val Pro Arg Ser Gly Lys Pro Ala Glu Leu Leu Lys Met Phe 
590 595 600 605 

ggt ate gac agg gat gcc att gca caa get gtg agg ggc etc ate acc 1933 
Gly lie Asp Arg Asp Ala lie Ala Gin Ala Val Arg Gly Leu lie Thr 
610 615 620 

aag gcc tag ggcgggtatg aagtgtgggg egggggtcta tacattcctg 1982 
Lys Ala * 



agattctggg aaaggtgctc aaagatgtac tgagaggagg ggtaaatata tgttttgaga 2 042 
aaaatgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2102 
aaaa 2106 

<210> 10 
<211> 623 
<212> PRT 
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<213> Homo Sapiens 



<400> 10 



Met 


Glu 


Ser 


Tyr 


His 


Lys 


Pro 


Asp 


Gin 


Gin 


Lys 


Leu 


Gin 


Ala 


Leu 


Lys 


1 








5 










10 










15 




Asp 


Thr 


Ala 


Asn 


Arg 


Leu 


Arg 


He 


Ser 


Ser 


He 


Gin 


Ala 


Ser 


Ser 


Ala 








20 










25 










30 






Ala 


Gly 


Ser 


Gly 


His 


Pro 


Thr 


Ser 


Cys 


Cys 


Ser 


Ala 


Ala 


Val 


He 


Met 






35 










40 










45 








Ala 


Val 


Leu 


Phe 


Phe 


His 


Thr 


Met 


Arg 


Tyr 


Lys 


Ser 


Gin 


Asp 


Pro 


Arg 




50 










55 










60 










Asn 


Pro 


His 


Asn 


Asp 


Arg 


Phe 


Val 


Leu 


Ser 


Lys 


Gly 


His 


Ala 


Ala 


Pro 


65 










70 










75 










80 


lie 


Leu 


Tyr 


Ala 


Val 


Trp 


Ala 


Glu 


Ala 


Gly 


Phe 


Leu 


Ala 


Glu 


Ala 


Glu 










85 










90 










95 




Leu 


Leu 


Asn 


Leu 


Arg 


Lys 


He 


Ser 


Ser 


Asp 


Leu 


Asp 


Gly 


His 


Pro 


Val 








100 










105 










110 






Pro 


Lvs 


Gin 


Ala 


Phe 


Thr 


Asp 


Val 


Ala 


Thr 


Gly 


Ser 


Leu 


Gly 


Gin 


Glv 






115 










120 










125 








Leu 


Gly 


Ala 


Ala 


Cys 


Gly 


Met 


Ala 


Tyr 


Thr 


Gly 


Lys 


Tyr 


Phe 


Asp 


Lys 




130 










135 










140 










Ala 


Ser 


Tyr 


Arg 


Val 


Tyr 


Cys 


Leu 


Leu 


Gly 


Asp 


Gly 


Glu 


Leu 


Ser 


Glu 


145 










150 










155 










160 


Gly 


Ser 


Val 


Trp 


Glu 


Ala 


Met 


Ala 


Phe 


Ala 


Ser 


He 


Tyr 


Lys 


Leu 


Asp 










165 










170 










175 




Asn 


Leu 


Val 


Ala 


He 


Leu 


Asp 


He 


Asn 


Arg 


Leu 


Gly 


Gin 


Ser 


Asp 


Pro 








180 










185 










190 






Ala 


Pro 


Leu 


Gin 


His 


Gin 


Met 


Asp 


He 


Tyr 


Gin 


Lys 


Arg 


Cys 


Glu 


Ala 






195 










200 










205 








Phe 


Gly 


Trp 


His 


Ala 


He 


He 


Val 


Asp 


Gly 


His 


Ser 


Val 


Glu 


Glu 


Leu 




210 










215 










220 










Cys 


Lys 


Ala 


Phe 


Gly 


Gin 


Ala 


Lys 


His 


Gin 


Pro 


Thr 


Ala 


He 


He 


Ala 


225 










230 










235 










240 


Lys 


Thr 


Phe 


Lys 


Gly 


Arg 


Gly 


He 


Thr 


Gly 


Val 


Glu 


Asp 


Lys 


Glu 


Ser 










245 










250 










255 




Trp 


His 


Gly 


Lys 


Pro 


Leu 


Pro 


Lys 


Asn 


Met 


Ala 


Glu 


Gin 


He 


He 


Gin 








260 










265 










270 






Glu 


lie 


Tvr 


Ser 


Gin 


He 


Gin 


Ser 


LVS 


LVS 


LVS 


He 


Leu 


Ala 


Thr 


Pro 






275 










280 










285 








Pro 


Gin 


Glu 


Asp 


Ala 


Pro 


Ser 


Val 


Asp 


He 


Ala 


Asn 


He 


Arcr 


Met 


Pro 




290 










295 










300 










Ser 


Leu 


Pro 


Ser 


Tyr 


Lys 


Val 


Gly 


Asp 


Lys 


He 


Ala 


Thr 


Arg 


Lys 


Ala 


305 










310 










315 










320 


Tyr 


Glv 


Gin 


Ala 


Leu 


Ala 


Lys 


Leu 


Gly 


His 


Ala 


Ser 


Asp 


Arcr 


He 


He 










325 










330 










335 




Ala 


Leu 


Asp 


Gly 


Asp 


Thr 


Lys 


Asn 


Ser 


Thr 


Phe 


Ser 


Glu 


He 


Phe 


Lvs 








340 










345 










350 






Lys 


Glu 


His 


Pro 


Asp 


Arg 


Phe 


He 


Glu 


Cys 


Tyr 


He 


Ala 


Glu 


Gin 


Asn 






355 










360 










365 








Met 


Val 


Ser 


He 


Ala 


Val 


Gly 


Cvs 


Ala 


Thr 


Arcr 


Asn 


Arcr 


Thr 


Val 


Pro 




370 










375 










380 










Phe 


Cvs 


Ser 


Thr 


Phe 


Ala 


Ala 


Phe 


Phe 


Thr 


Arg 


Ala 


Phe 


Asp 


Gin 


He 


385 










390 










395 










400 


Arg 


Met 


Ala 


Ala 


He 


Ser 


Glu 


Ser 


Asn 


He 


Asn 


Leu 


Cys 


Gly 


Ser 


His 










405 










410 










415 




Cys 


Gly 


Val 


Ser 


He 


Gly 


Glu 


Asp 


Gly 


Ala 


Ser 


Gin 


Met 


Ala 


Leu 


Glu 








420 










425 










430 






Asp 


Leu 


Ala 


Met 


Phe 


Arg 


Ser 


Val 


Pro 


Thr 


Ser 


Thr 


Val 


Phe 


Tyr 


Pro 






435 










440 










445 








Ser 


Asp 


Gly 


Val 


Ala 


Thr 


Glu 


Lys 


Ala 


Val 


Glu 


Leu 


Ala 


Ala 


Asn 


Thr 




450 










455 










460 










Lys 


Gly 


He 


Cys 


Phe 


He 


Arg 


Thr 


Ser 


Arg 


Pro 


Glu 


Asn 


Ala 


He 


He 



21 



465 










470 










475 










480 


Tyr 


Asn 


Asn 


Asn 


Glu 
485 


Asp 


Phe 


Gin 


Val 


Gly 
490 


Gin 


Ala 


Lys 


Val 


Val 
495 


Leu 


Lys 


Ser 


Lys 


Asp 
500 


Asp 


Gin 


Val 


Thr 


Val 
505 


He 


Gly 


Ala 


Gly 


Val 
510 


Thr 


Leu 


His 


Glu 


Ala 
515 


Leu 


Ala 


Ala 


Ala 


Glu 
520 


Leu 


Leu 


Lys 


Lys 


Glu 
525 


Lys 


He 


Asn 


He 


Arg 
530 


Val 


Leu 


Asp 


Pro 


Phe 
535 


Thr 


He 


Lys 


Pro 


Leu 
540 


Asp 


Arg 


Lys 


Leu 


He 


Leu 


Asp 


Ser 


Ala 


Arg 


Ala 


Thr 


Lys 


Gly 


Arg 


He 


Leu 


Thr 


Val 


Glu 


545 










550 










555 










560 


Asp 


His 


Tyr 


Tyr 


Glu 
565 


Gly 


Gly 


He 


Gly 


Glu 
570 


Ala 


Val 


Ser 


Ser 


Ala 
575 


Val 


Val 


Glv 


Glu 


Pro 
580 


Glv 


He 


Thr 


Val 


Thr 
585 


His 


Leu 


Ala 


Val 


Asn 
590 


Arcr 


Val 


Pro 


Arg 


Ser 
595 


Gly 


Lys 


Pro 


Ala 


Glu 
600 


Leu 


Leu 


Lys 


Met 


Phe 
605 


Gly 


He 


Asp 


Arg 


Asp 
610 


Ala 


He 


Ala 


Gin 


Ala 
615 


Val 


Arg 


Gly 


Leu 


He 
620 


Thr 


Lys 


Ala 





<210> 11 

<211> 3082 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (123) . . . (2168) 
<400> 11 

agggagtcgt gtcggcgcca ccccggcccc cgagcccgca gattgcccac cgaagctcgt 60 
gtgtgcaccc ccgatcccgc cagccactcg cccctggcct cgcgggccgt gtctccggca 120 
tc atg tgt ggt ata ttt get tac tta aac tac cat gtt cct cga acg 167 
Met Cys Gly He Phe Ala Tyr Leu Asn Tyr His Val Pro Arg Thr 
15 10 15 

aga cga gaa ate ctg gag acc eta ate aaa ggc ctt cag aga ctg gag 215 
Arg Arg Glu He Leu Glu Thr Leu He Lys Gly Leu Gin Arg Leu Glu 
20 25 30 

tac aga gga tat gat tct get ggt gtg gga ttt gat gga ggc aat gat 263 
Tyr Arg Gly Tyr Asp Ser Ala Gly Val Gly Phe Asp Gly Gly Asn Asp 
35 40 45 

aaa gat tgg gaa gee aat gee tgc aaa acc cag ctt att aag aag aaa 311 
Lys Asp Trp Glu Ala Asn Ala Cys Lys Thr Gin Leu He Lys Lys Lys 
50 55 60 

gga aaa gtt aag gca ctg gat gaa gaa gtt cac aag caa caa gat atg 359 
Gly Lys Val Lys Ala Leu Asp Glu Glu Val His Lys Gin Gin Asp Met 
65 70 75 

gat ttg gat ata gaa ttt gat gta cac ctt gga ata get cat acc cgt 407 
Asp Leu Asp lie Glu Phe Asp Val His Leu Gly He Ala His Thr Arg 
80 85 90 95 

tgg gca aca cat gga gaa ccc agt cct gtc aat age cac ccc cag cgc 455 
Trp Ala Thr His Gly Glu Pro Ser Pro Val Asn Ser His Pro Gin Arg 
100 105 110 

tct gat aaa aat aat gaa ttt ate gtt att cac aat gga ate ate acc 503 



22 



Ser Asp Lys Asn Asn Glu Phe lie Val lie His Asn Gly lie He Thr 
115 120 125 



aac tac aaa gac ttg aaa aag ttt ttg gaa age aaa ggc tat gac ttc 551 
Asn Tyr Lys Asp Leu Lys Lys Phe Leu Glu Ser Lys Gly Tyr Asp Phe 
130 135 140 

gaa tct gaa aca gac aca gag aca att gec aag etc gtt aag tat atg 599 
Glu Ser Glu Thr Asp Thr Glu Thr He Ala Lys Leu Val Lys Tyr Met 
145 150 155 

tat gac aat egg gaa agt caa gat acc age ttt act ace ttg gtg gag 647 
Tyr Asp Asn Arg Glu Ser Gin Asp Thr Ser Phe Thr Thr Leu Val Glu 
160 165 170 175 

aga gtt ate caa caa ttg gaa ggt get ttt gca ctt gtg ttt aaa agt 695 
Arg Val He Gin Gin Leu Glu Gly Ala Phe Ala Leu Val Phe Lys Ser 
180 185 190 

gtt cat ttt ccc ggg caa gca gtt ggc aca agg cga ggt age cct ctg 743 
Val His Phe Pro Gly Gin Ala Val Gly Thr Arg Arg Gly Ser Pro Leu 
195 200 205 

ttg att ggt gta egg agt gaa cat aaa ctt tct act gat cac att cct 791 
Leu He Gly Val Arg Ser Glu His Lys Leu Ser Thr Asp His He Pro 
210 215 220 

ata etc tac aga aca ggc aaa gac aag aaa gga age tgc aat etc tct 839 
He Leu Tyr Arg Thr Gly Lys Asp Lys Lys Gly Ser Cys Asn Leu Ser 
225 230 235 

cgt gtg gac age aca acc tgc ctt ttc ccg gtg gaa gaa aaa gca gtg 887 
Arg Val Asp Ser Thr Thr Cys Leu Phe Pro Val Glu Glu Lys Ala Val 
240 245 250 255 

gag tat tac ttt get tct gat gca agt get gtc ata gaa cac acc aat 935 
Glu Tyr Tyr Phe Ala Ser Asp Ala Ser Ala Val He Glu His Thr Asn 
260 265 270 

cgc gtc ate ttt ctg gaa gat gat gat gtt gca gca gta gtg gat gga 983 
Arg Val He Phe Leu Glu Asp Asp Asp Val Ala Ala Val Val Asp Gly 
275 280 285 

cgt ctt tct ate cat cga att aaa cga act gca gga gat cac ccc gga 1031 
Arg Leu Ser He His Arg He Lys Arg Thr Ala Gly Asp His Pro Gly 
290 295 300 

cga get gtg caa aca etc cag atg gaa etc cag cag ate atg aag ggc 1079 
Arg Ala Val Gin Thr Leu Gin Met Glu Leu Gin Gin He Met Lys Gly 
305 310 315 

aac ttc agt tea ttt atg cag aag gaa ata ttt gag cag cca gag tct 1127 
Asn Phe Ser Ser Phe Met Gin Lys Glu He Phe Glu Gin Pro Glu Ser 
320 325 330 335 

gtc gtg aac aca atg aga gga aga gtc aac ttt gat gac tat act gtg 1175 
Val Val Asn Thr Met Arg Gly Arg Val Asn Phe Asp Asp Tyr Thr Val 
340 345 350 

aat ttg ggt ggt ttg aag gat cac ata aag gag ate cag aga tgc egg 1223 
Asn Leu Gly Gly Leu Lys Asp His He Lys Glu He Gin Arg Cys Arg 
355 360 365 
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cgt ttg att ctt att get tgt gga aca agt tac cat get ggt gta gca 1271 
Arg Leu lie Leu lie Ala Cys Gly Thr Ser Tyr His Ala Gly Val Ala 
370 375 380 

aca cgt caa gtt ctt gag gag ctg act gag ttg cct gtg atg gtg gaa 1319 
Thr Arg Gin Val Leu Glu Glu Leu Thr Glu Leu Pro Val Met Val Glu 
385 390 395 

eta gca agt gac ttc ctg gac aga aac aca cca gtc ttt cga gat gat 1367 
Leu Ala Ser Asp Phe Leu Asp Arg Asn Thr Pro Val Phe Arg Asp Asp 
400 405 410 415 

gtt tgc ttt ttc ctt agt caa tea ggt gag aca gca gat act ttg atg 1415 
Val Cys Phe Phe Leu Ser Gin Ser Gly Glu Thr Ala Asp Thr Leu Met 
420 425 430 

ggt ctt cgt tac tgt aag gag aga gga get tta act gtg ggg ate aca 1463 
Gly Leu Arg Tyr Cys Lys Glu Arg Gly Ala Leu Thr Val Gly lie Thr 
435 440 445 

aac aca gtt ggc agt tec ata tea egg gag aca gat tgt gga gtt cat 1511 
Asn Thr Val Gly Ser Ser lie Ser Arg Glu Thr Asp Cys Gly Val His 
450 455 460 

att aat get ggt cct gag att ggt gtg gee agt aca aag get tat ace 1559 
lie Asn Ala Gly Pro Glu lie Gly Val Ala Ser Thr Lys Ala Tyr Thr 
465 470 475 

age cag ttt gta tec ctt gtg atg ttt gee ctt atg atg tgt gat gat 1607 
Ser Gin Phe Val Ser Leu Val Met Phe Ala Leu Met Met Cys Asp Asp 
480 485 490 495 

egg ate tec atg caa gaa aga cgc aaa gag ate atg ctt gga ttg aaa 1655 
Arg lie Ser Met Gin Glu Arg Arg Lys Glu lie Met Leu Gly Leu Lys 
500 505 510 

egg ctg cct gat ttg att aag gaa gta ctg age atg gat gac gaa att 1703 
Arg Leu Pro Asp Leu lie Lys Glu Val Leu Ser Met Asp Asp Glu lie 
515 520 525 

cag aaa eta gca aca gaa ctt tat cat cag aag tea gtt ctg ata atg 1751 
Gin Lys Leu Ala Thr Glu Leu Tyr His Gin Lys Ser Val Leu lie Met 
530 535 540 

gga cga ggc tat cat tat get act tgt ctt gaa ggg gca ctg aaa ate 1799 
Gly Arg Gly Tyr His Tyr Ala Thr Cys Leu Glu Gly Ala Leu Lys lie 
545 550 555 

aaa gaa att act tat atg cac tct gaa ggc ate ctt get ggt gaa ttg 1847 
Lys Glu lie Thr Tyr Met His Ser Glu Gly lie Leu Ala Gly Glu Leu 
560 565 570 575 

aaa cat ggc cct ctg get ttg gtg gat aaa ttg atg cct gtg ate atg 1895 
Lys His Gly Pro Leu Ala Leu Val Asp Lys Leu Met Pro Val lie Met 
580 585 590 

ate ate atg aga gat cac act tat gee aag tgt cag aat get ctt cag 1943 
lie lie Met Arg Asp His Thr Tyr Ala Lys Cys Gin Asn Ala Leu Gin 
595 600 605 

caa gtg gtt get egg cag ggg egg cct gtg gta att tgt gat aag gag 1991 



24 



Gin Val Val Ala Arg Gin Gly Arg Pro Val Val lie Cys Asp Lys Glu 
610 615 620 

gat act gag acc att aag aac aca aaa aga acg ate aag gtg ccc cac 2 03 9 
Asp Thr Glu Thr lie Lys Asn Thr Lys Arg Thr lie Lys Val Pro His 
625 630 635 



tea gtg gac tgc ttg cag ggc att etc age gtg ate cct tta cag ttg 
Ser Val Asp Cys Leu Gin Gly lie Leu Ser Val lie Pro Leu Gin Leu 
640 645 650 655 



2087 



ctg get ttc cac ctt get gtg ctg aga ggc tat gat gtt gat ttc cca 
Leu Ala Phe His Leu Ala Val Leu Arg Gly Tyr Asp Val Asp Phe Pro 
660 665 670 



2135 



egg aat ctt gee aaa tct gtg act gta gag tga ggaatatcta tacaaaatgt 2188 
Arg Asn Leu Ala Lys Ser Val Thr Val Glu * 
675 680 



acgaaactgt 
tatcacccct 
cactcaatat 
ctttgaataa 
ttaaagaatg 
tttctaaaaa 
tttaattgga 
ggtttgccaa 
taaatcaaac 
tggttagcct 
agegaaatat 
atagcacaaa 
agatgggatg 
tttttatttc 
tatcttgttc 



atgattaagc 
tgaagccttt 
gtgatttttg 
tggaatctat 
ctgggtgttg 
ttggtacttg 
gtatctaaag 
gttttaagag 
tgtaaaactt 
tagtttctca 
tacagtagtg 
ctttaaattc 
tgtacatgtt 
cttgtatctg 
tttaaaatca 



aacacaagac 
ttttagtaaa 
tgaagttacc 
attggaatct 
catttctgga 
tttcaccata 
ccagtggcag 
aagatgtgat 
aaaactgaaa 
gacttgttgt 
cattggtggg 
aagctgcttt 
gggtatccta 
tagtctttta 
caacacagag 



accttttgta 
tccttattta 
tcttacattt 
gtatcagaaa 
ccctccactt 
cttcattcag 
tgtatgetea 
ttattttgaa 
aattttattg 
ctattatctg 
tctcaatcct 
ggacaactga 
ctactttgtg 
ttttttaaat 
ctgctattaa 



tttaaaacct 
tatatcagtt 
tcccagtaat 
gattctagct 
caatctgaga 
accagtgaaa 
tacttggaca 
atttgtttct 
gtaggattta 
taggtggaag 
taacatattt 
caatatgatt 
ttttcatctc 
gaetgetgaa 
attaatattg 



tgatttaaaa 
ataattattc 
ttgtggagga 
attattttct 
agacaatatg 
gagtagtgea 
gttagggaag 
gttttgtttt 
tatctaagtt 
aaatttagga 
gcacaatttt 
ttaaatttga 
ctaaaagtgt 
tgacatattt 
atat 



2248 
2308 
2368 
2428 
2488 
2548 
2608 
2668 
2728 
2788 
2848 
2908 
2968 
3028 
3082 



<210> 12 
<211> 681 
<212> PRT 

<213> Homo Sapiens 



<400> 12 

Met Cys Gly lie Phe Ala Tyr Leu 

1 5 
Arg Glu lie Leu Glu Thr Leu lie 
20 

Arg Gly Tyr Asp Ser Ala Gly Val 

35 40 
Asp Trp Glu Ala Asn Ala Cys Lys 

50 55 
Lys Val Lys Ala Leu Asp Glu Glu 
65 70 
Leu Asp lie Glu Phe Asp Val His 
85 

Ala Thr His Gly Glu Pro Ser Pro 
100 

Asp Lys Asn Asn Glu Phe lie Val 
115 120 
Tyr Lys Asp Leu Lys Lys Phe Leu 

130 135 
Ser Glu Thr Asp Thr Glu Thr lie 
145 150 
Asp Asn Arg Glu Ser Gin Asp Thr 



Asn Tyr His 
10 

Lys Gly Leu 
25 

Gly Phe Asp 

Thr Gin Leu 

Val His Lys 
75 

Leu Gly lie 
90 

Val Asn Ser 
105 

lie His Asn 

Glu Ser Lys 

Ala Lys Leu 
155 

Ser Phe Thr 



Val 


Pro 


Arg 


Thr 


Arg 








15 




Gin 


Arg 


Leu 


Glu 


Tyr 






30 






Gly 


Gly 


Asn 


Asp 


Lys 




45 








lie 


Lys 


Lys 


Lys 


Gly 


60 










Gin 


Gin 


Asp 


Met 


Asp 










80 


Ala 


His 


Thr 


Arg 


Trp 








95 




His 


Pro 


Gin 


Arg 


Ser 






110 






Gly 


lie 


He 


Thr 


Asn 




125 








Gly 


Tyr 


Asp 


Phe 


Glu 


140 










Val 


Lys 


Tyr 


Met 


Tyr 










160 


Thr 


Leu 


Val 


Glu 


Arg 



25 











165 










170 










175 




Val 


He 


Gin 


Gin 


Leu 


Glu 


Gly 


Ala 


Phe 


Ala 


Leu 


Val 


Phe 


Lys 


Ser 


Val 








180 










185 










190 






His 


Phe 


Pro 


Gly 


Gin 


Ala 


Val 


Gly 


Thr 


Arg 


Arg 


Gly 


Ser 


Pro 


Leu 


Leu 






195 










200 










205 








lie 


Gly 


Val 


Arg 


Ser 


Glu 


His 


Lys 


Leu 


Ser 


Thr 


Asp 


His 


He 


Pro 


He 




210 










215 










220 










Leu 


Tyr 


Arg 


Thr 


Gly 


Lys 


Asp 


Lys 


Lys 


Gly 


Ser 


Cys 


Asn 


Leu 


Ser 


Arg 


225 










230 










235 










240 


Val 


Asp 


Ser 


Thr 


Thr 


Cys 


Leu 


Phe 


Pro 


Val 


Glu 


Glu 


Lys 


Ala 


Val 


Glu 










245 










250 










255 




Tyr 


Tyr 


Phe 


Ala 


Ser 


Asp 


Ala 


Ser 


Ala 


Val 


He 


Glu 


His 


Thr 


Asn 


Arg 








260 










265 










270 






Val 


He 


Phe 


Leu 


Glu 


Asp 


Asp 


Asp 


Val 


Ala 


Ala 


Val 


Val 


Asp 


Gly 


Arg 






275 










280 










285 








Leu 


Ser 


He 


His 


Arg 


He 


Lys 


Arg 


Thr 


Ala 


Gly 


Asp 


His 


Pro 


Gly 


Arq 




290 










295 










300 










Ala 


Val 


Gin 


Thr 


Leu 


Gin 


Met 


Glu 


Leu 


Gin 


Gin 


He 


Met 


Lys 


Gly 


Asn 


305 










310 










315 










320 


Phe 


Ser 


Ser 


Phe 


Met 


Gin 


Lvs 

■"Jr 


Glu 


He 


Phe 


Glu 


Gin 


Pro 


Glu 


Ser 


Val 










325 










330 










335 




Val 


Asn 


Thr 


Met 


Arg 


Gly 


Arg 


Val 


Asn 


Phe 


Asp 


Asp 


Tyr 


Thr 


Val 


Asn 








340 










345 










350 






Leu 


Gly 


Gly 


Leu 


Lys 


Asp 


His 


He 


Lys 


Glu 


He 


Gin 


Arg 


Cys 


Arg 


Arg 






355 










360 










365 








Leu 


He 


Leu 


He 


Ala 


Cys 


Gly 


Thr 


Ser 


Tyr 


His 


Ala 


Gly 


Val 


Ala 


Thr 




370 










375 










380 










Arg 


Gin 


Val 


Leu 


Glu 


Glu 


Leu 


Thr 


Glu 


Leu 


Pro 


Val 


Met 


Val 


Glu 


Leu 


385 










390 










395 










400 


Ala 


Ser 


Asp 


Phe 


Leu 


Asp 


Arg 


Asn 


Thr 


Pro 


Val 


Phe 


Arq 


Asp 


Asp 


Val 










405 










410 










415 




Cys 


Phe 


Phe 


Leu 


Ser 


Gin 


Ser 


Gly 


Glu 


Thr 


Ala 


Asp 


Thr 


Leu 


Met 


Gly 








420 










425 










430 






Leu 


Arg 


Tyr 


Cys 


Lys 


Glu 


Arg 


Gly 


Ala 


Leu 


Thr 


Val 


Gly 


He 


Thr 


Asn 






435 










440 










445 








Thr 


Val 


Gly 


Ser 


Ser 


He 


Ser 


Arg 


Glu 


Thr 


Asp 


Cvs 


Gly 


Val 


His 


He 




450 










455 










460 










Asn 


Ala 


Gly 


Pro 


Glu 


He 


Gly 


Val 


Ala 


Ser 


Thr 


LVS 


Ala 


Tvr 

* Jr *• 


Thr 


Ser 


465 










470 










475 










480 


Gin 


Phe 


Val 


Ser 


Leu 


Val 


Met 


Phe 


Ala 


Leu 


Met 


Met 


Cys 


Asp 


Asp 


Arg 










485 










490 










495 




lie 


Ser 


Met 


Gin 


Glu 


Arg 


Arg 


Lvs 


Glu 


He 


Met 


Leu 


Glv 


Leu 


Lvs 


Arg 








500 










505 










510 






Leu 


Pro 


Asp 


Leu 


He 


Lvs 


Glu 


Val 


Leu 


Ser 


Met 


Asp 


Asp 


Glu 


He 


Gin 






515 










520 










525 








Lys 


Leu 


Ala 


Thr 


Glu 


Leu 


Tyr 


His 


Gin 


Lvs 


Ser 


Val 


Leu 


He 


Met 


Glv 




530 










535 










540 










Arg 


Gly 


Tyr 


His 


Tyr 


Ala 


Thr 


Cys 


Leu 


Glu 


Gly 


Ala 


Leu 


Lvs 


He 


Lvs 


545 










550 










555 










560 


Glu 


He 


Thr 


Tyr 

•*■ Jr ■*- 


Met 


His 


Ser 


Glu 


Gly 


He 


Leu 


Ala 


Glv 


Glu 


Leu 


Lys 










565 










570 










575 




His 


Gly 


Pro 


Leu 


Ala 


Leu 


Val 


Asp 


Lys 


Leu 


Met 


Pro 


Val 


He 


Met 


He 








580 










585 










590 






lie 


Met 


Arg 


Asp 


His 


Thr 


Tyr 


Ala 


Lys 


Cys 


Gin 


Asn 


Ala 


Leu 


Gin 


Gin 






595 










600 










605 








Val 


Val 


Ala 


Arcr 


Gin 


Gly 


Arg 


Pro 


Val 


Val 


He 


Cvs 


Asp 


Lvs 


Glu 


Asp 




610 










615 










620 










Thr 


Glu 


Thr 


He 


Lys 


Asn 


Thr 


Lys 


Arg 


Thr 


He 


Lys 


Val 


Pro 


His 


Ser 


625 










630 










635 










640 


Val 


Asp 


Cys 


Leu 


Gin 


Gly 


He 


Leu 


Ser 


Val 


He 


Pro 


Leu 


Gin 


Leu 


Leu 










645 










650 










655 




Ala 


Phe 


His 


Leu 


Ala 


Val 


Leu 


Arg 


Gly 


Tyr 


Asp 


Val 


Asp 


Phe 


Pro 


Arg 
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660 665 
Asn Leu Ala Lys Ser Val Thr Val Glu 
675 680 



670 



<210> 13 
<211> 1453 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (12) . . . (1037) 
<400> 13 

agtgcgcgaa g atg cga aag gtg gtt ttg ate acc ggg get age agt ggc 50 
Met Arg Lys Val Val Leu lie Thr Gly Ala Ser Ser Gly 
15 10 

att ggc ctg gec etc tgc aag egg ctg ctg gcg gaa gat gat gag ctt 98 
lie Gly Leu Ala Leu Cys Lys Arg Leu Leu Ala Glu Asp Asp Glu Leu 
15 20 25 

cat ctg tgt ttg gcg tgc agg aac atg age aag gca gaa get gtc tgt 146 
His Leu Cys Leu Ala Cys Arg Asn Met Ser Lys Ala Glu Ala Val Cys 
30 35 40 45 

get get ctg ctg gee tct cac ccc act get gag gtc acc att gtc cag 194 
Ala Ala Leu Leu Ala Ser His Pro Thr Ala Glu Val Thr lie Val Gin 
50 55 60 

gtg gat gtc age aac ctg cag teg gtc ttc egg gee tec aag gaa ctt 242 
Val Asp Val Ser Asn Leu Gin Ser Val Phe Arg Ala Ser Lys Glu Leu 
65 70 75 

aag caa agg ttt cag aga tta gac tgt ata tat eta aat get ggg ate 290 
Lys Gin Arg Phe Gin Arg Leu Asp Cys lie Tyr Leu Asn Ala Gly lie 
80 85 90 

atg cct aat cca caa eta aat ate aaa gca ctt ttc ttt ggc etc ttt 338 
Met Pro Asn Pro Gin Leu Asn lie Lys Ala Leu Phe Phe Gly Leu Phe 
95 100 105 

tea aga aaa gtg att cat atg ttc tec aca get gaa ggc ctg ctg acc 386 
Ser Arg Lys Val lie His Met Phe Ser Thr Ala Glu Gly Leu Leu Thr 
110 115 120 125 

cag ggt gat aag ate act get gat gga ctt cag gag gtg ttt gag acc 434 
Gin Gly Asp Lys lie Thr Ala Asp Gly Leu Gin Glu Val Phe Glu Thr 
130 135 140 

aat gtc ttt ggc cat ttt ate ctg att egg gaa ctg gag cct etc etc 482 
Asn Val Phe Gly His Phe lie Leu lie Arg Glu Leu Glu Pro Leu Leu 
145 150 155 

tgt cac agt gac aat cca tct cag etc ate tgg aca tea tct cgc agt 530 
Cys His Ser Asp Asn Pro Ser Gin Leu lie Trp Thr Ser Ser Arg Ser 
160 165 170 

gca agg aaa tct aat ttc age etc gag gac ttc cag cac age aaa ggc 578 
Ala Arg Lys Ser Asn Phe Ser Leu Glu Asp Phe Gin His Ser Lys Gly 
175 180 185 
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aag gaa ccc tac age tct tec aaa tat gee act gac ctt ttg agt gtg 626 
Lys Glu Pro Tyr Ser Ser Ser Lys Tyr Ala Thr Asp Leu Leu Ser Val 
190 195 200 205 

get ttg aac agg aac ttc aac cag cag ggt etc tat tec aat gtg gee 674 
Ala Leu Asn Arg Asn Phe Asn Gin Gin Gly Leu Tyr Ser Asn Val Ala 
210 215 220 

tgt cca ggt aca gca ttg acc aat ttg aca tat gga att ctg cct ccg 722 
Cys Pro Gly Thr Ala Leu Thr Asn Leu Thr Tyr Gly lie Leu Pro Pro 
225 230 235 

ttt ata tgg acg ctg ttg atg ccg gca ata ttg eta ctt cgc ttt ttt 770 
Phe lie Trp Thr Leu Leu Met Pro Ala lie Leu Leu Leu Arg Phe Phe 
240 245 250 

gca aat gca ttc act ttg aca cca tat aat gga aca gaa get ctg gta 818 
Ala Asn Ala Phe Thr Leu Thr Pro Tyr Asn Gly Thr Glu Ala Leu Val 
255 260 265 

tgg ctt ttc cac caa aag cct gaa tct etc aat cct ctg ate aaa tat 866 
Trp Leu Phe His Gin Lys Pro Glu Ser Leu Asn Pro Leu lie Lys Tyr 
270 275 280 285 

ctg agt gee acc act ggc ttt gga aga aat tat att atg acc cag aag 914 
Leu Ser Ala Thr Thr Gly Phe Gly Arg Asn Tyr lie Met Thr Gin Lys 
290 295 300 

atg gac eta gat gaa gac act get gaa aaa ttt tat caa aag tta ctg 962 
Met Asp Leu Asp Glu Asp Thr Ala Glu Lys Phe Tyr Gin Lys Leu Leu 
305 310 315 

gaa ctg gaa aag cac att agg gtc act att caa aaa aca gat aat cag 1010 
Glu Leu Glu Lys His lie Arg Val Thr lie Gin Lys Thr Asp Asn Gin 
320 325 330 

gee agg etc agt ggc tea tgc eta taa ttccagcact ttgggaggcc 1057 
Ala Arg Leu Ser Gly Ser Cys Leu * 
335 340 

aaggcagaag gatcacttga gaccaggagt tcaagaccag cctgagaaac atagtgagee 1117 

cttgtctcta caaaaagaaa taaaaataat agctgggtgt ggtggcatgc gcatgtagtc 1177 

ccagctactc agaaggatga ggtgggagga tctcttgagg ctgggaggca gaggttgcag 1237 

tgagctgaga ttgtgccact gcactccagc ctgggtgaca gcgagaccct gtctcaaaat 12 97 

atgtatatat ttaatatata tataaaacca gagctgacaa tgacactctg gaacattgea 1357 

taccttctgt acattctggg gtacatggat ttctactgag ttggataata tgcatttgta 1417 

ataaactatg aactatgaaa aaaaaaaaaa aaaaaa 1453 

<210> 14 

<211> 341 

<212> PRT 

<213> Homo Sapiens 

<400> 14 

Met Arg Lys Val Val Leu lie Thr Gly Ala Ser Ser Gly He Gly Leu 

15 10 15 

Ala Leu Cys Lys Arg Leu Leu Ala Glu Asp Asp Glu Leu His Leu Cys 

20 25 30 

Leu Ala Cys Arg Asn Met Ser Lys Ala Glu Ala Val Cys Ala Ala Leu 

35 40 45 

Leu Ala Ser His Pro Thr Ala Glu Val Thr He Val Gin Val Asp Val 
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50 










55 










60 










Ser 


Asn 


Leu 


Gin 


Ser 


Val 


Phe 


Arg 


Ala 


Ser 


Lys 


Glu 


Leu 


Lys 


Gin 


Arg 


65 










70 










75 










80 


Phe 


Gin 


Arg 


Leu 


Asp 


Cys 


He 


Tyr 


Leu 


Asn 


Ala 


Gly 


He 


Met 


Pro 


Asn 










85 










90 










95 




Pro 


Gin 


Leu 


Asn 


He 


Lys 


Ala 


Leu 


Phe 


Phe 


Gly 


Leu 


Phe 


Ser 


Arg 


Lys 








100 










105 










110 






Val 


He 


His 


Met 


Phe 


Ser 


Thr 


Ala 


Glu 


Gly 


Leu 


Leu 


Thr 


Gin 


Gly 


Asp 






115 










120 










125 








Lys 


He 


Thr 


Ala 


Asp 


Gly 


Leu 


Gin 


Glu 


Val 


Phe 


Glu 


Thr 


Asn 


Val 


Phe 




130 










135 










140 










Gly 


His 


Phe 


He 


Leu 


He 


Arg 


Glu 


Leu 


Glu 


Pro 


Leu 


Leu 


Cys 


His 


Ser 


145 










150 










155 










160 


Asp 


Asn 


Pro 


Ser 


Gin 


Leu 


He 


Trp 


Thr 


Ser 


Ser 


Arg 


Ser 


Ala 


Arg 


Lys 










165 










170 










175 




Ser 


Asn 


Phe 


Ser 


Leu 


Glu 


Asp 


Phe 


Gin 


His 


Ser 


Lys 


Gly 


Lys 


Glu 


Pro 








180 










185 










190 






Tyr 


Ser 


Ser 


Ser 


Lys 


Tyr 


Ala 


Thr 


Asp 


Leu 


Leu 


Ser 


Val 


Ala 


Leu 


Asn 






195 










200 










205 








Arg 


Asn 


Phe 


Asn 


Gin 


Gin 


Gly 


Leu 


Tyr 


Ser 


Asn 


Val 


Ala 


Cys 


Pro 


Gly 




210 










215 










220 










Thr 


Ala 


Leu 


Thr 


Asn 


Leu 


Thr 


Tyr 


Gly 


He 


Leu 


Pro 


Pro 


Phe 


He 


Trp 


225 










230 










235 










240 


Thr 


Leu 


Leu 


Met 


Pro 


Ala 


He 


Leu 


Leu 


Leu 


Arg 


Phe 


Phe 


Ala 


Asn 


Ala 










245 










250 










255 




Phe 


Thr 


Leu 


Thr 


Pro 


Tyr 


Asn 


Gly 


Thr 


Glu 


Ala 


Leu 


Val 


Trp 


Leu 


Phe 








260 










265 










270 






His 


Gin 


Lys 


Pro 


Glu 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Lys 


Tyr 


Leu 


Ser 


Ala 






275 










280 










285 








Thr 


Thr 


Gly 


Phe 


Gly 


Arg 


Asn 


Tyr 


He 


Met 


Thr 


Gin 


Lys 


Met 


Asp 


Leu 




290 










295 










300 










Asp 


Glu 


Asp 


Thr 


Ala 


Glu 


Lys 


Phe 


Tyr 


Gin 


Lys 


Leu 


Leu 


Glu 


Leu 


Glu 


305 










310 










315 










320 


Lys 


His 


He 


Arg 


Val 


Thr 


He 


Gin 


Lys 


Thr 


Asp 


Asn 


Gin 


Ala 


Arg 


Leu 










325 










330 










335 




Ser 


Gly 


Ser 


Cys 


Leu 

























340 



<210> 15 

<211> 1599 

<212> DNA 

< 2 1 3 > Homo S ap i en s 

<220> 
<221> CDS 

<222> (23) . . . (1243) 
<400> 15 

gtggtgcgcc gcccgggcga gg atg egg ctg ttc egg tgg ctg ctg aag cag 52 

Met Arg Leu Phe Arg Trp Leu Leu Lys Gin 
15 10 

ccg gtg ccc aag cag ate gag cgc tac teg cgc ttt teg ccg teg ccg 100 
Pro Val Pro Lys Gin He Glu Arg Tyr Ser Arg Phe Ser Pro Ser Pro 
15 20 25 

etc tec ate aaa caa ttc ctg gac ttc ggg aga gat aat gca tgt gag 148 
Leu Ser He Lys Gin Phe Leu Asp Phe Gly Arg Asp Asn Ala Cys Glu 
30 35 40 

aaa act tea tat atg ttt eta cga aag gaa ctt cct gtg egg ctg get 196 
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Lys Thr Ser Tyr Met Phe Leu Arg Lys Glu Leu Pro Val Arg Leu Ala 
45 50 55 



aac aca atg aga gaa gtt aat ctt ctg ccg gat aat tta ctt aac cgc 244 
Asn Thr Met Arg Glu Val Asn Leu Leu Pro Asp Asn Leu Leu Asn Arg 
60 65 70 

cct tea gtg gga ttg gtt cag agt tgg tat atg cag agt ttt ctt gaa 292 
Pro Ser Val Gly Leu Val Gin Ser Trp Tyr Met Gin Ser Phe Leu Glu 
75 80 85 90 

ctt tta gaa tat gaa aat aag age cct gag gat cca cag gtc ttg gat 340 
Leu Leu Glu Tyr Glu Asn Lys Ser Pro Glu Asp Pro Gin Val Leu Asp 
95 100 105 

aac ttt eta caa gtt ctg att aaa gtc aga aat aga cac aat gat gtg 388 
Asn Phe Leu Gin Val Leu lie Lys Val Arg Asn Arg His Asn Asp Val 
110 115 120 

gtt cct aca atg gca caa gga gtg att gaa tac aag gag aag ttt ggg 43 6 
Val Pro Thr Met Ala Gin Gly Val lie Glu Tyr Lys Glu Lys Phe Gly 
125 130 135 

ttt gat cct ttc att age act aac ate caa tat ttt ctg gat egg ttt 484 
Phe Asp Pro Phe lie Ser Thr Asn lie Gin Tyr Phe Leu Asp Arg Phe 
140 145 150 

tat acc aac cgc ate tct ttc cgc atg ctt att aat cag cac aca ctt 532 
Tyr Thr Asn Arg lie Ser Phe Arg Met Leu lie Asn Gin His Thr Leu 
155 160 165 170 

ctg ttt ggg ggt gac act aat cct gtt cat cct aaa cac ata gga agt 580 
Leu Phe Gly Gly Asp Thr Asn Pro Val His Pro Lys His lie Gly Ser 
175 180 185 

ate gat ccc acc tgt aac gtg gcg gat gtg gtg aaa gat gca tat gaa 62 8 
lie Asp Pro Thr Cys Asn Val Ala Asp Val Val Lys Asp Ala Tyr Glu 
190 195 200 

aca gee aag atg ctg tgt gaa cag tat tac ctg gta get cca gag ctg 67 6 
Thr Ala Lys Met Leu Cys Glu Gin Tyr Tyr Leu Val Ala Pro Glu Leu 
205 210 215 

gaa gtt gaa gaa ttc aat gee aaa gcg cca gac aaa cct att cag gtg 724 
Glu Val Glu Glu Phe Asn Ala Lys Ala Pro Asp Lys Pro lie Gin Val 
220 225 230 

gtt tat gtg ccc tea cat ctg ttt cat atg eta ttt gag ttg ttc aag 772 
Val Tyr Val Pro Ser His Leu Phe His Met Leu Phe Glu Leu Phe Lys 
235 240 245 250 

aac tea atg aga gcg aca gtt gaa etc tat gaa gac aga aaa gag ggc 82 0 
Asn Ser Met Arg Ala Thr Val Glu Leu Tyr Glu Asp Arg Lys Glu Gly 
255 260 265 

tac cct get gtt aaa acc etc gtt act ttg ggt aaa gaa gac tta tec 868 
Tyr Pro Ala Val Lys Thr Leu Val Thr Leu Gly Lys Glu Asp Leu Ser 
270 275 280 

att aag ate agt gac eta ggt ggt ggt gtc cca ctt cga aaa ata gat 916 
lie Lys lie Ser Asp Leu Gly Gly Gly Val Pro Leu Arg Lys lie Asp 
285 290 295 
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cgt ctt ttt aac tac atg tat tct act get cct agg ccc age ctg gag 964 
Arg Leu Phe Asn Tyr Met Tyr Ser Thr Ala Pro Arg Pro Ser Leu Glu 
300 305 310 



cct ace aga get gee cct ttg get gga ttt ggt tat ggt ttg cca att 
Pro Thr Arg Ala Ala Pro Leu Ala Gly Phe Gly Tyr Gly Leu Pro lie 
315 320 325 330 



1012 



tec cgt ctg tat get aga tat ttt caa gga gat ctg aaa ctg tat tec 
Ser Arg Leu Tyr Ala Arg Tyr Phe Gin Gly Asp Leu Lys Leu Tyr Ser 
335 340 345 



1060 



atg gaa gga gtg ggt act gat get gtc att tat ttg aag get ctt tea 1108 
Met Glu Gly Val Gly Thr Asp Ala Val lie Tyr Leu Lys Ala Leu Ser 
350 355 360 



agt gag tea ttt gag aga ctt cca gtt ttt aat aag tec gca tgg cgc 
Ser Glu Ser Phe Glu Arg Leu Pro Val Phe Asn Lys Ser Ala Trp Arg 
365 370 375 



1156 



cat tac aag ace acg cct gaa gee gat gat tgg age aat ccc age agt 1204 
His Tyr Lys Thr Thr Pro Glu Ala Asp Asp Trp Ser Asn Pro Ser Ser 
380 385 390 



gaa ccc agg gat get tea aaa tac aaa gca aaa cag taa tataccacct 
Glu Pro Arg Asp Ala Ser Lys Tyr Lys Ala Lys Gin * 
395 400 405 



1253 



tgatttccat 
gaattcttgc 
ttatttaaaa 
aaaataagtt 
tttggcctta 
attatgetaa 



tacaaagtat 
agtgtagagg 
agcaattaag 
aaaatgatca 
aaaaggaagg 
gtgaaataaa 



ctgatttgtc 
tattcacaac 
tttgcagttt 
atcaagataa 
acatctgata 
ccagacataa 



tgaataaagg 
agcaagcagg 
gtcctcataa 
aaggtgatct 
tgtgctgcaa 
aaggacaaat 



tgtcccactc 
gatttggect 
acgttgtagg 
atccatccaa 
catgggtgaa 
acatcg 



actgttccag 1313 
gecatcaatt 1373 
ttgaaactga 1433 
tggaatatta 1493 
tcttgaagtc 1553 
1599 



<210> 16 
<211> 406 
<212> PRT 

<213> Homo Sapiens 



<400> 16 



Met 


Arg 


Leu 


Phe 


Arg 


Trp 


Leu 


Leu 


Lys 


Gin 


Pro 


Val 


Pro 


Lys 


Gin 


He 


1 








5 










10 










15 




Glu 


Arg 


Tyr 


Ser 


Arg 


Phe 


Ser 


Pro 


Ser 


Pro 


Leu 


Ser 


He 


Lys 


Gin 


Phe 








20 










25 










30 






Leu 


Asp 


Phe 


Gly 


Arg 


Asp 


Asn 


Ala 


Cys 


Glu 


Lys 


Thr 


Ser 


Tyr 


Met 


Phe 






35 










40 










45 








Leu 


Arg 


Lys 


Glu 


Leu 


Pro 


Val 


Arg 


Leu 


Ala 


Asn 


Thr 


Met 


Arg 


Glu 


Val 




50 










55 










60 










Asn 


Leu 


Leu 


Pro 


Asp 


Asn 


Leu 


Leu 


Asn 


Arg 


Pro 


Ser 


Val 


Gly 


Leu 


Val 


65 










70 










75 










80 


Gin 


Ser 


Trp 


Tyr 


Met 


Gin 


Ser 


Phe 


Leu 


Glu 


Leu 


Leu 


Glu 


Tyr 


Glu 


Asn 










85 










90 










95 




Lys 


Ser 


Pro 


Glu 


Asp 


Pro 


Gin 


Val 


Leu 


Asp 


Asn 


Phe 


Leu 


Gin 


Val 


Leu 








100 










105 










110 






He 


Lys 


Val 


Arg 


Asn 


Arg 


His 


Asn 


Asp 


Val 


Val 


Pro 


Thr 


Met 


Ala 


Gin 






115 










120 










125 








Gly Val 


He 


Glu 


Tyr 


Lys 


Glu 


Lys 


Phe 


Gly 


Phe 


Asp 


Pro 


Phe 


He 


Ser 




130 










135 










140 










Thr 


Asn 


He 


Gin 


Tyr 


Phe 


Leu 


Asp 


Arg 


Phe 


Tyr 


Thr 


Asn 


Arg 


He 


Ser 


145 










150 










155 










160 
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Phe Arg Met Leu He Asn Gin His Thr Leu Leu Phe Gly Gly Asp Thr 

165 170 175 

Asn Pro Val His Pro Lys His He Gly Ser He Asp Pro Thr Cys Asn 

180 185 190 

Val Ala Asp Val Val Lys Asp Ala Tyr Glu Thr Ala Lys Met Leu Cys 

195 200 205 

Glu Gin Tyr Tyr Leu Val Ala Pro Glu Leu Glu Val Glu Glu Phe Asn 

210 215 220 

Ala Lys Ala Pro Asp Lys Pro He Gin Val Val Tyr Val Pro Ser His 
225 230 235 240 

Leu Phe His Met Leu Phe Glu Leu Phe Lys Asn Ser Met Arg Ala Thr 

245 250 255 

Val Glu Leu Tyr Glu Asp Arg Lys Glu Gly Tyr Pro Ala Val Lys Thr 

260 265 270 

Leu Val Thr Leu Gly Lys Glu Asp Leu Ser He Lys He Ser Asp Leu 

275 280 285 

Gly Gly Gly Val Pro Leu Arg Lys He Asp Arg Leu Phe Asn Tyr Met 

290 295 300 

Tyr Ser Thr Ala Pro Arg Pro Ser Leu Glu Pro Thr Arg Ala Ala Pro 
305 310 315 320 

Leu Ala Gly Phe Gly Tyr Gly Leu Pro He Ser Arg Leu Tyr Ala Arg 

325 330 335 

Tyr Phe Gin Gly Asp Leu Lys Leu Tyr Ser Met Glu Gly Val Gly Thr 

340 345 350 

Asp Ala Val He Tyr Leu Lys Ala Leu Ser Ser Glu Ser Phe Glu Arg 

355 360 365 

Leu Pro Val Phe Asn Lys Ser Ala Trp Arg His Tyr Lys Thr Thr Pro 

370 375 380 

Glu Ala Asp Asp Trp Ser Asn Pro Ser Ser Glu Pro Arg Asp Ala Ser 
385 390 395 400 

Lys Tyr Lys Ala Lys Gin 
405 



<210> 17 

<211> 1767 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1767) 

<400> 17 

atg tea tea tgt gtc tct age cag ccc age age aac egg gee gee ccc 48 
Met Ser Ser Cys Val Ser Ser Gin Pro Ser Ser Asn Arg Ala Ala Pro 
15 10 15 

cag gat gag ctg ggg ggc agg ggc age age age age gaa age cag aag 96 
Gin Asp Glu Leu Gly Gly Arg Gly Ser Ser Ser Ser Glu Ser Gin Lys 
20 25 30 

ccc tgt gag gee ctg egg ggc etc tea tec ttg age ate cac ctg ggc 144 
Pro Cys Glu Ala Leu Arg Gly Leu Ser Ser Leu Ser He His Leu Gly 
35 40 45 

atg gag tec ttc att gtg gtc ace gag tgt gag ccg ggc tgt get gtg 192 
Met Glu Ser Phe He Val Val Thr Glu Cys Glu Pro Gly Cys Ala Val 
50 55 60 

gac etc ggc ttg gcg egg gac egg ccc ctg gag gee gat ggc caa gag 240 
Asp Leu Gly Leu Ala Arg Asp Arg Pro Leu Glu Ala Asp Gly Gin Glu 
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65 70 75 80 

gtc ccc ctt gac tec tec ggg tec cag gee egg ccc cac etc tec ggt 288 
Val Pro Leu Asp Ser Ser Gly Ser Gin Ala Arg Pro His Leu Ser Gly 
85 90 95 

cgc aag ctg tct ctg caa gag egg tec cag ggt ggg ctg gca gee ggt 33 6 
Arg Lys Leu Ser Leu Gin Glu Arg Ser Gin Gly Gly Leu Ala Ala Gly 
100 105 110 

ggc age ctg gac atg aac gga cgc tgc ate tgc ccg tec ctg ccc tac 384 
Gly Ser Leu Asp Met Asn Gly Arg Cys lie Cys Pro Ser Leu Pro Tyr 
115 120 125 

tea ccc gtc age tec ccg cag tec teg cct egg ctg ccc egg egg ccg 432 
Ser Pro Val Ser Ser Pro Gin Ser Ser Pro Arg Leu Pro Arg Arg Pro 
130 135 140 

aca gtg gag tct cac cac gtc tec ate acg ggt atg cag gac tgt gtg 480 
Thr Val Glu Ser His His Val Ser lie Thr Gly Met Gin Asp Cys Val 
145 150 155 160 

cag ctg aat cag tat ace ctg aag gat gaa att gga aag ggc tec tat 52 8 
Gin Leu Asn Gin Tyr Thr Leu Lys Asp Glu lie Gly Lys Gly Ser Tyr 
165 170 175 

ggt gtc gtc aag ttg gee tac aat gaa aat gac aat ace tac tat gca 57 6 
Gly Val Val Lys Leu Ala Tyr Asn Glu Asn Asp Asn Thr Tyr Tyr Ala 
180 185 190 

atg aag gtg ctg tec aaa aag aag ctg ate egg cag gee ggc ttt cca 624 
Met Lys Val Leu Ser Lys Lys Lys Leu lie Arg Gin Ala Gly Phe Pro 
195 200 205 

cgt cgc cct cca ccc cga ggc ace egg cca get cct gga ggc tgc ate 672 
Arg Arg Pro Pro Pro Arg Gly Thr Arg Pro Ala Pro Gly Gly Cys lie 
210 215 220 

cag ccc agg ggc ccc att gag cag gtg tac cag gaa att gee ate etc 720 
Gin Pro Arg Gly Pro lie Glu Gin Val Tyr Gin Glu lie Ala lie Leu 
225 230 235 240 

aag aag ctg gac cac ccc aat gtg gtg aag ctg gtg gag gtc ctg gat 768 
Lys Lys Leu Asp His Pro Asn Val Val Lys Leu Val Glu Val Leu Asp 
245 250 255 

gac ccc aat gag gac cat ctg tac atg gtg ttc gaa ctg gtc aac caa 816 
Asp Pro Asn Glu Asp His Leu Tyr Met Val Phe Glu Leu Val Asn Gin 
260 265 270 

ggg ccc gtg atg gaa gtg ccc ace etc aaa cca etc tct gaa gac cag 864 
Gly Pro Val Met Glu Val Pro Thr Leu Lys Pro Leu Ser Glu Asp Gin 
275 280 285 

gee cgt ttc tac ttc cag gat ctg ate aaa ggc ate gag tac tta cac 912 
Ala Arg Phe Tyr Phe Gin Asp Leu lie Lys Gly lie Glu Tyr Leu His 
290 295 300 

tac cag aag ate ate cac cgt gac ate aaa cct tec aac etc ctg gtc 960 
Tyr Gin Lys lie lie His Arg Asp lie Lys Pro Ser Asn Leu Leu Val 
305 310 315 320 
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gga gaa gat ggg cac ate aag ate get gac ttt ggt gtg age aat gaa 1008 
Gly Glu Asp Gly His lie Lys lie Ala Asp Phe Gly Val Ser Asn Glu 
325 330 335 

ttc aag ggc agt gac gcg etc etc tec aac ace gtg ggc acg ccc gee 1056 
Phe Lys Gly Ser Asp Ala Leu Leu Ser Asn Thr Val Gly Thr Pro Ala 
340 345 350 

ttc atg gca ccc gag teg etc tct gag ace cgc aag ate ttc tct ggg 1104 
Phe Met Ala Pro Glu Ser Leu Ser Glu Thr Arg Lys lie Phe Ser Gly 
355 360 365 

aag gee ttg gat gtt tgg gee atg ggt gtg aca eta tac tgc ttt gtc 1152 
Lys Ala Leu Asp Val Trp Ala Met Gly Val Thr Leu Tyr Cys Phe Val 
370 375 380 

ttt ggc cag tgc cca ttc atg gac gag egg ate atg tgt tta cac agt 1200 
Phe Gly Gin Cys Pro Phe Met Asp Glu Arg lie Met Cys Leu His Ser 
385 390 395 400 

aag ate aag agt cag gee ctg gaa ttt cca gac cag ccc gac ata get 1248 
Lys lie Lys Ser Gin Ala Leu Glu Phe Pro Asp Gin Pro Asp lie Ala 
405 410 415 

gag gac ttg aag gac ctg ate acc cgt atg ctg gac aag aac ccc gag 12 96 
Glu Asp Leu Lys Asp Leu lie Thr Arg Met Leu Asp Lys Asn Pro Glu 
420 425 430 

teg agg ate gtg gtg ccg gaa ate aag ctg cac ccc tgg gtc acg agg 1344 
Ser Arg lie Val Val Pro Glu lie Lys Leu His Pro Trp Val Thr Arg 
435 440 445 

cat ggg gcg gag ccg ttg ccg teg gag gat gag aac tgc acg ctg gtc 13 92 
His Gly Ala Glu Pro Leu Pro Ser Glu Asp Glu Asn Cys Thr Leu Val 
450 455 460 

gaa gtg act gaa gag gag gtc gag aac tea gtc aaa cac att ccc age 1440 
Glu Val Thr Glu Glu Glu Val Glu Asn Ser Val Lys His lie Pro Ser 
465 470 475 480 

ttg gca acc gtg ate ctg gtg aag acc atg ata cgt aaa cgc tec ttt 1488 
Leu Ala Thr Val lie Leu Val Lys Thr Met lie Arg Lys Arg Ser Phe 
485 490 495 

ggg aac cca ttc gag ggc age egg egg gag gaa cgc tea ctg tea gcg 1536 
Gly Asn Pro Phe Glu Gly Ser Arg Arg Glu Glu Arg Ser Leu Ser Ala 
500 505 510 

cct gga aac ttg etc acc aaa aaa cca acc agg gaa tgt gag tec ctg 1584 
Pro Gly Asn Leu Leu Thr Lys Lys Pro Thr Arg Glu Cys Glu Ser Leu 
515 520 525 

tct gag etc aag gaa gca agg cag cga aga caa cct cca ggg cac cga 1632 
Ser Glu Leu Lys Glu Ala Arg Gin Arg Arg Gin Pro Pro Gly His Arg 
530 535 540 

ccc gee ccc cgt ggg gga gga gga agt get ctt gtg aga ggc agt ccc 1680 
Pro Ala Pro Arg Gly Gly Gly Gly Ser Ala Leu Val Arg Gly Ser Pro 
545 550 555 560 

tgc gtg gaa agt tgc tgg gee ccc gee ccc ggc tec ccc gca cgc atg 1728 
Cys Val Glu Ser Cys Trp Ala Pro Ala Pro Gly Ser Pro Ala Arg Met 
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565 



570 



575 



cat cca ctg egg ccg gag gag gec atg gag ccc gag tag 17 67 

His Pro Leu Arg Pro Glu Glu Ala Met Glu Pro Glu * 
580 585 



<210> 18 

<211> 588 

<212> PRT 

<213> Homo Sapiens 



<400> 18 



Met 


Ser 


Ser 


Cys 


Val 


Ser 


Ser 


Gin 


Pro 


Ser 


Ser 


Asn 


Arg 


Ala 


Ala 


Pro 


1 








5 










10 










15 




Gin 


Asp 


Glu 


Leu 


Gly 


Gly Arg 


Gly 


Ser 


Ser 


Ser 


Ser 


Glu 


Ser 


Gin 


Lys 








20 










25 










30 






Pro 


Cys 


Glu 


Ala 


Leu 


Arg 


Gly 


Leu 


Ser 


Ser 


Leu 


Ser 


He 


His 


Leu 


Gly 






35 










40 










45 








Met 


Glu 


Ser 


Phe 


He 


Val 


Val 


Thr 


Glu 


Cys 


Glu 


Pro 


Gly 


Cys 


Ala 


Val 




50 










55 










60 










Asp 


Leu 


Gly 


Leu 


Ala 


Arg 


Asp 


Arg 


Pro 


Leu 


Glu 


Ala 


Asp 


Gly 


Gin 


Glu 


65 










70 










75 










80 


Val 


Pro 


Leu 


Asp 


Ser 


Ser 


Gly 


Ser 


Gin 


Ala 


Arg 


Pro 


His 


Leu 


Ser 


Gly 










85 










90 










95 




Arg 


Lys 


Leu 


Ser 


Leu 


Gin 


Glu 


Arg 


Ser 


Gin 


Gly 


Gly 


Leu 


Ala 


Ala 


Gly 








100 










105 










110 






Gly 


Ser 


Leu 


Asp 


Met 


Asn 


Gly 


Arg 


Cys 


He 


Cys 


Pro 


Ser 


Leu 


Pro 


Tyr 






115 










120 










125 








Ser 


Pro 


Val 


Ser 


Ser 


Pro 


Gin 


Ser 


Ser 


Pro 


Arg 


Leu 


Pro 


Arg 


Arg 


Pro 




130 










135 










140 










Thr 


Val 


Glu 


Ser 


His 


His 


Val 


Ser 


He 


Thr 


Gly 


Met 


Gin 


Asp 


Cys 


Val 


145 










150 










155 










160 


Gin 


Leu 


Asn 


Gin 


Tyr 


Thr 


Leu 


Lys 


Asp 


Glu 


He 


Gly 


Lys 


Gly 


Ser 


Tyr 










165 










170 










175 




Gly 


Val 


Val 


Lys 


Leu 


Ala 


Tyr 


Asn 


Glu 


Asn 


Asp 


Asn 


Thr 


Tyr 


Tyr 


Ala 








180 










185 










190 






Met 


Lys 


Val 


Leu 


Ser 


Lys 


Lys 


Lys 


Leu 


He 


Arg 


Gin 


Ala 


Gly 


Phe 


Pro 






195 










200 










205 








Arg 


Arg 


Pro 


Pro 


Pro 


Arg 


Gly 


Thr 


Arg 


Pro 


Ala 


Pro 


Gly 


Gly 


Cys 


He 




210 










215 










220 










Gin 


Pro 


Arg 


Gly 


Pro 


lie 


Glu 


Gin 


Val 


Tyr 


Gin 


Glu 


He 


Ala 


He 


Leu 


225 










230 










235 










240 


Lys 


Lys 


Leu 


Asp 


His 


Pro 


Asn 


Val 


Val 


Lys 


Leu 


Val 


Glu 


Val 


Leu 


Asp 










245 










250 










255 




Asp 


Pro 


Asn 


Glu 


Asp 


His 


Leu 


Tyr 


Met 


Val 


Phe 


Glu 


Leu 


Val 


Asn 


Gin 








260 










265 










270 






Gly 


Pro 


Val 


Met 


Glu 


Val 


Pro 


Thr 


Leu 


Lys 


Pro 


Leu 


Ser 


Glu 


Asp 


Gin 






275 










280 










285 








Ala 


Arg 


Phe 


Tyr 


Phe 


Gin 


Asp 


Leu 


He 


Lys 


Gly 


He 


Glu 


Tyr 


Leu 


His 




290 










295 










300 










Tyr 


Gin 


Lys 


He 


He 


His 


Arg 


Asp 


He 


Lys 


Pro 


Ser 


Asn 


Leu 


Leu 


Val 


305 










310 










315 










320 


Gly 


Glu 


Asp 


Gly 


His 


He 


Lys 


He 


Ala 


Asp 


Phe 


Gly 


Val 


Ser 


Asn 


Glu 










325 










330 










335 




Phe 


Lys 


Gly 


Ser 


Asp 


Ala 


Leu 


Leu 


Ser 


Asn 


Thr 


Val 


Gly 


Thr 


Pro 


Ala 








340 










345 










350 






Phe 


Met 


Ala 


Pro 


Glu 


Ser 


Leu 


Ser 


Glu 


Thr 


Arg 


Lys 


He 


Phe 


Ser 


Gly 






355 










360 










365 








Lys 


Ala 


Leu 


Asp 


Val 


Trp 


Ala 


Met 


Gly 


Val 


Thr 


Leu 


Tyr 


Cys 


Phe 


Val 




370 










375 










380 










Phe 


Gly 


Gin 


Cys 


Pro 


Phe 


Met 


Asp 


Glu 


Arg 


He 


Met 


Cys 


Leu 


His 


Ser 



35 



385 










390 










395 










400 


Lys 


lie 


Lys 


Ser 


Gin 


Ala 


Leu 


Glu 


Phe 


Pro 


Asp 


Gin 


Pro 


Asp 


He 


Ala 










405 










410 










415 




Glu 


Asp 


Leu 


Lys 


Asp 


Leu 


He 


Thr 


Arg 


Met 


Leu 


Asp 


Lys 


Asn 


Pro 


Glu 








420 










425 










430 






Ser 


Arg 


lie 


Val 


Val 


Pro 


Glu 


He 


Lys 


Leu 


His 


Pro 


Trp 


Val 


Thr 


Arg 






435 










440 










445 








His 


Gly 


Ala 


Glu 


Pro 


Leu 


Pro 


Ser 


Glu 


Asp 


Glu 


Asn 


Cys 


Thr 


Leu 


Val 




450 










455 










460 










Glu 


Val 


Thr 


Glu 


Glu 


Glu 


Val 


Glu 


Asn 


Ser 


Val 


Lys 


His 


He 


Pro 


Ser 


465 










470 










475 










480 


Leu 


Ala 


Thr 


Val 


He 


Leu 


Val 


Lys 


Thr 


Met 


He 


Arg 


Lys 


Arg 


Ser 


Phe 










485 










490 










495 




Gly Asn 


Pro 


Phe 


Glu 


Gly 


Ser 


Arg 


Arg 


Glu 


Glu 


Arg 


Ser 


Leu 


Ser 


Ala 








500 










505 










510 






Pro 


Gly 


Asn 


Leu 


Leu 


Thr 


Lys 


Lys 


Pro 


Thr 


Arg 


Glu 


Cys 


Glu 


Ser 


Leu 






515 










520 










525 








Ser 


Glu 


Leu 


Lys 


Glu 


Ala 


Arg 


Gin 


Arg 


Arg 


Gin 


Pro 


Pro 


Gly 


His 


Arg 




530 










535 










540 










Pro 


Ala 


Pro 


Arg 


Gly Gly 


Gly 


Gly 


Ser 


Ala 


Leu 


Val 


Arg 


Gly 


Ser 


Pro 


545 










550 










555 










560 


Cys 


Val 


Glu 


Ser 


Cys 


Trp 


Ala 


Pro 


Ala 


Pro 


Gly 


Ser 


Pro 


Ala 


Arg 


Met 










565 










570 










575 




His 


Pro 


Leu 


Arg 


Pro 


Glu 


Glu 


Ala 


Met 


Glu 


Pro 


Glu 
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<210> 19 

<211> 1465 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (91) . . . (972) 

<400> 19 

ttggaacacc tggcgagtcc tcggtgtcgg tggccggcag tcatctcgcg gccgttcaga 60 
attataaggc tgtctgcaga gatttgaaaa atg gca aca aat gaa agt gtc age 114 

Met Ala Thr Asn Glu Ser Val Ser 
1 5 

ate ttt agt tea gca tec ttg get gtg gaa tat gta gat tea ctt tta 162 
He Phe Ser Ser Ala Ser Leu Ala Val Glu Tyr Val Asp Ser Leu Leu 
10 15 20 

cct gag aat cct ctg caa gaa cca ttt aaa aat get tgg aac tat atg 210 
Pro Glu Asn Pro Leu Gin Glu Pro Phe Lys Asn Ala Trp Asn Tyr Met 
25 30 35 40 

ttg aat aat tat aca aag ttc cag att gca aca tgg gga tec ctt ata 258 
Leu Asn Asn Tyr Thr Lys Phe Gin He Ala Thr Trp Gly Ser Leu He 
45 50 55 

gtt cat gaa gec ctt tat ttc tta ttc tgt tta cct gga ttt tta ttt 306 
Val His Glu Ala Leu Tyr Phe Leu Phe Cys Leu Pro Gly Phe Leu Phe 
60 65 70 

caa ttt ata cct tat atg aaa aaa tac aaa att caa aag gat aag cca 354 
Gin Phe He Pro Tyr Met Lys Lys Tyr Lys He Gin Lys Asp Lys Pro 
75 80 85 
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gag aca tgg gaa aac caa tgg aag tgt ttc aaa gtt ctt etc ttt aat 402 
Glu Thr Trp Glu Asn Gin Trp Lys Cys Phe Lys Val Leu Leu Phe Asn 
90 95 100 

cac ttc tgt ate cag ctg cct ttg att tgt gga acc tat tat ttt aca 450 
His Phe Cys lie Gin Leu Pro Leu lie Cys Gly Thr Tyr Tyr Phe Thr 
105 110 115 120 

gag tat ttc aat att cct tat gat tgg gaa aga atg cca aga tgg tat 498 
Glu Tyr Phe Asn lie Pro Tyr Asp Trp Glu Arg Met Pro Arg Trp Tyr 
125 130 135 

ttt ctt ttg gca aga tgc ttt ggt tgt gca gtc att gaa gat act tgg 546 
Phe Leu Leu Ala Arg Cys Phe Gly Cys Ala Val lie Glu Asp Thr Trp 
140 145 150 

cac tat ttt ctg cat aga etc tta cac cac aaa aga ata tac aag tat 594 
His Tyr Phe Leu His Arg Leu Leu His His Lys Arg lie Tyr Lys Tyr 
155 160 165 

att cat aaa gtt cat cat gag ttt cag get cca ttt gga atg gaa get 642 
lie His Lys Val His His Glu Phe Gin Ala Pro Phe Gly Met Glu Ala 
170 175 180 

gaa tat gca cat cct ttg gag act eta att ctt gga act gga ttt ttc 690 
Glu Tyr Ala His Pro Leu Glu Thr Leu lie Leu Gly Thr Gly Phe Phe 
185 190 195 200 

att gga ate gtg ctt ttg tgt gat cat gta att ctt ctt tgg gca tgg 738 
lie Gly lie Val Leu Leu Cys Asp His Val lie Leu Leu Trp Ala Trp 
205 210 215 

gtg acc att cgt tta tta gaa act att gat gtc cat agt ggt tat gat 786 
Val Thr lie Arg Leu Leu Glu Thr lie Asp Val His Ser Gly Tyr Asp 
220 225 230 

att cct etc aac cct tta aat ctg ate cct ttc tat get ggt tct egg 834 
lie Pro Leu Asn Pro Leu Asn Leu lie Pro Phe Tyr Ala Gly Ser Arg 
235 240 245 

cat cat gat ttc cac cac atg aac ttc att gga aac tat get tea aca 882 
His His Asp Phe His His Met Asn Phe lie Gly Asn Tyr Ala Ser Thr 
250 255 260 

ttt aca tgg tgg gat cga att ttt gga aca gac tct cag tat aat gee 93 0 
Phe Thr Trp Trp Asp Arg lie Phe Gly Thr Asp Ser Gin Tyr Asn Ala 
265 270 275 280 

tat aat gaa aag agg aag aag ttt gag aaa aag act gaa taa 972 
Tyr Asn Glu Lys Arg Lys Lys Phe Glu Lys Lys Thr Glu * 
285 290 

atatctcacg taaaccttcc tgaaagataa aegttttect gaattcagaa actagtagct 1032 
aacattgett ctggagagca gaaataagca tgtcttctgg ctactaagtg ataaaaagaa 1092 
cattaacaac ctttaattac cttcctagtg ggaacttttt ctactttacc tacaagttct 1152 
atatatgtag aaatgaataa atatatattt aagtacagtt ttcatgagga agttttaaaa 1212 
gaccatgttc ctaagcttcc aagaaggttt tggatactag aagtattaat ctatggcttt 1272 
tctcccagta aaaccatagg cctgaagttc acattgggtc tttaaatctt ttagatatat 1332 
actggtcatt tcagaaaatt cttcatagtg gtattggcct tatatttaac ttttttttta 1392 
tttttttttt gagacaaagc caacaactct gtctccttgg ctggagtgtg gtggcacagt 1452 
ctcagctcac tgc 1465 
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<210> 20 
<211> 293 
<212> PRT 

<213> Homo Sapiens 



<400> 20 



Met 


Ala 


Thr 


Asn 


Glu 


Ser 


Val 


Ser 


He 


Phe 


Ser 


Ser 


Ala 


Ser 


Leu 


Ala 


1 








5 










10 










15 




Val 


Glu 


Tyr 


Val 


Asp 


Ser 


Leu 


Leu 


Pro 


Glu 


Asn 


Pro 


Leu 


Gin 


Glu 


Pro 








20 










25 










30 






Phe 


Lys 


Asn 


Ala 


Trp 


Asn 


Tyr 


Met 


Leu 


Asn 


Asn 


Tyr 


Thr 


Lys 


Phe 


Gin 






35 










40 










45 








lie 


Ala 


Thr 


Trp 


Gly 


Ser 


Leu 


He 


Val 


His 


Glu 


Ala 


Leu 


Tyr 


Phe 


Leu 




50 










55 










60 










Phe 


Cys 


Leu 


Pro 


Gly 


Phe 


Leu 


Phe 


Gin 


Phe 


He 


Pro 


Tyr 


Met 


Lys 


Lys 


65 










70 










75 










80 


Tyr 


Lys 


He 


Gin 


Lys 


Asp 


Lys 


Pro 


Glu 


Thr 


Trp 


Glu 


Asn 


Gin 


Trp 


Lys 










85 










90 










95 




Cys 


Phe 


Lys 


Val 


Leu 


Leu 


Phe 


Asn 


His 


Phe 


Cys 


He 


Gin 


Leu 


Pro 


Leu 








100 










105 










110 






lie 


Cys 


Gly 


Thr 


Tyr 


Tyr 


Phe 


Thr 


Glu 


Tyr 


Phe 


Asn 


He 


Pro 


Tyr 


Asp 






115 










120 










125 








Trp 


Glu 


Arg 


Met 


Pro 


Arg 


Trp 


Tyr 


Phe 


Leu 


Leu 


Ala 


Arg 


Cys 


Phe 


Gly 




130 










135 










140 










Cys 


Ala 


Val 


He 


Glu 


Asp 


Thr 


Trp 


His 


Tyr 


Phe 


Leu 


His 


Arg 


Leu 


Leu 


145 










150 










155 










160 


His 


His 


Lys 


Arg 


He 


Tyr 


Lys 


Tyr 


He 


His 


Lys 


Val 


His 


His 


Glu 


Phe 










165 










170 










175 




Gin 


Ala 


Pro 


Phe 


Gly 


Met 


Glu 


Ala 


Glu 


Tyr 


Ala 


His 


Pro 


Leu 


Glu 


Thr 








180 










185 










190 






Leu 


lie 


Leu 


Gly 


Thr 


Gly 


Phe 


Phe 


He 


Gly 


He 


Val 


Leu 


Leu 


Cys 


Asp 






195 










200 










205 








His 


Val 


He 


Leu 


Leu 


Trp 


Ala 


Trp 


Val 


Thr 


He 


Arg 


Leu 


Leu 


Glu 


Thr 




210 










215 










220 










lie 


Asp 


Val 


His 


Ser 


Gly 


Tyr 


Asp 


He 


Pro 


Leu 


Asn 


Pro 


Leu 


Asn 


Leu 


225 










230 










235 










240 


lie 


Pro 


Phe 


Tyr 


Ala 


Gly 


Ser 


Arg 


His 


His 


Asp 


Phe 


His 


His 


Met 


Asn 










245 










250 










255 




Phe 


He 


Gly 


Asn 


Tyr 


Ala 


Ser 


Thr 


Phe 


Thr 


Trp 


Trp 


Asp 


Arg 


He 


Phe 








260 










265 










270 






Gly 


Thr 


Asp 


Ser 


Gin 


Tyr 


Asn 


Ala 


Tyr 


Asn 


Glu 


Lys 


Arg 


Lys 


Lys 


Phe 






275 










280 










285 








Glu 


Lys 


Lys 


Thr 


Glu 
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<210> 21 
<211> 897 
<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (37) . . . (870) 



<400> 21 

ctccgactca agatatttgt caaatatttt cagaag atg get gat cct tgg cag 

Met Ala Asp Pro Trp Gin 
1 5 



54 



gaa tgc atg gat tat gca gta act eta gca aga caa get gga gag gta 
Glu Cys Met Asp Tyr Ala Val Thr Leu Ala Arg Gin Ala Gly Glu Val 



102 



38 



10 



15 



20 



gtt tgt gaa get ata aaa aat gaa atg aat gtt atg ctg aaa agt tct 150 
Val Cys Glu Ala lie Lys Asn Glu Met Asn Val Met Leu Lys Ser Ser 
25 30 35 

cca gtt gat ttg gta act get acg gac caa aaa gtt gaa aaa atg ctt 198 
Pro Val Asp Leu Val Thr Ala Thr Asp Gin Lys Val Glu Lys Met Leu 
40 45 50 

ate tct tec ata aag gaa aag tat cca tct cac agt ttc att ggt gaa 246 
lie Ser Ser lie Lys Glu Lys Tyr Pro Ser His Ser Phe lie Gly Glu 
55 60 65 70 

gaa tct gtg gca get ggg gaa aaa agt ate tta acc gac aac ccc aca 2 94 
Glu Ser Val Ala Ala Gly Glu Lys Ser lie Leu Thr Asp Asn Pro Thr 
75 80 85 

tgg ate att gac cct att gat gga aca act aac ttt gta cat aga ttt 342 
Trp lie lie Asp Pro lie Asp Gly Thr Thr Asn Phe Val His Arg Phe 
90 95 100 

cct ttt gta get gtt tea att ggc ttt get gta aat aaa aag ata gaa 390 
Pro Phe Val Ala Val Ser lie Gly Phe Ala Val Asn Lys Lys lie Glu 
105 110 115 

ttt gga gtt gtg tac agt tgt gtg gaa ggc aag atg tac act gee aga 438 
Phe Gly Val Val Tyr Ser Cys Val Glu Gly Lys Met Tyr Thr Ala Arg 
120 125 130 

aaa gga aaa ggg gee ttt tgt aat ggt caa aaa eta caa gtt tea caa 486 
Lys Gly Lys Gly Ala Phe Cys Asn Gly Gin Lys Leu Gin Val Ser Gin 
135 140 145 150 

caa gaa gat att acc aaa tct etc ttg gtg act gag ttg ggc tct tct 534 
Gin Glu Asp lie Thr Lys Ser Leu Leu Val Thr Glu Leu Gly Ser Ser 
155 160 165 

aga aca cca gag act gtg aga atg gtt ctt tct aat atg gaa aag ctt 582 
Arg Thr Pro Glu Thr Val Arg Met Val Leu Ser Asn Met Glu Lys Leu 
170 175 180 

ttt tgc att cct gtt cat ggg ate egg agt gtt gga aca gca get gtt 630 
Phe Cys lie Pro Val His Gly lie Arg Ser Val Gly Thr Ala Ala Val 
185 190 195 

aat atg tgc ctt gtg gca act ggc gga gca gat gca tat tat gaa atg 678 
Asn Met Cys Leu Val Ala Thr Gly Gly Ala Asp Ala Tyr Tyr Glu Met 
200 205 210 

gga att cac tgc tgg gat gtt gca gga get ggc att att gtt act gaa 726 
Gly lie His Cys Trp Asp Val Ala Gly Ala Gly lie lie Val Thr Glu 
215 220 225 230 

get ggt ggc gtg eta atg gat gtt aca ggt gga cca ttt gat ttg atg 774 
Ala Gly Gly Val Leu Met Asp Val Thr Gly Gly Pro Phe Asp Leu Met 
235 240 245 

tea cga aga gta att get gca aat aat aga ata tta gca gaa agg ata 822 
Ser Arg Arg Val lie Ala Ala Asn Asn Arg lie Leu Ala Glu Arg lie 
250 255 260 
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get aaa gaa att cag gtt ata cct ttg caa cga gac gac gaa gat taa 87 0 
Ala Lys Glu lie Gin Val lie Pro Leu Gin Arg Asp Asp Glu Asp * 
265 270 275 



ttaaggcagc tcatagtcat ccagttg 897 

<210> 22 
<211> 277 
<212> PRT 

<213> Homo Sapiens 



<400> 22 



Met 


Ala 


Asp 


Pro 


Tro 


Gin 


Glu 


Cvs 


Met 


Asp 


Tvr 


Ala 


Val 


Thr 


Leu 


Ala 


1 








5 










10 










15 




Arcr 


Gin 


Ala 


Glv 


Glu 


Val 


Val 


Cys 


Glu 


Ala 


He 


Lvs 


Asn 


Glu 


Met 


Asn 








20 










25 










30 






Val 


Met 


Leu 


Lvs 


Ser 


Ser 


Pro 


Val 


Asp 


Leu 


Val 


Thr 


Ala 


Thr 


Asp 


Gin 






35 










40 










45 








Lys 


Val 


Glu 


Lys 


Met 


Leu 


He 


Ser 


Ser 


He 


Lys 


Glu 


Lys 


Tvr 


Pro 


Ser 




50 










55 










60 










His 


Ser 


Phe 


He 


Glv 


Glu 


Glu 


Ser 


Val 


Ala 


Ala 


Glv 


Glu 


Lys 


Ser 


He 


65 










70 










75 










80 


Leu 


Thr 


Asp 


Asn 


Pro 


Thr 


Tro 


He 


He 


Asp 


Pro 


He 


Asp 


Glv 


Thr 


Thr 










85 










90 










95 




Asn 


Phe 


Val 


His 


Arcr 


Phe 


Pro 


Phe 


Val 


Ala 


Val 


Ser 


He 


Glv 


Phe 


Ala 








100 










105 










110 






Val 


Asn 


Lys 


Lys 


He 


Glu 


Phe 


Glv 


Val 


Val 


Tvr 


Ser 


Cys 


Val 


Glu 


Glv 






115 










120 










125 








Lys 


Met 


Tvr 


Thr 


Ala 


Arg 


Lvs 


Glv 


Lvs 


Glv 


Ala 


Phe 


Cys 


Asn 


Glv 


Gin 




130 










135 










140 










Lys 


Leu 


Gin 


Val 


Ser 


Gin 


Gin 


Glu 


Asp 


He 


Thr 


Lys 


Ser 


Leu 


Leu 


Val 


145 










150 










155 










160 


Thr 


Glu 


Leu 


Gly 


Ser 


Ser 


Arg 


Thr 


Pro 


Glu 


Thr 


Val 


Arg 


Met 


Val 


Leu 










165 










170 










175 




Ser 


Asn 


Met 


Glu 


Lys 


Leu 


Phe 


Cys 


He 


Pro 


Val 


His 


Gly 


He 


Arg 


Ser 








180 










185 










190 






Val 


Gly 


Thr 


Ala 


Ala 


Val 


Asn 


Met 


Cys 


Leu 


Val 


Ala 


Thr 


Gly 


Gly 


Ala 






195 










200 










205 








Asp 


Ala 


Tyr 


Tyr 


Glu 


Met 


Gly 


He 


His 


Cys 


Trp 


Asp 


Val 


Ala 


Gly 


Ala 




210 










215 










220 










Gly 


He 


He 


Val 


Thr 


Glu 


Ala 


Gly 


Gly 


Val 


Leu 


Met 


Asp 


Val 


Thr 


Gly 


225 










230 










235 










240 


Gly 


Pro 


Phe 


Asp 


Leu 


Met 


Ser 


Arg 


Arg 


Val 


He 


Ala 


Ala 


Asn 


Asn 


Arg 










245 










250 










255 




He 


Leu 


Ala 


Glu 


Arg 


He 


Ala 


Lys 


Glu 


He 


Gin 


Val 


He 


Pro 


Leu 


Gin 








260 










265 










270 






Arg 


Asp 


Asp 


Glu 


Asp 

























275 



<210> 23 
<211> 7280 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (214) . . . (5871) 
<400> 23 

agtcacccgg aggagttggt cgcacaatta tgaaagactc ggcttctget gctagcgccg 60 
gagctgagtt agtcctgaga aggtttccct gggcgttcct tgtceggegg cctctgctgc 120 
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cgcctccgga gacgcttccc gatagatggc tacaggccgc ggaggaggag gaggtggagt 180 
tgctgccctt ccggagtccg ccccgtgagg aga atg tec cag aaa tec tgg ata 234 

Met Ser Gin Lys Ser Trp lie 
1 5 

gaa age act ttg ace aag agg gaa tgt gta tat att ata cca agt tec 282 
Glu Ser Thr Leu Thr Lys Arg Glu Cys Val Tyr He He Pro Ser Ser 
10 15 20 

aag gac cct cac aga tgc ctt cca gga tgt caa att tgt cag caa etc 330 
Lys Asp Pro His Arg Cys Leu Pro Gly Cys Gin He Cys Gin Gin Leu 
25 30 35 

gtc agg tgt ttt tgt ggt cgc ttg gtc aag caa cat get tgt ttt act 378 
Val Arg Cys Phe Cys Gly Arg Leu Val Lys Gin His Ala Cys Phe Thr 
40 ■ 45 50 55 

gca agt ctt gee atg aaa tac tea gat gtg aaa ttg ggt gac cat ttt 426 
Ala Ser Leu Ala Met Lys Tyr Ser Asp Val Lys Leu Gly Asp His Phe 
60 65 70 

aat cag gca ata gaa gaa tgg tct gtg gaa aag cat aca gaa cag age 474 
Asn Gin Ala He Glu Glu Trp Ser Val Glu Lys His Thr Glu Gin Ser 
75 80 85 

cca acg gat get tat gga gtc ata aat ttt caa ggg ggt tct cat tec 522 
Pro Thr Asp Ala Tyr Gly Val He Asn Phe Gin Gly Gly Ser His Ser 
90 95 100 

tac aga get aag tat gtg agg eta tea tat gac ace aaa cct gaa gtc 570 
Tyr Arg Ala Lys Tyr Val Arg Leu Ser Tyr Asp Thr Lys Pro Glu Val 
105 110 115 

att ctg caa ctt ctg ctt aaa gaa tgg caa atg gag tta ccc aaa ctt 618 
He Leu Gin Leu Leu Leu Lys Glu Trp Gin Met Glu Leu Pro Lys Leu 
120 125 130 135 

gtt ate tct gta cat ggg ggc atg cag aaa ttt gag ctt cac cca cga 666 
Val He Ser Val His Gly Gly Met Gin Lys Phe Glu Leu His Pro Arg 
140 145 150 

ate aag cag ttg ctt gga aaa ggt ctt att aaa get gca gtt aca act 714 
He Lys Gin Leu Leu Gly Lys Gly Leu He Lys Ala Ala Val Thr Thr 
155 160 165 

gga gee tgg att tta act gga gga gta aac aca ggt gtg gca aaa cat 7 62 
Gly Ala Trp He Leu Thr Gly Gly Val Asn Thr Gly Val Ala Lys His 
170 175 180 

gtt gga gat gee etc aaa gaa cat get tec aga tea tct cga aag att 810 
Val Gly Asp Ala Leu Lys Glu His Ala Ser Arg Ser Ser Arg Lys He 
185 190 195 

tgc act ate gga ata get cca tgg gga gtg att gaa aac aga aat gat 858 
Cys Thr He Gly He Ala Pro Trp Gly Val He Glu Asn Arg Asn Asp 
200 205 210 215 

ctt gtt ggg aga gat gtg gtt get cct tat caa ace tta ttg aac ccc 906 
Leu Val Gly Arg Asp Val Val Ala Pro Tyr Gin Thr Leu Leu Asn Pro 
220 225 230 

ctg age aaa ttg aat gtt ttg aat aat ctg cat tec cat ttc ata ttg 954 
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Leu Ser Lys Leu Asn Val Leu Asn Asn Leu His Ser His Phe lie Leu 
235 240 245 



gtg gat gat ggc act gtt gga aag tat ggg gcg gaa gtc aga ctg aga 1002 
Val Asp Asp Gly Thr Val Gly Lys Tyr Gly Ala Glu Val Arg Leu Arg 
250 255 260 

aga gaa ctt gaa aaa act att aat cag caa aga att cat get agg att 1050 
Arg Glu Leu Glu Lys Thr lie Asn Gin Gin Arg lie His Ala Arg lie 
265 270 275 

ggc cag ggt gtc cct gtg gtg gca ctt ata ttt gag ggt ggg cca aat 1098 
Gly Gin Gly Val Pro Val Val Ala Leu lie Phe Glu Gly Gly Pro Asn 
280 285 290 295 

gtt ate etc aca gtt ctt gaa tac ctt cag gaa age ccc cct gtt cca 1146 
Val lie Leu Thr Val Leu Glu Tyr Leu Gin Glu Ser Pro Pro Val Pro 
300 305 310 

gta gtt gtg tgt gaa gga aca ggc aga get gca gat ctg eta gcg tat 1194 
Val Val Val Cys Glu Gly Thr Gly Arg Ala Ala Asp Leu Leu Ala Tyr 
315 320 325 

att cat aaa caa aca gaa gaa gga ggg aat ctt cct gat gca gca ggg 1242 
lie His Lys Gin Thr Glu Glu Gly Gly Asn Leu Pro Asp Ala Ala Gly 
330 335 340 

cac gat att att tec act ate aaa aaa aca ttt aac ttt ggc cag aat 1290 
His Asp lie lie Ser Thr lie Lys Lys Thr Phe Asn Phe Gly Gin Asn 
345 350 355 

gaa gca ctt cat tta ttt caa aca ctg atg gag tgc atg aaa aga aag 1338 
Glu Ala Leu His Leu Phe Gin Thr Leu Met Glu Cys Met Lys Arg Lys 
360 365 370 375 

gag ctt ate act gtt ttc cat att ggg tea gat gaa cat caa gat ata 1386 
Glu Leu lie Thr Val Phe His lie Gly Ser Asp Glu His Gin Asp lie 
380 385 390 

gat gta gca ata ctt act gca ctg eta aaa ggt act aat gca tct gca 1434 
Asp Val Ala lie Leu Thr Ala Leu Leu Lys Gly Thr Asn Ala Ser Ala 
395 400 405 

ttt gac cag ctt ate ctt aca ttg gca tgg ggt aga gtt gac att gee 1482 
Phe Asp Gin Leu lie Leu Thr Leu Ala Trp Gly Arg Val Asp lie Ala 
410 415 420 

aaa aat cat gta ttt gtt tat gga cag cag tgg ctg gtt gga tec ttg 1530 
Lys Asn His Val Phe Val Tyr Gly Gin Gin Trp Leu Val Gly Ser Leu 
425 430 435 

gaa caa get atg ctt gat get ctt gta atg gat aga gtt gca ttt gta 1578 
Glu Gin Ala Met Leu Asp Ala Leu Val Met Asp Arg Val Ala Phe Val 
440 445 450 455 

aaa ctt ctt att gaa aat gga gta age atg cat aaa ttc ctt ace att 1626 
Lys Leu Leu lie Glu Asn Gly Val Ser Met His Lys Phe Leu Thr lie 
460 465 470 

ccg aga ctg gaa gaa ctt tac aac act aaa caa ggt cca act aat cca 1674 
Pro Arg Leu Glu Glu Leu Tyr Asn Thr Lys Gin Gly Pro Thr Asn Pro 
475 480 485 
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atg ctg ttt cat ctt gtt cga gac gtc aaa cag gga aat ctt cct cca 1722 
Met Leu Phe His Leu Val Arg Asp Val Lys Gin Gly Asn Leu Pro Pro 
490 495 500 

gga tat aag ate act ctg att gat ata gga ctt gtt att gaa tat etc 1770 
Gly Tyr Lys lie Thr Leu lie Asp lie Gly Leu Val lie Glu Tyr Leu 
505 510 515 

atg gga gga acc tac aga tgc acc tat act agg aaa cgt ttt cga tta 1818 
Met Gly Gly Thr Tyr Arg Cys Thr Tyr Thr Arg Lys Arg Phe Arg Leu 
520 525 530 535 

ata tat aat agt ctt ggt gga aat aat egg agg tct ggc cga aat acc 1866 
lie Tyr Asn Ser Leu Gly Gly Asn Asn Arg Arg Ser Gly Arg Asn Thr 
540 545 550 

tec age age act cct cag ttg cga aag agt cat gaa tct ttt ggc aat 1914 
Ser Ser Ser Thr Pro Gin Leu Arg Lys Ser His Glu Ser Phe Gly Asn 
555 560 565 

agg gca gat aaa aag gaa aaa atg agg cat aac cat ttc att aag aca 1962 
Arg Ala Asp Lys Lys Glu Lys Met Arg His Asn His Phe lie Lys Thr 
570 575 580 

gca cag ccc tac cga cca aag att gat aca gtt atg gaa gaa gga aag 2010 
Ala Gin Pro Tyr Arg Pro Lys lie Asp Thr Val Met Glu Glu Gly Lys 
585 590 595 

aag aaa aga acc aaa gat gaa att gta gac att gat gat cca gaa acc 2 058 
Lys Lys Arg Thr Lys Asp Glu lie Val Asp lie Asp Asp Pro Glu Thr 
600 605 610 615 

aag cgc ttt cct tat cca ctt aat gaa ctt tta att tgg get tgc ctt 2106 
Lys Arg Phe Pro Tyr Pro Leu Asn Glu Leu Leu lie Trp Ala Cys Leu 
620 625 630 

atg aag agg cag gtc atg gee cgt ttt tta tgg caa cat ggt gaa gaa 2154 
Met Lys Arg Gin Val Met Ala Arg Phe Leu Trp Gin His Gly Glu Glu 
635 640 645 

tea atg get aaa gca tta gtt gee tgt aag ate tat cgt tea atg gca 2202 
Ser Met Ala Lys Ala Leu Val Ala Cys Lys lie Tyr Arg Ser Met Ala 
650 655 660 

tat gaa gca aag cag agt gac ctg gta gat gat act tea gaa gaa eta 22 50 
Tyr Glu Ala Lys Gin Ser Asp Leu Val Asp Asp Thr Ser Glu Glu Leu 
665 670 675 

aaa cag tat tec aat gat ttt ggt cag ttg gee gtt gaa tta tta gaa 2298 
Lys Gin Tyr Ser Asn Asp Phe Gly Gin Leu Ala Val Glu Leu Leu Glu 
680 685 690 695 

cag tec ttc aga caa gat gaa acc atg get atg aaa ttg etc act tat 2346 
Gin Ser Phe Arg Gin Asp Glu Thr Met Ala Met Lys Leu Leu Thr Tyr 
700 705 710 

gaa ctg aag aac tgg agt aat tea acc tgc ctt aag tta gca gtt tct 2394 
Glu Leu Lys Asn Trp Ser Asn Ser Thr Cys Leu Lys Leu Ala Val Ser 
715 720 725 

tea aga ctt aga cct ttt gta get cac acc tgt aca caa atg ttg tta 2442 
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Ser Arg Leu Arg Pro Phe Val Ala His Thr Cys Thr Gin Met Leu Leu 
730 735 740 



tct gat atg tgg atg gga agg ctg aat atg agg aaa aat tec tgg tac 2490 
Ser Asp Met Trp Met Gly Arg Leu Asn Met Arg Lys Asn Ser Trp Tyr 
745 750 755 

aag gtc ata eta age att tta gtt cca cct gee ata ttg ctg tta gag 2538 
Lys Val lie Leu Ser lie Leu Val Pro Pro Ala lie Leu Leu Leu Glu 
760 765 770 775 

tat aaa act aag get gaa atg tec cat ate cca caa tct caa gat get 2586 
Tyr Lys Thr Lys Ala Glu Met Ser His lie Pro Gin Ser Gin Asp Ala 
780 785 790 

cat cag atg tea atg gat gac age gaa aac aac ttt cag aac ata aca 2634 
His Gin Met Ser Met Asp Asp Ser Glu Asn Asn Phe Gin Asn lie Thr 
795 800 805 

gaa gag ate ccc atg gaa gtg ttt aaa gaa gta egg att ttg gat agt 2682 
Glu Glu lie Pro Met Glu Val Phe Lys Glu Val Arg lie Leu Asp Ser 
810 815 820 

aat gaa gga aag aat gag atg gag ata caa atg aaa tea aaa aag ctt 2730 
Asn Glu Gly Lys Asn Glu Met Glu lie Gin Met Lys Ser Lys Lys Leu 
825 830 835 

cca att acg cga aag ttt tat gee ttt tat cat gca cca att gta aaa 2778 
Pro lie Thr Arg Lys Phe Tyr Ala Phe Tyr His Ala Pro lie Val Lys 
840 845 850 855 

ttc tgg ttt aac acg ttg gca tat tta gga ttt ctg atg ctt tat aca 2826 
Phe Trp Phe Asn Thr Leu Ala Tyr Leu Gly Phe Leu Met Leu Tyr Thr 
860 865 870 

ttt gtg gtt ctt gta caa atg gaa cag tta cct tea gtt caa gaa tgg 2874 
Phe Val Val Leu Val Gin Met Glu Gin Leu Pro Ser Val Gin Glu Trp 
875 880 885 



att gtt att get tat att ttt act tat gee att gag aaa gtc cgt gag 
lie Val lie Ala Tyr lie Phe Thr Tyr Ala lie Glu Lys Val Arg Glu 
890 895 900 
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ate ttt atg tct gaa get ggg aaa gta aac cag aag att aaa gta tgg 2970 
lie Phe Met Ser Glu Ala Gly Lys Val Asn Gin Lys lie Lys Val Trp 
905 910 915 

ttt agt gat tac ttc aac ate agt gat aca att gee ata att tct ttc 3018 
Phe Ser Asp Tyr Phe Asn lie Ser Asp Thr lie Ala lie lie Ser Phe 
920 925 930 935 

ttc att gga ttt gga eta aga ttt gga gca aaa tgg aac ttt gca aat 3066 
Phe lie Gly Phe Gly Leu Arg Phe Gly Ala Lys Trp Asn Phe Ala Asn 
940 945 950 

gca tat gat aat cat gtt ttt gtg get gga aga tta att tac tgt ctt 3114 
Ala Tyr Asp Asn His Val Phe Val Ala Gly Arg Leu lie Tyr Cys Leu 
955 960 965 

aac ata ata ttt tgg tat gtg cgt ttg eta gat ttt eta get gta aat 3162 
Asn lie lie Phe Trp Tyr Val Arg Leu Leu Asp Phe Leu Ala Val Asn 
970 975 980 
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caa cag gca gga cct tat gta atg atg att gga aaa atg gtg gcc aat 3210 
Gin Gin Ala Gly Pro Tyr Val Met Met lie Gly Lys Met Val Ala Asn 
985 990 995 

atg ttc tac att gta gtg att atg get ctt gta tta ctt agt ttt ggt 3258 
Met Phe Tyr lie Val Val lie Met Ala Leu Val Leu Leu Ser Phe Gly 
1000 1005 1010 1015 

gtt ccc aga aag gca ata ctt tat cct cat gaa gca cca tct tgg act 3306 
Val Pro Arg Lys Ala lie Leu Tyr Pro His Glu Ala Pro Ser Trp Thr 
1020 1025 1030 

ctt get aaa gat ata gtt ttt cac cca tac tgg atg att ttt ggt gaa 3354 
Leu Ala Lys Asp lie Val Phe His Pro Tyr Trp Met lie Phe Gly Glu 
1035 1040 1045 

gtt tat gca tac gaa att gat gtg tgt gca aat gat tct gtt ate cct 3402 
Val Tyr Ala Tyr Glu lie Asp Val Cys Ala Asn Asp Ser Val lie Pro 
1050 1055 1060 

caa ate tgt ggt cct ggg acg tgg ttg act cca ttt ctt caa gca gtc 3450 
Gin lie Cys Gly Pro Gly Thr Trp Leu Thr Pro Phe Leu Gin Ala Val 
1065 1070 1075 

tac etc ttt gta cag tat ate att atg gtt aat ctt ctt att gca ttt 3498 
Tyr Leu Phe Val Gin Tyr lie lie Met Val Asn Leu Leu He Ala Phe 
1080 1085 1090 1095 

ttc aac aat gtg tat tta caa gtg aag gca att tec aat att gta tgg 3546 
Phe Asn Asn Val Tyr Leu Gin Val Lys Ala He Ser Asn He Val Trp 
1100 1105 1110 

aag tac cag cgt tat cat ttt att atg get tat cat gag aaa cca gtt 3594 
Lys Tyr Gin Arg Tyr His Phe He Met Ala Tyr His Glu Lys Pro Val 
1115 1120 1125 

ctg cct cct cca ctt ate att ctt age cat ata gtt tct ctg ttt tgc 3642 
Leu Pro Pro Pro Leu He He Leu Ser His He Val Ser Leu Phe Cys 
1130 1135 1140 

tgc ata tgt aag aga aga aag aaa gat aag act tec gat gga cca aaa 3690 
Cys He Cys Lys Arg Arg Lys Lys Asp Lys Thr Ser Asp Gly Pro Lys 
1145 1150 1155 

ctt ttc tta aca gaa gaa gat caa aag aaa ctt cat gat ttt gaa gag 3738 
Leu Phe Leu Thr Glu Glu Asp Gin Lys Lys Leu His Asp Phe Glu Glu 
1160 1165 1170 1175 

cag tgt gtt gaa atg tat ttc aat gaa aaa gat gac aaa ttt cat tct 3786 
Gin Cys Val Glu Met Tyr Phe Asn Glu Lys Asp Asp Lys Phe His Ser 
1180 1185 1190 

ggg agt gaa gag aga att cgt gtc act ttt gaa aga gtg gaa cag atg 3834 
Gly Ser Glu Glu Arg He Arg Val Thr Phe Glu Arg Val Glu Gin Met 
1195 1200 1205 

tgc att cag att aaa gaa gtt gga gat cgt gtc aac tac ata aaa aga 3882 
Cys He Gin He Lys Glu Val Gly Asp Arg Val Asn Tyr He Lys Arg 
1210 1215 1220 

tea tta caa tea tta gat tct caa att ggc cat ttg caa gat ctt tea 3930 
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Ser Leu Gin Ser Leu Asp Ser Gin lie Gly His Leu Gin Asp Leu Ser 
1225 1230 1235 



gcc ctg acg gta gat aca tta aaa aca etc act gec cag aaa gcg teg 3978 
Ala Leu Thr Val Asp Thr Leu Lys Thr Leu Thr Ala Gin Lys Ala Ser 
1240 1245 1250 1255 

gaa get age aaa gtt cat aat gaa ate aca cga gaa ctg age att tec 4026 
Glu Ala Ser Lys Val His Asn Glu lie Thr Arg Glu Leu Ser lie Ser 
1260 1265 1270 

aaa cac ttg get caa aac ctt att gat gat ggt cct gta aga cct tct 4074 
Lys His Leu Ala Gin Asn Leu lie Asp Asp Gly Pro Val Arg Pro Ser 
1275 1280 1285 

gta tgg aaa aag cat ggt gtt gta aat aca ctt age tec tct ctt cct 4122 
Val Trp Lys Lys His Gly Val Val Asn Thr Leu Ser Ser Ser Leu Pro 
1290 1295 1300 

caa ggt gat ctt gaa agt aat aat cct ttt cat tgt aat att tta atg 4170 
Gin Gly Asp Leu Glu Ser Asn Asn Pro Phe His Cys Asn lie Leu Met 
1305 1310 1315 

aaa gat gac aaa gat ccc cag tgt aat ata ttt ggt caa gac tta cct 4218 
Lys Asp Asp Lys Asp Pro Gin Cys Asn lie Phe Gly Gin Asp Leu Pro 
1320 1325 1330 1335 

gca gta ccc cag aga aaa gaa ttt aat ttt cca gag get ggt tec tct 42 66 
Ala Val Pro Gin Arg Lys Glu Phe Asn Phe Pro Glu Ala Gly Ser Ser 
1340 1345 1350 

tct ggt gcc tta ttc cca agt get gtt tec cct cca gaa ctg cga cag 4314 
Ser Gly Ala Leu Phe Pro Ser Ala Val Ser Pro Pro Glu Leu Arg Gin 
1355 1360 1365 

aga eta cat ggg gta gaa etc tta aaa ata ttt aat aaa aat caa aaa 4362 
Arg Leu His Gly Val Glu Leu Leu Lys lie Phe Asn Lys Asn Gin Lys 
1370 1375 1380 

tta ggc agt tea tct act age ata cca cat ctg tea tec cca cca ace 4410 
Leu Gly Ser Ser Ser Thr Ser lie Pro His Leu Ser Ser Pro Pro Thr 
1385 1390 1395 

aaa ttt ttt gtt agt aca cca tct cag cca agt tgc aaa age cac ttg 4458 
Lys Phe Phe Val Ser Thr Pro Ser Gin Pro Ser Cys Lys Ser His Leu 
1400 1405 1410 1415 

gaa act gga ace aaa gat caa gaa act gtt tgc tct aaa get aca gaa 4506 
Glu Thr Gly Thr Lys Asp Gin Glu Thr Val Cys Ser Lys Ala Thr Glu 
1420 1425 1430 

gga gat aat aca gaa ttt gga gca ttt gta gga cac aga gat age atg 4554 
Gly Asp Asn Thr Glu Phe Gly Ala Phe Val Gly His Arg Asp Ser Met 
1435 1440 1445 

gat tta cag agg ttt aaa gaa aca tea aac aag ata aaa ata eta tec 4602 
Asp Leu Gin Arg Phe Lys Glu Thr Ser Asn Lys lie Lys lie Leu Ser 
1450 1455 1460 

gag cag cag aat gat gta aga aat gtg att atg gag tat aca gag atg 4650 
Glu Gin Gin Asn Asp Val Arg Asn Val lie Met Glu Tyr Thr Glu Met 
1465 1470 1475 
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cct aaa tat gag aat aac aat act tct gaa aac act ttg aaa cga gtg 4698 
Pro Lys Tyr Glu Asn Asn Asn Thr Ser Glu Asn Thr Leu Lys Arg Val 
1480 1485 1490 1495 

agt tct ctt get gga ttt act gac tgt cac aga act tec att cct gtt 4746 
Ser Ser Leu Ala Gly Phe Thr Asp Cys His Arg Thr Ser lie Pro Val 
1500 1505 1510 

cat tea aaa caa gca gaa aaa ate agt aga agg cca tct acc gaa gac 4794 
His Ser Lys Gin Ala Glu Lys lie Ser Arg Arg Pro Ser Thr Glu Asp 
1515 1520 1525 

act cat gaa gta gat tec aaa gca get tta ata ccg gat tgg tta caa 4842 
Thr His Glu Val Asp Ser Lys Ala Ala Leu lie Pro Asp Trp Leu Gin 
1530 1535 1540 

gat aga cca tea aac aga gaa atg cca tct gaa gaa gga aca tta aat 4890 
Asp Arg Pro Ser Asn Arg Glu Met Pro Ser Glu Glu Gly Thr Leu Asn 
1545 1550 1555 

ggt etc act tct cca ttt aag cca get atg gat aca aat tac tat tat 4938 
Gly Leu Thr Ser Pro Phe Lys Pro Ala Met Asp Thr Asn Tyr Tyr Tyr 
1560 1565 1570 1575 

tea get gtg gaa aga aat aac ttg atg agg tta tea cag age att cca 4986 
Ser Ala Val Glu Arg Asn Asn Leu Met Arg Leu Ser Gin Ser lie Pro 
1580 1585 1590 

ttt aca cct gtg cct cca aga ggg gag cct gtc aca gtg tat cgt ttg 5034 
Phe Thr Pro Val Pro Pro Arg Gly Glu Pro Val Thr Val Tyr Arg Leu 
1595 1600 1605 

gaa gag agt tea ccc aac ata eta aat aac age atg tct tct tgg tea 5082 
Glu Glu Ser Ser Pro Asn lie Leu Asn Asn Ser Met Ser Ser Trp Ser 
1610 1615 1620 

caa eta ggc etc tgt gee aaa ata gag ttt tta age aaa gag gag atg 513 0 
Gin Leu Gly Leu Cys Ala Lys lie Glu Phe Leu Ser Lys Glu Glu Met 
1625 1630 1635 

gga gga ggt tta cga aga get gtc aaa gta cag tgt acc tgg tea gaa 5178 
Gly Gly Gly Leu Arg Arg Ala Val Lys Val Gin Cys Thr Trp Ser Glu 
1640 1645 1650 1655 

cat gat ate etc aaa tea ggg cat ctt tat att ate aaa tct ttt ctt 5226 
His Asp lie Leu Lys Ser Gly His Leu Tyr lie lie Lys Ser Phe Leu 
1660 1665 1670 

cca gag gtg gtt aat aca tgg tea agt att tat aaa gaa gat aca gtt 5274 
Pro Glu Val Val Asn Thr Trp Ser Ser lie Tyr Lys Glu Asp Thr Val 
1675 1680 1685 

ctg cat etc tgt ctg aga gaa att caa caa cag aga gca gca caa aag 5322 
Leu His Leu Cys Leu Arg Glu lie Gin Gin Gin Arg Ala Ala Gin Lys 
1690 1695 1700 

ctt acg ttt gee ttt aat caa atg aaa ccc aaa tec ata cca tat tct 5370 
Leu Thr Phe Ala Phe Asn Gin Met Lys Pro Lys Ser lie Pro Tyr Ser 
1705 1710 1715 

cca agg ttc ctt gaa gtt ttc ctg ctg tat tgc cat tea gca gga cag 5418 
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Pro Arg Phe Leu Glu Val Phe Leu Leu Tyr Cys His Ser Ala Gly Gin 
1720 1725 1730 1735 



tgg ttt get gtg gaa gaa tgt atg act gga gaa ttt aga aaa tac aac 
Trp Phe Ala Val Glu Glu Cys Met Thr Gly Glu Phe Arg Lys Tyr Asn 
1740 1745 1750 



5466 



aat aat aat gga gat gag att att cca act aat act ctg gaa gag ate 5514 
Asn Asn Asn Gly Asp Glu lie lie Pro Thr Asn Thr Leu Glu Glu lie 
1755 1760 1765 

atg eta gee ttt age cac tgg act tac gaa tat aca aga ggg gag tta 5562 
Met Leu Ala Phe Ser His Trp Thr Tyr Glu Tyr Thr Arg Gly Glu Leu 
1770 1775 1780 

ctg gta ctt gat ttg caa ggt gtt ggt gaa aat ttg act gac cca tct 5610 
Leu Val Leu Asp Leu Gin Gly Val Gly Glu Asn Leu Thr Asp Pro Ser 
1785 1790 1795 

gtg ata aaa gca gaa gaa aag aga tec tgt gat atg gtt ttt ggc cca 5658 
Val lie Lys Ala Glu Glu Lys Arg Ser Cys Asp Met Val Phe Gly Pro 
1800 1805 1810 1815 

gca aat eta gga gaa gat gca att aaa aac ttc aga gca aaa cat cac 57 06 
Ala Asn Leu Gly Glu Asp Ala lie Lys Asn Phe Arg Ala Lys His His 
1820 1825 1830 

tgt aat tct tgc tgt aga aag ctt aaa ctt cca gat ctg aag agg aat 5754 
Cys Asn Ser Cys Cys Arg Lys Leu Lys Leu Pro Asp Leu Lys Arg Asn 
1835 1840 1845 

gat tat acg cct gat aaa att ata ttt cct cag gat gag cct tea gat 5802 
Asp Tyr Thr Pro Asp Lys lie lie Phe Pro Gin Asp Glu Pro Ser Asp 
1850 1855 1860 

ttg aat ctt cag cct gga aat tec ace aaa gaa tea gaa tea act aat 5850 
Leu Asn Leu Gin Pro Gly Asn Ser Thr Lys Glu Ser Glu Ser Thr Asn 
1865 1870 1875 



tct gtt cgt ctg atg tta taa tattaatatt actgaatcat tggttttgcc 
Ser Val Arg Leu Met Leu * 
1880 1885 



5901 



tgcacctcac 
tagaaaggtg 
tttgacctga 
taaaggtaat 
tctcatttga 
accaaaggta 
gaaatgaaga 
ttagtgtgtt 
ggaaatgact 
ttttcaagag 
gttttttttt 
tgttttatca 
ttataaaagc 
gtactttttt 
attttattga 
ttgtgttgga 
gattatcatt 
taacagcccc 
ttatgettta 



agaaatgtta 
tatgeaagtt 
ttaatcagtc 
tgataattag 
ctttgttttg 
ggtgtccatg 
aatcacgcag 
cagtgatgat 
tgttctaatt 
ggaeggtatt 
ttaaatagaa 
agtcactgtt 
agaaacctaa 
ccctatctgt 
ttgttatatc 
acatttgaac 
atgtgatact 
agatattgtt 
attttttttc 



ctgtgtcact 
gaatttgctg 
agaaagtccc 
tatttgtaac 
atgagggtga 
cagattttat 
ccttttggtt 
atcactggtt 
ctaggttcac 
tatgaatcag 
cccaaattgt 
aagtagaaga 
ctcactcgtc 
atctatagca 
aaatcagaat 
atgaatgctg 
ggcagattgc 
gaatattcaa 
tttttttttc 



tttccctcgg 
actccagcac 
tataggatag 
tttttaaagg 
tgccctctct 
tggcagctgt 
aaatggcagt 
cccaactaga 
agaggtatga 
ggttaggctc 
gtaaaaatgt 
aagccatggt 
aagggaagtt 
acaacccaga 
gtaaacatga 
tttgtggtac 
agtgcaacct 
caataacaag 
tttttctttt 



gaggaaattg 
agttaaaagg 
agctggcagc 
gctctttgta 
tatgtggtac 
tttattgeca 
caaaattttc 
tgcttgttgg 
gaagcctgaa 
catatttaaa 
taattgggtt 
aaactgatac 
accttttgag 
acttacaaac 
actcttgeat 
ttaagaaatt 
tatgecaata 
aaaagctttt 
gtttccttgg 



tttggtaata 
tcaatattct 
tgagaaattt 
tagcagagga 
aataccatta 
ttcaactagg 
ctcagtgtat 
ecaegggaag 
ctgaagacca 
gatagageca 
ttttaaacat 
ataacctaaa 
gaaagttaaa 
ttctccaaag 
atatttaaaa 
aattcagttg 
aaatgtaatt 
catctaagtt 
tactaatttt 



5961 
6021 
6081 
6141 
6201 
6261 
6321 
6381 
6441 
6501 
6561 
6621 
6681 
6741 
6801 
6861 
6921 
6981 
7041 
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aatttttatt tggaagggag cagtataaag 
atacagacaa ggcaagagat gataagctgt 
gggagaaaga aaaagtgtat tacttaaaga 
tttaaaagaa atgaaataaa tttattgttt 



cttatttgta tttagtagtg tatctcatag 7101 
ttaaatagtg tttaatattg attgggggtg 7161 
tactatatac gttttgtata tcattaaatc 7221 
acagatgaaa aaaaaaaaaa aaaaaaaaa 72 80 



<210> 24 

<211> 1885 

<212> PRT 

<213> Homo Sapiens 



<400> 24 



Met 


Ser 


Gin 


Lys 


Ser 


Trp 


He 


Glu 


Ser 


Thr 


Leu 


Thr 


LVS 


Arg 


Glu 


Cys 


1 








5 










10 










15 




Val 


Tyr 


He 


He 


Pro 


Ser 


Ser 


Lys 


Asp 


Pro 


His 


Arg 


Cys 


Leu 


Pro 


Gly 








20 










25 










30 






Cvs 


Gin 


He 


Cvs 


Gin 


Gin 


Leu 


Val 


Arcr 


Cvs 


Phe 


Cvs 


Gly 


Arg 


Leu 


Val 






35 










40 










45 








Lvs 


Gin 


His 


Ala 


Cvs 


Phe 


Thr 


Ala 


Ser 


Leu 


Ala 


Met 


Lvs 

"Jr *-* 


Tvr 


Ser 


Asp 




50 










55 










60 










Val 


Lys 


Leu 


Gly 


Asp 


His 


Phe 


Asn 


Gin 


Ala 


He 


Glu 


Glu 


Trp 


Ser 


Val 


65 










70 










75 










80 


Glu 


Lys 


His 


Thr 


Glu 


Gin 


Ser 


Pro 


Thr 


Asp 


Ala 


Tvr 


Gly 


Val 


He 


Asn 










85 










90 










95 




Phe 


Gin 


Glv 


Glv 

UA Jr 


Ser 


His 


Ser 


Tvr 


Arg 


Ala 


Lys 


Tvr 

JT 


Val 


Arg 


Leu 


Ser 








100 










105 










110 






Tyr 


Asp 


Thr 


Lys 


Pro 


Glu 


Val 


He 


Leu 


Gin 


Leu 


Leu 


Leu 


Lvs 


Glu 


Trp 






115 










120 










125 








Gin 


Met 


Glu 


Leu 


Pro 


Lys 


Leu 


Val 


He 


Ser 


Val 


His 


Glv 

VJA Jr 


Glv 

UJ - Jr 


Met 


Gin 




130 










135 










140 










Lys 


Phe 


Glu 


Leu 


His 


Pro 


Arg 


He 


Lys 


Gin 


Leu 


Leu 


Glv 

v - JJ - Jr 


Lys 


Glv 


Leu 


145 










150 










155 










160 


lie 


Lys 


Ala 


Ala 


Val 


Thr 


Thr 


Glv 


Ala 




He 


Leu 


Thr 


Glv 


Glv 


Val 










165 










170 










175 




Asn 


Thr 


Glv 

^ Jr 


Val 


Ala 


Lys 


His 


Val 


Glv 


Asp 


Ala 


Leu 


Lys 


Glu 


His 


Ala 








180 










185 










190 






Ser 


Arcr 


Ser 


Ser 


Arcr 


Lvs 


He 


Cys 


Thr 


He 


Glv 


He 


Ala 


Pro 


Tro 


Glv 






195 










200 










205 








Val 


He 


Glu 


Asn 


Arg 


Asn 


Asp 


Leu 


Val 


Glv 


Arg 


Asp 


Val 


Val 


Ala 


Pro 




210 










215 










220 










Tvr 


Gin 


Thr 


Leu 


Leu 


Asn 


Pro 


Leu 


Ser 


Lys 


Leu 


Asn 


Val 


Leu 


Asn 


Asn 


225 










230 










235 










240 


Leu 


His 


Ser 


His 


Phe 


He 


Leu 


Val 


Asp 


Asp 


Glv 


Thr 


Val 


Glv 


Lys 


Tvr 

Jr 










245 










250 










255 




Glv 


Ala 


Glu 


Val 


Arg 


Leu 


Arg 


Arg 


Glu 


Leu 


Glu 


Lys 


Thr 


He 


Asn 


Gin 








260 










265 










270 






Gin 


Arg 


He 


His 


Ala 


Arg 


He 


Gly 


Gin 


Gly 


Val 


Pro 


Val 


Val 


Ala 


Leu 






275 










280 










285 








He 


Phe 


Glu 


Gly 


Gly 


Pro 


Asn 


Val 


He 


Leu 


Thr 


Val 


Leu 


Glu 


Tyr 


Leu 




290 










295 










300 










Gin 


Glu 


Ser 


Pro 


Pro 


Val 


Pro 


Val 


Val 


Val 


Cys 


Glu 


Gly 


Thr 


Gly 


Arg 


305 










310 










315 










320 


Ala 


Ala 


Asp 


Leu 


Leu 


Ala 


Tyr 


He 


His 


Lys 


Gin 


Thr 


Glu 


Glu 


Gly 


Gly 










325 










330 










335 




Asn 


Leu 


Pro 


Asp 


Ala 


Ala 


Gly 


His 


Asp 


He 


He 


Ser 


Thr 


He 


Lys 


Lys 








340 










345 










350 






Thr 


Phe 


Asn 


Phe 


Gly 


Gin 


Asn 


Glu 


Ala 


Leu 


His 


Leu 


Phe 


Gin 


Thr 


Leu 






355 










360 










365 








Met 


Glu 


Cys 


Met 


Lys 


Arg 


Lys 


Glu 


Leu 


He 


Thr 


Val 


Phe 


His 


He 


Gly 




370 










375 










380 










Ser 


Asp 


Glu 


His 


Gin 


Asp 


He 


Asp 


Val 


Ala 


He 


Leu 


Thr 


Ala 


Leu 


Leu 


385 










390 










395 










400 


Lys 


Gly 


Thr 


Asn 


Ala 


Ser 


Ala 


Phe 


Asp 


Gin 


Leu 


He 


Leu 


Thr 


Leu 


Ala 
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Trp 


Gly 


Arg 


Val 








420 


Gin 


Trp 


Leu 


Val 






435 




Met 


Asp 


Arg 


Val 




450 






Met 


His 


Lys 


Phe 


465 








Lys 


Gin 


Gly 


Pro 


Lys 


Gin 


Gly 


Asn 








500 


Gly 


Leu 


Val 


He 






515 




Thr 


Arq 


Lys 


Arg 




530 






Ara 


Arcr 


Ser 


Gly 


545 








Ser 


His 


Glu 


Ser 


His 


Asn 


His 


Phe 








580 


Thr 


Val 


Met 


Glu 






595 




Asp 


lie 


Asp 


Asp 




610 






Leu 


Leu 


He 


Trp 


625 








Leu 


Trp 


Gin 


His 


Lys 


lie 


Tyr 


Arg 








660 


Asp 


Asp 


Thr 


Ser 






675 




Leu 


Ala 


Val 


Glu 




690 






Ala 


Met 


Lys 


Leu 


705 








Cys 


Leu 


Lvs 


Leu 


Thr 


Cvs 


Thr 


Gin 








740 


Met 


Arg 


Lys 


Asn 






755 




Pro 


Ala 


He 


Leu 




770 






lie 


Pro 


Gin 


Ser 


785 








Asn 


Asn 


Phe 


Gin 


Glu 


Val 


Arq 


He 








820 


Gin 


Met 


Lys 


Ser 






835 




Tyr 


His 


Ala 


Pro 




850 






Gly 


Phe 


Leu 


Met 


865 








Leu 


Pro 


Ser 


Val 


Ala 


He 


Glu 


Lys 



405 

Asp He Ala Lys 

Gly Ser Leu Glu 
440 

Ala Phe Val Lys 
455 

Leu Thr He Pro 
470 

Thr Asn Pro Met 
485 

Leu Pro Pro Gly 

Glu Tyr Leu Met 
520 

Phe Arg Leu He 
535 

Arg Asn Thr Ser 
550 

Phe Gly Asn Arg 
565 

He Lys Thr Ala 

Glu Gly Lys Lys 
600 

Pro Glu Thr Lys 
615 

Ala Cys Leu Met 
630 

Gly Glu Glu Ser 
645 

Ser Met Ala Tyr 

Glu Glu Leu Lys 
680 

Leu Leu Glu Gin 
695 

Leu Thr Tyr Glu 
710 

Ala Val Ser Ser 
725 

Met Leu Leu Ser 

Ser Trp Tyr Lys 
760 

Leu Leu Glu Tyr 
775 

Gin Asp Ala His 
790 

Asn He Thr Glu 
805 

Leu Asp Ser Asn 

Lys Lys Leu Pro 
840 

He Val Lys Phe 
855 

Leu Tyr Thr Phe 
870 

Gin Glu Trp He 
885 

Val Arg Glu He 



410 

Asn His Val Phe 
425 

Gin Ala Met Leu 

Leu Leu He Glu 
460 

Arg Leu Glu Glu 
475 

Leu Phe His Leu 
490 

Tyr Lys He Thr 
505 

Gly Gly Thr Tyr 

Tyr Asn Ser Leu 
540 

Ser Ser Thr Pro 
555 

Ala Asp Lys Lys 
570 

Gin Pro Tyr Arg 
585 

Lys Arg Thr Lys 

Arg Phe Pro Tyr 
620 

Lys Arg Gin Val 
635 

Met Ala Lys Ala 
650 

Glu Ala Lys Gin 
665 

Gin Tyr Ser Asn 

Ser Phe Arg Gin 
700 

Leu Lys Asn Trp 
715 

Arg Leu Arg Pro 
730 

Asp Met Trp Met 
745 

Val He Leu Ser 

Lys Thr Lys Ala 
780 

Gin Met Ser Met 
795 

Glu He Pro Met 
810 

Glu Gly Lys Asn 
825 

He Thr Arg Lys 

Trp Phe Asn Thr 
860 

Val Val Leu Val 
875 

Val He Ala Tyr 
890 

Phe Met Ser Glu 



415 

Val Tyr Gly Gin 
430 

Asp Ala Leu Val 
445 

Asn Gly Val Ser 

Leu Tyr Asn Thr 
480 

Val Arg Asp Val 
495 

Leu He Asp He 
510 

Arg Cys Thr Tyr 
525 

Gly Gly Asn Asn 

Gin Leu Arg Lys 
560 

Glu Lys Met Arg 
575 

Pro Lys He Asp 
590 

Asp Glu He Val 
605 

Pro Leu Asn Glu 

Met Ala Arg Phe 
640 

Leu Val Ala Cys 
655 

Ser Asp Leu Val 
670 

Asp Phe Gly Gin 
685 

Asp Glu Thr Met 

Ser Asn Ser Thr 
720 

Phe Val Ala His 
735 

Gly Arg Leu Asn 
750 

He Leu Val Pro 
765 

Glu Met Ser His 

Asp Asp Ser Glu 
800 

Glu Val Phe Lys 
815 

Glu Met Glu He 
830 

Phe Tyr Ala Phe 
845 

Leu Ala Tyr Leu 

Gin Met Glu Gin 
880 

He Phe Thr Tyr 
895 

Ala Gly Lys Val 



50 









900 










905 










910 






Asn 


Gin 


Lys 


He 


Lys 


Val 


Trp 


Phe 


Ser 


Asp 


Tyr 


Phe 


Asn 


He 


Ser 


Asp 






915 










920 










925 








Thr 


He 


Ala 


He 


He 


Ser 


Phe 


Phe 


He 


Gly 


Phe 


Gly 


Leu 


Arg 


Phe 


Gly 




930 










935 










940 










Ala 


Lys 


Trp 


Asn 


Phe 


Ala 


Asn 


Ala 


Tyr 


Asp 


Asn 


His 


Val 


Phe 


Val 


Ala 


945 










950 










955 










960 


Gly Arg 


Leu 


He 


Tyr 


Cys 


Leu 


Asn 


He 


He 


Phe 


Trp 


Tyr 


Val 


Arg 


Leu 










965 










970 










975 




Leu 


Asp 


Phe 


Leu 


Ala 


Val 


Asn 


Gin 


Gin 


Ala 


Gly 


Pro 


Tyr 


Val 


Met 


Met 








980 










985 










990 






lie 


Gly 


Lys 


Met 


Val 


Ala 


Asn 


Met 


Phe 


Tyr 


He 


Val 


Val 


He 


Met 


Ala 






995 










1000 








1005 






Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Gly 


Val 


Pro 


Arg 


Lys 


Ala 


He 


Leu 


Tyr 


Pro 




1010 








1015 








1020 








His 


Glu 


Ala 


Pro 


Ser 


Trp 


Thr 


Leu 


Ala 


Lys 


Asp 


He 


Val 


Phe 


His 


Pro 


1025 








1030 








1035 








1041 


Tyr 


Trp 


Met 


He 


Phe 


Gly 


Glu 


Val 


Tyr 


Ala 


Tyr 


Glu 


He 


Asp 


Val 


Cys 










1045 








1050 








1055 


Ala 


Asn 


Asp 


Ser 


Val 


He 


Pro 


Gin 


He 


Cys 


Gly 


Pro 


Gly 


Thr 


Trp 


Leu 








1060 








1065 








1070 




Thr 


Pro 


Phe 


Leu 


Gin 


Ala 


Val 


Tyr 


Leu 


Phe 


Val 


Gin 


Tyr 


He 


He 


Met 






1075 








1080 








1085 






Val 


Asn 


Leu 


Leu 


He 


Ala 


Phe 


Phe 


Asn 


Asn 


Val 


Tyr 


Leu 


Gin 


Val 


Lys 




1090 








1095 








1100 








Ala 


He 


Ser 


Asn 


He 


Val 


Trp 


Lys 


Tyr 


Gin 


Arg 


Tyr 


His 


Phe 


He 


Met 


1105 








1110 








1115 








1121 


Ala 


Tyr 


His 


Glu 


Lys 


Pro 


Val 


Leu 


Pro 


Pro 


Pro 


Leu 


He 


He 


Leu 


Ser 










1125 








1130 








1135 


His 


He 


Val 


Ser 


Leu 


Phe 


Cys 


Cys 


He 


Cys 


Lys 


Arg 


Arg 


Lys 


Lys 


Asp 








1140 








1145 








1150 




Lys 


Thr 


Ser 


Asp 


Gly 


Pro 


Lys 


Leu 


Phe 


Leu 


Thr 


Glu 


Glu 


Asp 


Gin 


Lys 






1155 








1160 








1165 






Lys 


Leu 


His 


Asp 


Phe 


Glu 


Glu 


Gin 


Cys 


Val 


Glu 


Met 


Tyr 


Phe 


Asn 


Glu 




1170 








1175 








1180 








Lys 


Asp 


Asp 


Lys 


Phe 


His 


Ser 


Gly 


Ser 


Glu 


Glu 


Arg 


He 


Arg 


Val 


Thr 


1185 








1190 








1195 








1201 


Phe 


Glu 


Arg 


Val 


Glu 


Gin 


Met 


Cys 


He 


Gin 


He 


Lys 


Glu 


Val 


Gly 


Asp 










1205 








1210 








1215 


Arg 


Val 


Asn 


Tyr 


He 


Lys 


Arg 


Ser 


Leu 


Gin 


Ser 


Leu 


Asp 


Ser 


Gin 


He 








1220 








1225 








1230 




Gly 


His 


Leu 


Gin 


Asp 


Leu 


Ser 


Ala 


Leu 


Thr 


Val 


Asp 


Thr 


Leu 


Lys 


Thr 






1235 








1240 








1245 






Leu 


Thr 


Ala 


Gin 


Lys 


Ala 


Ser 


Glu 


Ala 


Ser 


Lys 


Val 


His 


Asn 


Glu 


He 




1250 








1255 








1260 








Thr 


Arg 


Glu 


Leu 


Ser 


He 


Ser 


Lys 


His 


Leu 


Ala 


Gin 


Asn 


Leu 


He 


Asp 


1265 








1270 








1275 








1281 


Asp 


Gly 


Pro 


Val 


Arg 


Pro 


Ser 


Val 


Trp 


Lys 


Lys 


His 


Gly Val 


Val 


Asn 










1285 








1290 








1295 


Thr 


Leu 


Ser 


Ser 


Ser 


Leu 


Pro 


Gin 


Gly 


Asp 


Leu 


Glu 


Ser 


Asn 


Asn 


Pro 








1300 








1305 








1310 




Phe 


His 


Cys 


Asn 


He 


Leu 


Met 


Lys 


Asp 


Asp 


Lys 


Asp 


Pro 


Gin 


Cys 


Asn 






1315 








1320 








1325 






He 


Phe 


Gly 


Gin 


Asp 


Leu 


Pro 


Ala 


Val 


Pro 


Gin 


Arg 


Lys 


Glu 


Phe 


Asn 




1330 








1335 








1340 








Phe 


Pro 


Glu 


Ala 


Gly 


Ser 


Ser 


Ser 


Gly 


Ala 


Leu 


Phe 


Pro 


Ser 


Ala 


Val 


1345 








1350 








1355 








1361 


Ser 


Pro 


Pro 


Glu 


Leu 


Arg 


Gin 


Arg 


Leu 


His 


Gly Val 


Glu 


Leu 


Leu 


Lys 










1365 








1370 








1375 


He 


Phe 


Asn 


Lys 


Asn 


Gin 


Lys 


Leu 


Gly 


Ser 


Ser 


Ser 


Thr 


Ser 


He 


Pro 








1380 








1385 








1390 




His 


Leu 


Ser 


Ser 


Pro 


Pro 


Thr 


Lys 


Phe 


Phe 


Val 


Ser 


Thr 


Pro 


Ser 


Gin 



51 



1395 1400 1405 

Pro Ser Cys Lys Ser His Leu Glu Thr Gly Thr Lys Asp Gin Glu Thr 

1410 1415 1420 

Val Cys Ser Lys Ala Thr Glu Gly Asp Asn Thr Glu Phe Gly Ala Phe 
1425 1430 1435 1440 

Val Gly His Arg Asp Ser Met Asp Leu Gin Arg Phe Lys Glu Thr Ser 

1445 1450 1455 

Asn Lys lie Lys lie Leu Ser Glu Gin Gin Asn Asp Val Arg Asn Val 

1460 1465 1470 

lie Met Glu Tyr Thr Glu Met Pro Lys Tyr Glu Asn Asn Asn Thr Ser 

1475 1480 1485 

Glu Asn Thr Leu Lys Arg Val Ser Ser Leu Ala Gly Phe Thr Asp Cys 

1490 1495 1500 

His Arg Thr Ser lie Pro Val His Ser Lys Gin Ala Glu Lys lie Ser 
1505 1510 1515 1520 

Arg Arg Pro Ser Thr Glu Asp Thr His Glu Val Asp Ser Lys Ala Ala 

1525 1530 1535 

Leu lie Pro Asp Trp Leu Gin Asp Arg Pro Ser Asn Arg Glu Met Pro 

1540 1545 1550 

Ser Glu Glu Gly Thr Leu Asn Gly Leu Thr Ser Pro Phe Lys Pro Ala 

1555 1560 1565 

Met Asp Thr Asn Tyr Tyr Tyr Ser Ala Val Glu Arg Asn Asn Leu Met 

1570 1575 1580 

Arg Leu Ser Gin Ser lie Pro Phe Thr Pro Val Pro Pro Arg Gly Glu 
1585 1590 1595 1600 

Pro Val Thr Val Tyr Arg Leu Glu Glu Ser Ser Pro Asn lie Leu Asn 

1605 1610 1615 

Asn Ser Met Ser Ser Trp Ser Gin Leu Gly Leu Cys Ala Lys lie Glu 

1620 1625 1630 

Phe Leu Ser Lys Glu Glu Met Gly Gly Gly Leu Arg Arg Ala Val Lys 

1635 1640 1645 

Val Gin Cys Thr Trp Ser Glu His Asp lie Leu Lys Ser Gly His Leu 

1650 1655 1660 

Tyr lie lie Lys Ser Phe Leu Pro Glu Val Val Asn Thr Trp Ser Ser 
1665 1670 1675 1680 

lie Tyr Lys Glu Asp Thr Val Leu His Leu Cys Leu Arg Glu lie Gin 

1685 1690 1695 

Gin Gin Arg Ala Ala Gin Lys Leu Thr Phe Ala Phe Asn Gin Met Lys 

1700 1705 1710 

Pro Lys Ser lie Pro Tyr Ser Pro Arg Phe Leu Glu Val Phe Leu Leu 

1715 1720 1725 

Tyr Cys His Ser Ala Gly Gin Trp Phe Ala Val Glu Glu Cys Met Thr 

1730 1735 1740 

Gly Glu Phe Arg Lys Tyr Asn Asn Asn Asn Gly Asp Glu lie lie Pro 
1745 1750 1755 1760 

Thr Asn Thr Leu Glu Glu He Met Leu Ala Phe Ser His Trp Thr Tyr 

1765 1770 1775 

Glu Tyr Thr Arg Gly Glu Leu Leu Val Leu Asp Leu Gin Gly Val Gly 

1780 1785 1790 

Glu Asn Leu Thr Asp Pro Ser Val He Lys Ala Glu Glu Lys Arg Ser 

1795 1800 1805 

Cys Asp Met Val Phe Gly Pro Ala Asn Leu Gly Glu Asp Ala He Lys 

1810 1815 1820 

Asn Phe Arg Ala Lys His His Cys Asn Ser Cys Cys Arg Lys Leu Lys 
1825 1830 1835 ' 1840 

Leu Pro Asp Leu Lys Arg Asn Asp Tyr Thr Pro Asp Lys lie He Phe 

1845 1850 1855 

Pro Gin Asp Glu Pro Ser Asp Leu Asn Leu Gin Pro Gly Asn Ser Thr 

1860 1865 1870 

Lys Glu Ser Glu Ser Thr Asn Ser Val Arg Leu Met Leu 
1875 1880 1885 
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<210> 25 
<211> 1638 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (70) . . . (1500) 
<400> 25 

ggacaaccgg ctggggtcct tgcgcgccgc ggctcaggga ggagcaccga ctgcgccgca 60 
ccctgagag atg gtt ggt gcc atg tgg aag gtg att gtt teg ctg gtc ctg 111 
Met Val Gly Ala Met Trp Lys Val lie Val Ser Leu Val Leu 
15 10 

ttg atg cct ggc ccc tgt gat ggg ctg ttt cac tec eta tac aga agt 159 
Leu Met Pro Gly Pro Cys Asp Gly Leu Phe His Ser Leu Tyr Arg Ser 
15 20 25 30 

gtt tec atg cca cct aag gga gac tea gga cag cca tta ttt etc ace 2 07 
Val Ser Met Pro Pro Lys Gly Asp Ser Gly Gin Pro Leu Phe Leu Thr 
35 40 45 

cct tac att gaa get ggg aag ate caa aaa gga aga gaa ttg agt ttg 255 
Pro Tyr lie Glu Ala Gly Lys lie Gin Lys Gly Arg Glu Leu Ser Leu 
50 55 60 

gtc ggc cct ttc cca gga ctg aac atg aag agt tat gcc ggc ttc etc 303 
Val Gly Pro Phe Pro Gly Leu Asn Met Lys Ser Tyr Ala Gly Phe Leu 
65 70 75 

acc gtg aat aag act tac aac age aac etc ttc ttc tgg ttc ttc cca 351 
Thr Val Asn Lys Thr Tyr Asn Ser Asn Leu Phe Phe Trp Phe Phe Pro 
80 85 90 

get cag ata cag cca gaa gat gcc cca gta gtt etc tgg eta cag ggt 399 
Ala Gin lie Gin Pro Glu Asp Ala Pro Val Val Leu Trp Leu Gin Gly 
95 100 105 110 

ggg ccg gga ggt tea tec atg ttt gga etc ttt gtg gaa cat ggg cct 447 
Gly Pro Gly Gly Ser Ser Met Phe Gly Leu Phe Val Glu His Gly Pro 
115 120 125 

tat gtt gtc aca agt aac atg acc ttg cgt gac aga gac ttc ccc tgg 495 
Tyr Val Val Thr Ser Asn Met Thr Leu Arg Asp Arg Asp Phe Pro Trp 
130 135 140 

acc aca acg etc tec atg ctt tac att gac aat cca gtg ggc aca ggc 543 
Thr Thr Thr Leu Ser Met Leu Tyr lie Asp Asn Pro Val Gly Thr Gly 
145 150 155 

ttc agt ttt act gat gat acc cac gga tat gca gtc aat gag gac gat 591 
Phe Ser Phe Thr Asp Asp Thr His Gly Tyr Ala Val Asn Glu Asp Asp 
160 165 170 

gta gca egg gat tta tac agt gca eta att cag ttt ttc cag ata ttt 639 
Val Ala Arg Asp Leu Tyr Ser Ala Leu lie Gin Phe Phe Gin lie Phe 
175 180 185 190 

cct gaa tat aaa aat aat gac ttt tat gtc act ggg gag tct tat gca 687 
Pro Glu Tyr Lys Asn Asn Asp Phe Tyr Val Thr Gly Glu Ser Tyr Ala 
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195 



200 



205 



ggg aaa tat gtg cca gcc att gca cac etc ate cat tec etc aac cct 735 
Gly Lys Tyr Val Pro Ala lie Ala His Leu lie His Ser Leu Asn Pro 
210 215 220 

gtg aga gag gtg aag ate aac ctg aac gga att get att gga gat gga 783 
Val Arg Glu Val Lys lie Asn Leu Asn Gly lie Ala lie Gly Asp Gly 
225 230 235 

tat tct gat ccc gaa tea att ata ggg ggc tat gca gaa ttc ctg tac 831 
Tyr Ser Asp Pro Glu Ser lie lie Gly Gly Tyr Ala Glu Phe Leu Tyr 
240 245 250 

caa att ggc ttg ttg gat gag aag caa aaa aag tac ttc cag aag cag 87 9 
Gin lie Gly Leu Leu Asp Glu Lys Gin Lys Lys Tyr Phe Gin Lys Gin 
255 260 265 270 

tgc cat gaa tgc ata gaa cac ate agg aag cag aac tgg ctt gag gcc 927 
Cys His Glu Cys lie Glu His lie Arg Lys Gin Asn Trp Leu Glu Ala 
275 280 285 

ttt gaa ata ctg gat aaa eta eta gat ggc gac tta aca agt gat cct 975 
Phe Glu lie Leu Asp Lys Leu Leu Asp Gly Asp Leu Thr Ser Asp Pro 
290 295 300 

tct tac ttc cag aat gtt aca gga tgt agt aat tac tat aac ttt ttg 1023 
Ser Tyr Phe Gin Asn Val Thr Gly Cys Ser Asn Tyr Tyr Asn Phe Leu 
305 310 315 

egg tgc acg gaa cct gag gat cag ctt tac tat gtg aaa ttt ttg tea 1071 
Arg Cys Thr Glu Pro Glu Asp Gin Leu Tyr Tyr Val Lys Phe Leu Ser 
320 325 330 

etc cca gag gtg aga caa gcc ate cac gtg ggg aat cag act ttt aat 1119 
Leu Pro Glu Val Arg Gin Ala lie His Val Gly Asn Gin Thr Phe Asn 
335 340 345 350 

gat gga act ata gtt gaa aag tac ttg cga gaa gat aca gta cag tea 1167 
Asp Gly Thr lie Val Glu Lys Tyr Leu Arg Glu Asp Thr Val Gin Ser 
355 360 365 

gtt aag cca tgg tta act gaa ate atg aat aat tat aag gtt ctg ate 1215 
Val Lys Pro Trp Leu Thr Glu lie Met Asn Asn Tyr Lys Val Leu lie 
370 375 380 

tac aat ggc caa ctg gac ate ate gtg gca get gcc ctg aca gag cac 1263 
Tyr Asn Gly Gin Leu Asp lie lie Val Ala Ala Ala Leu Thr Glu His 
385 390 395 

tec ttg atg ggc atg gac tgg aaa gga tec cag gaa tac aag aag gca 1311 
Ser Leu Met Gly Met Asp Trp Lys Gly Ser Gin Glu Tyr Lys Lys Ala 
400 405 410 

gaa aaa aaa gtt tgg aag ate ctt aaa tct gac agt gaa gtg get ggt 1359 
Glu Lys Lys Val Trp Lys lie Leu Lys Ser Asp Ser Glu Val Ala Gly 
415 420 425 430 

tac ate egg caa gcg ggt gac tec cat cag gta att att cga ggt gga 1407 
Tyr lie Arg Gin Ala Gly Asp Ser His Gin Val lie lie Arg Gly Gly 
435 440 445 
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gga cat att tta ccc tat gac cag cct ctg aga get ttt gac atg att 1455 
Gly His lie Leu Pro Tyr Asp Gin Pro Leu Arg Ala Phe Asp Met lie 
450 455 460 

aat cga ttc att tat gga aaa gga tgg gat cct tat gtt gga taa 1500 
Asn Arg Phe lie Tyr Gly Lys Gly Trp Asp Pro Tyr Val Gly * 
465 470 475 

actaccttcc cgaaagagaa catcagaggt tttcattget gaaaagaaaa tegtaaaaac 1560 
agaaaatgtc ataggaataa aaaaattatc ttttcatatc tgcaagattt ttttcatcaa 1620 
taaaaattat ccttgaaa 1638 

<210> 26 

<211> 476 

<212> PRT 

<213> Homo Sapiens 



<400> 26 



Met 


Val 


Glv 


Ala 


Met 


Trp 


Lvs 

"Jr 


Val 


He 


Val 


Ser 


Leu 


Val 


Leu 


Leu 


Met 


1 








5 










10 










15 




Pro 


Glv 


Pro 


Cvs 


Asd 


Glv 

-*- Jr 


Leu 


Phe 


His 


Ser 


Leu 


Tyr 


Arg 


Ser 


Val 


Ser 








20 










25 










30 






Met 


Pro 


Pro 


Lys 


Glv 


Asp 


Ser 


Glv 

w Jr 


Gin 


Pro 


Leu 


Phe 


Leu 


Thr 


Pro 


Tvr* 

* Jr 






35 










40 










45 








lie 


Glu 


Ala 


Glv 


Lys 


He 


Gin 


Lys 


Glv 


Arg 


Glu 


Leu 


Ser 


Leu 


Val 


Glv 




50 










55 










60 










Pro 


Phe 


Pro 


Glv 


Leu 


Asn 


Met 


Lvs 

■"Jr 


Ser 


Tvr 


Ala 


Gly 


Phe 


Leu 


Thr 


Val 


65 










70 










75 










80 


Asn 


Lys 


Thr 


Tvr 


Asn 


Ser 


Asn 


Leu 


Phe 


Phe 


Trr> 


Phe 


Phe 


Pro 


Ala 


Gin 










85 










90 










95 




lie 


Gin 


Pro 


Glu 


Asp 


Ala 


Pro 


Val 


Val 


Leu 


Tro 


Leu 


Gin 


Glv 


Glv 


Pro 








100 










105 










110 






Glv 


Glv 


Ser 


Ser 


Met 


Phe 


Glv 


Leu 


Phe 


Val 


Glu 


His 


Gly 


Pro 


Tvr 


Val 






115 










120 










125 








Val 


Thr 


Ser 


Asn 


Met 


Thr 


Leu 


Arcr 


Asp 


Arg 


Asp 


Phe 


Pro 


Trn 


Thr 


Thr 




130 










135 










140 










Thr 


Leu 


Ser 


Met 


Leu 


Tvr* 


He 


Asp 


Asn 


Pro 


Val 


Gly Thr 


Glv 


Phe 


Ser 


145 










150 










155 










160 


Phe 


Thr 


Asp 


Asp 


Thr 


His 


Glv 


Tvr* 


Ala 


Val 


Asn 


Glu 


Asp 


Asp 


Val 


Ala 










165 










170 










175 




Arg 


Asp 


Leu 


Tyr 


Ser 


Ala 


Leu 


He 


Gin 


Phe 


Phe 


Gin 


He 


Phe 


Pro 


Glu 








180 










185 










190 






Tyr 


Lys 


Asn 


Asn 


Asp 


Phe 


Tyr 


Val 


Thr 


Gly 


Glu 


Ser 


Tyr 


Ala 


Gly 


Lys 






195 










200 










205 








Tyr 


Val 


Pro 


Ala 


He 


Ala 


His 


Leu 


He 


His 


Ser 


Leu 


Asn 


Pro 


Val 


Arg 




210 










215 










220 










Glu 


Val 


Lys 


He 


Asn 


Leu 


Asn 


Gly 


He 


Ala 


He 


Gly Asp 


Gly 


Tyr 


Ser 


225 










230 










235 










240 


Asp 


Pro 


Glu 


Ser 


He 


He 


Gly 


Gly 


Tyr 


Ala 


Glu 


Phe 


Leu 


Tyr 


Gin 


He 










245 










250 










255 




Gly 


Leu 


Leu 


Asp 


Glu 


Lys 


Gin 


Lys 


Lys 


Tyr 


Phe 


Gin 


Lys 


Gin 


Cys 


His 








260 










265 










270 






Glu 


Cys 


He 


Glu 


His 


He 


Arg 


Lys 


Gin 


Asn 


Trp 


Leu 


Glu 


Ala 


Phe 


Glu 






275 










280 










285 








He 


Leu 


Asp 


Lys 


Leu 


Leu 


Asp 


Gly 


Asp 


Leu 


Thr 


Ser 


Asp 


Pro 


Ser 


Tyr 




290 










295 










300 










Phe 


Gin 


Asn 


Val 


Thr 


Gly 


Cys 


Ser 


Asn 


Tyr 


Tyr 


Asn 


Phe 


Leu 


Arg 


Cys 


305 










310 










315 










320 


Thr 


Glu 


Pro 


Glu 


Asp 


Gin 


Leu 


Tyr 


Tyr 


Val 


Lys 


Phe 


Leu 


Ser 


Leu 


Pro 










325 










330 










335 




Glu 


Val 


Arg 


Gin 


Ala 


He 


His 


Val 


Gly 


Asn 


Gin 


Thr 


Phe 


Asn 


Asp 


Gly 








340 










345 










350 







55 



Thr 


He 


Val 


Glu Lys 


Tyr 


Leu 


Arg 


Glu 


Asp 


Thr 


Val 


Gin 


Ser 


Val 


Lys 






355 








360 










365 








Pro 


Trp 


Leu 


Thr Glu 


He 


Met 


Asn 


Asn 


Tyr 


Lys 


Val 


Leu 


He 


Tyr 


Asn 




370 








375 










380 










Gly 


Gin 


Leu 


Asp He 


He 


Val 


Ala 


Ala 


Ala 


Leu 


Thr 


Glu 


His 


Ser 


Leu 


385 








390 










395 










400 


Met 


Gly 


Met 


Asp Trp 


Lys 


Gly 


Ser 


Gin 


Glu 


Tyr 


Lys 


Lys 


Ala 


Glu 


Lys 








405 










410 










415 




Lys 


Val 


Trp 


Lys He 


Leu 


Lys 


Ser 


Asp 


Ser 


Glu 


Val 


Ala 


Gly 


Tyr 


He 








420 








425 










430 






Arg 


Gin 


Ala 


Gly Asp 


Ser 


His 


Gin 


Val 


He 


He 


Arg 


Gly 


Gly 


Gly 


His 






435 








440 










445 








lie 


Leu 


Pro 


Tyr Asp 


Gin 


Pro 


Leu 


Arg 


Ala 


Phe 


Asp 


Met 


He 


Asn 


Arg 




450 








455 










460 










Phe 


He 


Tyr Gly Lys 


Gly 


Trp 


Asp 


Pro 


Tyr 


Val 


Gly 











465 470 475 



<210> 27 

<211> 2015 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (169) . . . (1686) 
<400> 27 

cggaggcacg gaagatgagg aagatgatca ggaggatgat gaaggtgaag agggagatga 60 
agacgatgac gacgatggct ctgaggggac ctcaggggct gccgagctgg gggggcgctc 12 0 
aagctgcgag gatccgggct gcccgcgaga cgaggagcgg gcgccagg atg ggg teg 177 

Met Gly Ser 
1 

atg aag tec aag ttc etc cag gtc gga ggc aat aca ttc tea aaa act 22 5 
Met Lys Ser Lys Phe Leu Gin Val Gly Gly Asn Thr Phe Ser Lys Thr 
5 10 15 

gaa ace age gee age cca cac tgt cct gtg tac gtg ccg gat ccc aca 273 
Glu Thr Ser Ala Ser Pro His Cys Pro Val Tyr Val Pro Asp Pro Thr 
20 25 30 35 

tec ace ate aag ccg ggg cct aat age cac aac age aac aca cca gga 321 
Ser Thr He Lys Pro Gly Pro Asn Ser His Asn Ser Asn Thr Pro Gly 
40 45 50 

ate agg gag gca ggc tct gag gac ate ate gtg gtt gee ctg tat gat 369 
He Arg Glu Ala Gly Ser Glu Asp He He Val Val Ala Leu Tyr Asp 
55 60 65 

tac gag gee att cac cac gaa gac etc age ttc cag aag ggg gac cag 417 
Tyr Glu Ala He His His Glu Asp Leu Ser Phe Gin Lys Gly Asp Gin 
70 75 80 

atg gtg gtc eta gag gaa tec ggg gag tgg tgg aag get cga tec ctg 465 
Met Val Val Leu Glu Glu Ser Gly Glu Trp Trp Lys Ala Arg Ser Leu 
85 90 95 

gee ace egg aag gag ggc tac ate cca age aac tat gtc gee cgc gtt 513 
Ala Thr Arg Lys Glu Gly Tyr He Pro Ser Asn Tyr Val Ala Arg Val 
100 105 110 115 
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gac tct ctg gag aca gag gag tgg ttt ttc aag ggc ate age egg aag 561 
Asp Ser Leu Glu Thr Glu Glu Trp Phe Phe Lys Gly lie Ser Arg Lys 
120 125 130 

gac gca gag cgc caa ctg ctg get ccc ggc aac atg ctg ggc tec ttc 609 
Asp Ala Glu Arg Gin Leu Leu Ala Pro Gly Asn Met Leu Gly Ser Phe 
135 140 145 

atg ate egg gat age gag acc act aaa gga age tac tct ttg tec gtg 657 
Met lie Arg Asp Ser Glu Thr Thr Lys Gly Ser Tyr Ser Leu Ser Val 
150 155 160 

cga gac tac gac cct egg cag gga gat acc gtg aaa cat tac aag ate 7 05 
Arg Asp Tyr Asp Pro Arg Gin Gly Asp Thr Val Lys His Tyr Lys lie 
165 170 175 

egg acc ctg gac aac ggg ggc ttc tac ata tec ccc cga age acc ttc 753 
Arg Thr Leu Asp Asn Gly Gly Phe Tyr lie Ser Pro Arg Ser Thr Phe 
180 185 190 195 

age act ctg cag gag ctg gtg gac cac tac aag aag ggg aac gac ggg 801 
Ser Thr Leu Gin Glu Leu Val Asp His Tyr Lys Lys Gly Asn Asp Gly 
200 205 210 

etc tgc cag aaa ctg teg gtg ccc tgc atg tct tec aag ccc cag aag 849 
Leu Cys Gin Lys Leu Ser Val Pro Cys Met Ser Ser Lys Pro Gin Lys 
215 220 225 

cct tgg gag aaa gat gee tgg gag ate cct egg gaa tec etc aag ctg 897 
Pro Trp Glu Lys Asp Ala Trp Glu lie Pro Arg Glu Ser Leu Lys Leu 
230 235 240 

gag aag aaa ctt gga get ggg cag ttt ggg gaa gtc tgg atg gee acc 945 
Glu Lys Lys Leu Gly Ala Gly Gin Phe Gly Glu Val Trp Met Ala Thr 
245 250 255 

tac aac aag cac acc aag gtg gca gtg aag acg atg aag cca ggg age 993 
Tyr Asn Lys His Thr Lys Val Ala Val Lys Thr Met Lys Pro Gly Ser 
260 265 270 275 

atg teg gtg gag gee ttc ctg gca gag gee aac gtg atg aaa act ctg 1041 
Met Ser Val Glu Ala Phe Leu Ala Glu Ala Asn Val Met Lys Thr Leu 
280 285 290 

cag cat gac aag ctg gtc aaa ctt cat gcg gtg gtc acc aag gag ccc 1089 
Gin His Asp Lys Leu Val Lys Leu His Ala Val Val Thr Lys Glu Pro 
295 300 305 

ate tac ate ate acg gag ttc atg gee aaa gga age ttg ctg gac ttt 1137 
lie Tyr lie lie Thr Glu Phe Met Ala Lys Gly Ser Leu Leu Asp Phe 
310 315 320 

ctg aaa agt gat gag ggc age aag cag cca ttg cca aaa etc att gac 1185 
Leu Lys Ser Asp Glu Gly Ser Lys Gin Pro Leu Pro Lys Leu lie Asp 
325 330 335 

ttc tea gee cag att gca gaa ggc atg gee ttc ate gag cag agg aac 1233 
Phe Ser Ala Gin lie Ala Glu Gly Met Ala Phe lie Glu Gin Arg Asn 
340 345 350 355 

tac ate cac cga gac etc cga get gee aac ate ttg gtc tct gca tec 1281 
Tyr lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Ser Ala Ser 



57 



360 



365 



370 



ctg gtg tgt aag att get gac ttt ggc ctg gec egg gtc att gag gac 1329 
Leu Val Cys Lys lie Ala Asp Phe Gly Leu Ala Arg Val lie Glu Asp 
375 380 385 

aac gag tac acg get egg gaa ggg gee aag ttc ccc ate aag tgg aca 1377 
Asn Glu Tyr Thr Ala Arg Glu Gly Ala Lys Phe Pro lie Lys Trp Thr 
390 395 400 

get cct gaa gee ate aac ttt ggc tec ttc ace ate aag tea gac gtc 1425 
Ala Pro Glu Ala lie Asn Phe Gly Ser Phe Thr lie Lys Ser Asp Val 
405 410 415 

tgg tec ttt ggt ate ctg ctg atg gag ate gtc ace tac ggc egg ate 1473 
Trp Ser Phe Gly lie Leu Leu Met Glu lie Val Thr Tyr Gly Arg lie 
420 425 430 435 

cct tac cca ggg atg tea aac cct gaa gtg ate cga get ctg gag cgt 1521 
Pro Tyr Pro Gly Met Ser Asn Pro Glu Val lie Arg Ala Leu Glu Arg 
440 445 450 

gga tac egg atg cct cgc cca gag aac tgc cca gag gag etc tac aac 1569 
Gly Tyr Arg Met Pro Arg Pro Glu Asn Cys Pro Glu Glu Leu Tyr Asn 
455 460 465 

ate atg atg cgc tgc tgg aaa aac cgt ccg gag gag egg ccg acc ttc 1617 
lie Met Met Arg Cys Trp Lys Asn Arg Pro Glu Glu Arg Pro Thr Phe 
470 475 480 

gaa tac ate cag agt gtg ctg gat gac ttc tac acg gee aca gag age 1665 
Glu Tyr lie Gin Ser Val Leu Asp Asp Phe Tyr Thr Ala Thr Glu Ser 
485 490 495 

cag tac caa cag cag cca tga tagggaggac cagggcaggg cagggggtgc 1716 
Gin Tyr Gin Gin Gin Pro * 
500 505 

ccaggtggtg gctcgaaggt ggctccagca ccatccgcca gggcccacac ccccttccta 1776 
ctcccagaca cccaccctcg cttcagccac agtttcctca tctgtccagt gggtaggttg 1836 
gactggaaaa tctctttttg actcttgeaa tccacaatct gacattctca ggaagccccc 1896 
aagttgatat ttctatttcc tggaatggtt ggattttagt tacagctgtg atttggaagg 1956 
gaaactttca aaatagtgaa atgaatattt aaataaaaga tataaatgea agtcttacg 2 015 

<210> 28 
<211> 505 
<212> PRT 

<213> Homo Sapiens 
<400> 28 

Met Gly Ser Met Lys Ser Lys Phe Leu Gin Val Gly Gly Asn Thr Phe 

15 10 15 

Ser Lys Thr Glu Thr Ser Ala Ser Pro His Cys Pro Val Tyr Val Pro 

20 25 30 

Asp Pro Thr Ser Thr lie Lys Pro Gly Pro Asn Ser His Asn Ser Asn 

35 40 45 

Thr Pro Gly lie Arg Glu Ala Gly Ser Glu Asp lie lie Val Val Ala 

50 55 60 

Leu Tyr Asp Tyr Glu Ala lie His His Glu Asp Leu Ser Phe Gin Lys 
65 70 75 80 

Gly Asp Gin Met Val Val Leu Glu Glu Ser Gly Glu Trp Trp Lys Ala 
85 90 95 
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Arg 


Ser 


Leu 


Ala 


Thr 


Arg 


Lys 


Glu 


Gly 


Tyr 


He 


Pro 


Ser 


Asn 


Tyr 


Val 








100 










105 










110 






Ala 


Arg 


Val 


Asp 


Ser 


Leu 


Glu 


Thr 


Glu 


Glu 


Trp 


Phe 


Phe 


Lys 


Gly 


lie 






115 










120 










125 








Ser 


Arg 


Lys 


Asp 


Ala 


Glu 


Arg 


Gin 


Leu 


Leu 


Ala 


Pro 


Gly 


Asn 


Met 


Leu 




130 










135 










140 










Gly 


Ser 


Phe 


Met 


He 


Arg 


Asp 


Ser 


Glu 


Thr 


Thr 


Lys 


Gly 


Ser 


Tyr 


Ser 


145 










150 










155 










160 


Leu 


Ser 


Val 


Arg 


Asp 


Tyr 


Asp 


Pro 


Arg 


Gin 


Gly Asp 


Thr 


Val 


Lys 


His 










165 










170 










175 




Tyr 


Lys 


He 


Arg 


Thr 


Leu 


Asp 


Asn 


Gly 


Gly 


Phe 


Tyr 


He 


Ser 


Pro 


Arg 








180 










185 










190 






Ser 


Thr 


Phe 


Ser 


Thr 


Leu 


Gin 


Glu 


Leu 


Val 


Asp 


His 


Tyr 


Lys 


Lys 


Gly 






195 










200 










205 








Asn 


Asp 


Gly 


Leu 


Cys 


Gin 


Lys 


Leu 


Ser 


Val 


Pro 


Cys 


Met 


Ser 


Ser 


Lys 




210 










215 










220 










Pro 


Gin 


Lys 


Pro 


Trp 


Glu 


Lys 


Asp 


Ala 


Trp 


Glu 


He 


Pro 


Arg 


Glu 


Ser 


225 










230 










235 










240 


Leu 


Lys 


Leu 


Glu 


Lys 


Lys 


Leu 


Gly 


Ala 


Gly 


Gin 


Phe 


Gly 


Glu 


Val 


Trp 










245 










250 










255 




Met 


Ala 


Thr 


Tyr 


Asn 


Lys 


His 


Thr 


Lys 


Val 


Ala 


Val 


Lys 


Thr 


Met 


Lys 








260 










265 










270 






Pro 


Gly 


Ser 


Met 


Ser 


Val 


Glu 


Ala 


Phe 


Leu 


Ala 


Glu 


Ala 


Asn 


Val 


Met 






275 










280 










285 








Lys 


Thr 


Leu 


Gin 


His 


Asp 


Lys 


Leu 


Val 


Lys 


Leu 


His 


Ala 


Val 


Val 


Thr 




290 










295 










300 










Lys 


Glu 


Pro 


He 


Tyr 


He 


He 


Thr 


Glu 


Phe 


Met 


Ala 


Lys 


Gly 


Ser 


Leu 


305 










310 










315 










320 


Leu 


Asp 


Phe 


Leu 


Lys 


Ser 


Asp 


Glu 


Gly 


Ser 


Lys 


Gin 


Pro 


Leu 


Pro 


Lys 










325 










330 










335 




Leu 


He 


Asp 


Phe 


Ser 


Ala 


Gin 


He 


Ala 


Glu 


Gly Met 


Ala 


Phe 


He 


Glu 








340 










345 










350 






Gin 


Arg 


Asn 


Tyr 


He 


His 


Arg 


Asp 


Leu 


Arg 


Ala 


Ala 


Asn 


He 


Leu 


Val 






355 










360 










365 








Ser 


Ala 


Ser 


Leu 


Val 


Cys 


Lys 


He 


Ala 


Asp 


Phe 


Gly 


Leu 


Ala 


Arg 


Val 




370 










375 










380 










He 


Glu 


Asp 


Asn 


Glu 


Tyr 


Thr 


Ala 


Arg 


Glu 


Gly Ala 


Lys 


Phe 


Pro 


He 


385 










390 










395 










400 


Lys 


Trp 


Thr 


Ala 


Pro 


Glu 


Ala 


He 


Asn 


Phe 


Gly 


Ser 


Phe 


Thr 


He 


Lys 










405 










410 










415 




Ser 


Asp 


Val 


Trp 


Ser 


Phe 


Gly 


He 


Leu 


Leu 


Met 


Glu 


He 


Val 


Thr 


Tyr 








420 










425 










430 






Gly 


Arg 


He 


Pro 


Tyr 


Pro 


Gly 


Met 


Ser 


Asn 


Pro 


Glu 


Val 


He 


Arg 


Ala 






435 










440 










445 








Leu 


Glu 


Arg 


Gly 


Tyr 


Arg 


Met 


Pro 


Arg 


Pro 


Glu 


Asn 


Cys 


Pro 


Glu 


Glu 




450 










455 










460 










Leu 


Tyr 


Asn 


He 


Met 


Met 


Arg 


Cys 


Trp 


Lys 


Asn 


Arg 


Pro 


Glu 


Glu 


Arg 


465 










470 










475 










480 


Pro 


Thr 


Phe 


Glu 


Tyr 


He 


Gin 


Ser 


Val 


Leu 


Asp 


Asp 


Phe 


Tyr 


Thr 


Ala 










485 










490 










495 




Thr 


Glu 


Ser 


Gin 


Tyr 


Gin 


Gin 


Gin 


Pro 

















500 505 
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<400> 29 

ctcctgcata gagggtacca ttctgcgctg ctgcaagtta cggaatgaaa aattagaaca 60 
acagaaacgt ggttctcttg acacttcagt gttagggaac atcagcaaga cccatcccag 120 
gagaccttga aggaagcctt tgaaagggag a atg aag gag tea tct ttg caa 172 

Met Lys Glu Ser Ser Leu Gin 
1 5 

aat age tec tgc age ctg gga aag gag act aaa aag gaa aac atg ttc 220 
Asn Ser Ser Cys Ser Leu Gly Lys Glu Thr Lys Lys Glu Asn Met Phe 
10 15 20 

ctt cag teg tea atg ctg acc tgc att ttc ctg eta ata tct ggt tec 268 
Leu Gin Ser Ser Met Leu Thr Cys lie Phe Leu Leu lie Ser Gly Ser 
25 30 35 

tgt gag tta tgc gee gaa gaa aat ttt tct aga age tat cct tgt gat 316 
Cys Glu Leu Cys Ala Glu Glu Asn Phe Ser Arg Ser Tyr Pro Cys Asp 
40 45 50 55 

gag aaa aag caa aat gac tea gtt att gca gag tgc age aat cgt cga 3 64 
Glu Lys Lys Gin Asn Asp Ser Val lie Ala Glu Cys Ser Asn Arg Arg 
60 65 70 

eta cag gaa gtt ccc caa acg gtg ggc aaa tat gtg aca gaa eta gac 412 
Leu Gin Glu Val Pro Gin Thr Val Gly Lys Tyr Val Thr Glu Leu Asp 
75 80 85 

ctg tct gat aat ttc ate aca cac ata acg aat gaa tea ttt caa ggg 460 
Leu Ser Asp Asn Phe lie Thr His lie Thr Asn Glu Ser Phe Gin Gly 
90 95 100 

ctg caa aat etc act aaa ata aat eta aac cac aac ccc aat gta cag 508 
Leu Gin Asn Leu Thr Lys lie Asn Leu Asn His Asn Pro Asn Val Gin 
105 110 115 

cac cag aac gga aat ccc ggt ata caa tea aat ggc ttg aat ate aca 556 
His Gin Asn Gly Asn Pro Gly lie Gin Ser Asn Gly Leu Asn lie Thr 
120 125 130 135 

gac ggg gca ttc etc aac eta aaa aac eta agg gag tta ctg ctt gaa 604 
Asp Gly Ala Phe Leu Asn Leu Lys Asn Leu Arg Glu Leu Leu Leu Glu 
140 145 150 

gac aac cag tta ccc caa ata ccc tct ggt ttg cca gag tct ttg aca 652 
Asp Asn Gin Leu Pro Gin lie Pro Ser Gly Leu Pro Glu Ser Leu Thr 
155 160 165 

gaa ctt agt eta att caa aac aat ata tac aac ata act aaa gag ggc 700 
Glu Leu Ser Leu lie Gin Asn Asn lie Tyr Asn lie Thr Lys Glu Gly 
170 175 180 

att tea aga ctt ata aac ttg aaa aat etc tat ttg gee tgg aac tgc 748 
lie Ser Arg Leu lie Asn Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys 
185 190 195 

tat ttt aac aaa gtt tgc gag aaa act aac ata gaa gat gga gta ttt 796 
Tyr Phe Asn Lys Val Cys Glu Lys Thr Asn lie Glu Asp Gly Val Phe 
200 205 210 215 

gaa acg ctg aca aat ttg gag ttg eta tea eta tct ttc aat tct ctt 844 
Glu Thr Leu Thr Asn Leu Glu Leu Leu Ser Leu Ser Phe Asn Ser Leu 
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220 



225 



230 



tea cac gtg tea ccc aaa ctg cca age tec eta cgc aaa ctt ttt ctg 892 
Ser His Val Ser Pro Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu 
235 240 245 

age aac ace cag ate aaa tac att agt gaa gaa gat ttc aag gga ttg 940 
Ser Asn Thr Gin lie Lys Tyr lie Ser Glu Glu Asp Phe Lys Gly Leu 
250 255 260 

ata aat tta aca tta eta gat tta age ggg aac tgt ccg agg tgc ttc 988 
lie Asn Leu Thr Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe 
265 270 275 

aat gee cca ttt cca tgc gtg cct tgt gat ggt ggt get tea att aat 1036 
Asn Ala Pro Phe Pro Cys Val Pro Cys Asp Gly Gly Ala Ser lie Asn 
280 285 290 295 

ata gat cgt ttt get ttt caa aac ttg ace caa ctt cga tac eta aac 1084 
lie Asp Arg Phe Ala Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn 
300 305 310 

etc tct age act tec etc agg aag att aat get gee tgg ttt aaa aat 1132 
Leu Ser Ser Thr Ser Leu Arg Lys lie Asn Ala Ala Trp Phe Lys Asn 
315 320 325 

atg cct cat ctg aag gtg ctg gat ctt gaa ttc aac tat tta gtg gga 1180 
Met Pro His Leu Lys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly 
330 335 340 

gaa ata gee tct ggg gca ttt tta acg atg ctg ccc cgc tta gaa ata 1228 
Glu lie Ala Ser Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu lie 
345 350 355 

ctt gac ttg tct ttt aac tat ata aag ggg agt tat cca cag cat att 1276 
Leu Asp Leu Ser Phe Asn Tyr lie Lys Gly Ser Tyr Pro Gin His lie 
360 365 370 375 

aat att tec aga aac ttc tct aaa cct ttg tct eta egg gca ttg cat 1324 
Asn lie Ser Arg Asn Phe Ser Lys Pro Leu Ser Leu Arg Ala Leu His 
380 385 390 

tta aga ggt tat gtg ttc cag gaa etc aga gaa gat gat ttc cag ccc 1372 
Leu Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro 
395 400 405 

ctg atg cag ctt cca aac tta teg act ate aac ttg ggt att aat ttt 1420 
Leu Met Gin Leu Pro Asn Leu Ser Thr lie Asn Leu Gly lie Asn Phe 
410 415 420 

att aag caa ate gat ttc aaa ctt ttc caa aat ttc tec aat ctg gaa 1468 
lie Lys Gin lie Asp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu 
425 430 435 

att att tac ttg tea gaa aac aga ata tea ccg ttg gta aaa gat ace 1516 
lie lie Tyr Leu Ser Glu Asn Arg lie Ser Pro Leu Val Lys Asp Thr 
440 445 450 455 

egg cag agt tat gca aat agt tec tct ttt caa cgt cat ate egg aaa 1564 
Arg Gin Ser Tyr Ala Asn Ser Ser Ser Phe Gin Arg His lie Arg Lys 
460 465 470 
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cga cgc tea aca gat ttt gag ttt gac cca cat teg aac ttt tat cat 1612 
Arg Arg Ser Thr Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His 
475 480 485 

ttc acc cgt cct tta ata aag cca caa tgt get get tat gga aaa gee 1660 
Phe Thr Arg Pro Leu lie Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala 
490 495 500 

tta gat tta age etc aac agt att ttc ttc att ggg cca aac caa ttt 1708 
Leu Asp Leu Ser Leu Asn Ser lie Phe Phe lie Gly Pro Asn Gin Phe 
505 510 515 

gaa aat ctt cct gac att gee tgt tta aat ctg tct gca aat age aat 1756 
Glu Asn Leu Pro Asp lie Ala Cys Leu Asn Leu Ser Ala Asn Ser Asn 
520 525 530 535 

get caa gtg tta agt gga act gaa ttt tea gee att cct cat gtc aaa 1804 
Ala Gin Val Leu Ser Gly Thr Glu Phe Ser Ala lie Pro His Val Lys 
540 545 550 

tat ttg gat ttg aca aac aat aga eta gac ttt gat aat get agt get 1852 
Tyr Leu Asp Leu Thr Asn Asn Arg Leu Asp Phe Asp Asn Ala Ser Ala 
555 560 565 

ctt act gaa ttg tec gac ttg gaa gtt eta gat etc age tat aat tea 1900 
Leu Thr Glu Leu Ser Asp Leu Glu Val Leu Asp Leu Ser Tyr Asn Ser 
570 575 580 

cac tat ttc aga ata gca ggc gta aca cat cat eta gaa ttt att caa 1948 
His Tyr Phe Arg lie Ala Gly Val Thr His His Leu Glu Phe lie Gin 
585 590 595 

aat ttc aca aat eta aaa gtt tta aac ttg age cac aac aac att tat 1996 
Asn Phe Thr Asn Leu Lys Val Leu Asn Leu Ser His Asn Asn lie Tyr 
600 605 610 615 

act tta aca gat aag tat aac ctg gaa age aag tec ctg gta gaa tta 2044 
Thr Leu Thr Asp Lys Tyr Asn Leu Glu Ser Lys Ser Leu Val Glu Leu 
620 625 630 

gtt ttc agt ggc aat cgc ctt gac att ttg tgg aat gat gat gac aac 2 092 
Val Phe Ser Gly Asn Arg Leu Asp lie Leu Trp Asn Asp Asp Asp Asn 
635 640 645 

agg tat ate tec att ttc aaa ggt etc aag aat ctg aca cgt ctg gat 2140 
Arg Tyr lie Ser lie Phe Lys Gly Leu Lys Asn Leu Thr Arg Leu Asp 
650 655 660 

tta tec ctt aat agg ctg aag cac ate cca aat gaa gca ttc ctt aat 2188 
Leu Ser Leu Asn Arg Leu Lys His lie Pro Asn Glu Ala Phe Leu Asn 
665 670 675 

ttg cca gcg agt etc act gaa eta cat ata aat gat aat atg tta aag 2236 
Leu Pro Ala Ser Leu Thr Glu Leu His lie Asn Asp Asn Met Leu Lys 
680 685 690 695 

ttt ttt aac tgg aca tta etc cag cag ttt cct cgt etc gag ttg ctt 2284 
Phe Phe Asn Trp Thr Leu Leu Gin Gin Phe Pro Arg Leu Glu Leu Leu 
700 705 710 

gac tta cgt gga aac aaa eta etc ttt tta act gat age eta tct gac 2332 
Asp Leu Arg Gly Asn Lys Leu Leu Phe Leu Thr Asp Ser Leu Ser Asp 
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715 



720 



725 



ttt aca tct 
Phe Thr Ser 
730 

cac eta ccc 
His Leu Pro 
745 

gat tta agt 
Asp Leu Ser 
760 

act aag acc 
Thr Lys Thr 



ttt gaa tgc 
Phe Glu Cys 



cat ctg aat 
His Leu Asn 
810 

cct ggg gat 
Pro Gly Asp 
825 

tgt gtt tea 
Cys Val Ser 
840 

ate acc acc 
lie Thr Thr 



tgg gat gtt 
Trp Asp Val 



tac agg tct 
Tyr Arg Ser 
890 

tat gac acc 
Tyr Asp Thr 
905 

cgc tac cac 
Arg Tyr His 
920 

gag gag agg 
Glu Glu Arg 



cag age ate 
Gin Ser lie 



tec ctt egg 
Ser Leu Arg 



tct ggc ttt 
Ser Gly Phe 



tec aat ctg 
Ser Asn Leu 
765 

acc acc aaa 
Thr Thr Lys 
780 

acc tgt gac 
Thr Cys Asp 
795 

gtc aaa att 
Val Lys lie 



caa aga ggg 
Gin Arg Gly 



gat gtc act 
Asp Val Thr 
845 

atg gtt atg 
Met Val Met 
860 

tgg ttt ata 
Trp Phe lie 
875 

ctt tec aca 
Leu Ser Thr 



aaa gat gee 
Lys Asp Ala 



ctt gaa gag 
Leu Glu Glu 
925 

gat tgg gac 
Asp Trp Asp 
940 

aac caa age 
Asn Gin Ser 
955 



aca ctg ctg 
Thr Leu Leu 
735 

ctt tct gaa 
Leu Ser Glu 
750 

eta aaa aca 
Leu Lys Thr 



tta tct atg 
Leu Ser Met 



att gga gat 
lie Gly Asp 
800 

ccc aga ctg 
Pro Arg Leu 
815 

aag agt att 
Lys Ser lie 
830 

gca gtg ata 
Ala Val lie 



ttg get gee 
Leu Ala Ala 



tat aat gtg 
Tyr Asn Val 
880 

tec caa act 
Ser Gin Thr 
895 

tct gtt act 
Ser Val Thr 
910 

age cga gac 
Ser Arg Asp 



ccg gga ttg 
Pro Gly Leu 



aag aaa aca 
Lys Lys Thr 
960 



ctg agt cat 
Leu Ser His 



gtc agt agt 
Val Ser Ser 
755 

ate aac aaa 
lie Asn Lys 
770 

ttg gaa eta 
Leu Glu Leu 
785 

ttc cga aga 
Phe Arg Arg 



gta gat gtc 
Val Asp Val 



gtg agt ctg 
Val Ser Leu 
835 

tta ttt ttc 
Leu Phe Phe 
850 

ctg get cac 
Leu Ala His 
865 

tgt tta get 
Cys Leu Ala 



ttc tat gat 
Phe Tyr Asp 



gac tgg gtg 
Asp Trp Val 
915 

aaa aac gtt 
Lys Asn Val 
930 

gee ate ate 
Ala lie lie 
945 

gta ttt gtt 
Val Phe Val 



aac agg att 
Asn Arg lie 
740 

ctg aag cac 
Leu Lys His 



tec gca ctt 
Ser Ala Leu 



cac gga aac 
His Gly Asn 
790 

tgg atg gat 
Trp Met Asp 
805 

att tgt gee 
lie Cys Ala 
820 

gag eta aca 
Glu Leu Thr 



ttc acg ttc 
Phe Thr Phe 



cat ttg ttt 
His Leu Phe 
870 

aag ata aaa 
Lys lie Lys 
885 

get tac att 
Ala Tyr lie 
900 

ata aat gag 
lie Asn Glu 



etc ctt tgt 
Leu Leu Cys 



gac aac etc 
Asp Asn Leu 
950 

tta acc aaa 
Leu Thr Lys 
965 



tec 2380 
Ser 



etc 2428 
Leu 



gaa 2476 

Glu 

775 

ccc 2524 
Pro 



gaa 2572 
Glu 



agt 2620 
Ser 



act 2668 
Thr 



ttt 2716 

Phe 

855 

tac 2764 
Tyr 



ggc 2812 
Gly 



tct 2860 
Ser 



ctg 2908 
Leu 



eta 2956 

Leu 

935 

atg 3004 
Met 



aaa 3052 
Lys 
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tat gca aaa age tgg aac ttt aaa aca get ttt tac ttg get ttg cag 3100 
Tyr Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe Tyr Leu Ala Leu Gin 
970 975 980 



agg eta atg gat gag aac atg gat 
Arg Leu Met Asp Glu Asn Met Asp 
985 990 

cca gtg tta cag cat tct cag tat 
Pro Val Leu Gin His Ser Gin Tyr 
1000 1005 

aag age tec ate etc cag tgg cct 
Lys Ser Ser lie Leu Gin Trp Pro 
1020 

ttt tgg caa act ctg aga aat gtg 
Phe Trp Gin Thr Leu Arg Asn Val 
1035 

tat aac aat atg tat gtc gat tec 
Tyr Asn Asn Met Tyr Val Asp Ser 
1050 1055 

gtcatgattt cgcgccataa taaaga 3367 

<210> 30 

<211> 1059 

<212> PRT 

<213> Homo Sapiens 



<400> 30 



Met 


Lys 


Glu 


Ser 


Ser 


Leu 


Gin 


Asn 


Ser 


Ser 


Cys 


Ser 


Leu 


Gly Lys 


Glu 


1 








5 










10 










15 




Thr 


Lys 


Lys 


Glu 


Asn 


Met 


Phe 


Leu 


Gin 


Ser 


Ser 


Met 


Leu 


Thr 


Cys 


He 








20 










25 










30 






Phe 


Leu 


Leu 


He 


Ser 


Gly 


Ser 


Cys 


Glu 


Leu 


Cys 


Ala 


Glu 


Glu 


Asn 


Phe 






35 










40 










45 








Ser 


Arg 


Ser 


Tyr 


Pro 


Cys 


Asp 


Glu 


Lys 


Lys 


Gin 


Asn 


Asp 


Ser 


Val 


He 




50 










55 










60 










Ala 


Glu 


Cys 


Ser 


Asn 


Arg 


Arg 


Leu 


Gin 


Glu 


Val 


Pro 


Gin 


Thr 


Val 


Gly 


65 










70 










75 










80 


Lys 


Tyr 


Val 


Thr 


Glu 


Leu 


Asp 


Leu 


Ser 


Asp 


Asn 


Phe 


He 


Thr 


His 


He 










85 










90 










95 




Thr 


Asn 


Glu 


Ser 


Phe 


Gin 


Gly 


Leu 


Gin 


Asn 


Leu 


Thr 


Lys 


He 


Asn 


Leu 








100 










105 










110 






Asn 


His 


Asn 


Pro 


Asn 


Val 


Gin 


His 


Gin 


Asn 


Gly Asn 


Pro 


Gly 


He 


Gin 






115 










120 










125 








Ser 


Asn 


Gly 


Leu 


Asn 


He 


Thr 


Asp 


Gly 


Ala 


Phe 


Leu 


Asn 


Leu 


Lys 


Asn 




130 










135 










140 










Leu 


Arg 


Glu 


Leu 


Leu 


Leu 


Glu 


Asp 


Asn 


Gin 


Leu 


Pro 


Gin 


He 


Pro 


Ser 


145 










150 










155 










160 


Gly 


Leu 


Pro 


Glu 


Ser 


Leu 


Thr 


Glu 


Leu 


Ser 


Leu 


He 


Gin 


Asn 


Asn 


He 










165 










170 










175 




Tyr 


Asn 


He 


Thr 


Lys 


Glu 


Gly 


He 


Ser 


Arg 


Leu 


He 


Asn 


Leu 


Lys 


Asn 








180 










185 










190 






Leu 


Tyr 


Leu 


Ala 


Trp 


Asn 


Cys 


Tyr 


Phe 


Asn 


Lys 


Val 


Cys 


Glu 


Lys 


Thr 






195 










200 










205 








Asn 


He 


Glu 


Asp 


Gly 


Val 


Phe 


Glu 


Thr 


Leu 


Thr 


Asn 


Leu 


Glu 


Leu 


Leu 




210 










215 










220 










Ser 


Leu 


Ser 


Phe 


Asn 


Ser 


Leu 


Ser 


His 


Val 


Ser 


Pro 


Lys 


Leu 


Pro 


Ser 



225 230 235 240 

64 



gtg att ata ttt ate ctg ctg gag 3148 
Val He He Phe He Leu Leu Glu 
995 

ttg agg eta egg cag egg ate tgt 3196 
Leu Arg Leu Arg Gin Arg He Cys . 

1010 1015 

gac aac ccg aag gca gaa ggc ttg 3244 
Asp Asn Pro Lys Ala Glu Gly Leu 
1025 1030 

gtc ttg act gaa aat gat tea egg 3292 
Val Leu Thr Glu Asn Asp Ser Arg 
1040 1045 

att aag caa tac taa ctgacgttaa 3341 
He Lys Gin Tyr * 



Ser Leu Arg Lys Leu Phe Leu Ser Asn Thr Gin lie Lys Tyr lie Ser 

245 250 255 

Glu Glu Asp Phe Lys Gly Leu lie Asn Leu Thr Leu Leu Asp Leu Ser 

260 265 270 

Gly Asn Cys Pro Arg Cys Phe Asn Ala Pro Phe Pro Cys Val Pro Cys 

275 280 285 

Asp Gly Gly Ala Ser lie Asn lie Asp Arg Phe Ala Phe Gin Asn Leu 

290 295 300 

Thr Gin Leu Arg Tyr Leu Asn Leu Ser Ser Thr Ser Leu Arg Lys lie 
305 310 315 320 

Asn Ala Ala Trp Phe Lys Asn Met Pro His Leu Lys Val Leu Asp Leu. 

325 330 335 

Glu Phe Asn Tyr Leu Val Gly Glu lie Ala Ser Gly Ala Phe Leu Thr 

340 345 350 

Met Leu Pro Arg Leu Glu lie Leu Asp Leu Ser Phe Asn Tyr lie Lys 

355 360 365 

Gly Ser Tyr Pro Gin His lie Asn lie Ser Arg Asn Phe Ser Lys Pro 

370 375 380 

Leu Ser Leu Arg Ala Leu His Leu Arg Gly Tyr Val Phe Gin Glu Leu 
385 390 395 400 

Arg Glu Asp Asp Phe Gin Pro Leu Met Gin Leu Pro Asn Leu Ser Thr 

405 410 415 

lie Asn Leu Gly lie Asn Phe lie Lys Gin lie Asp Phe Lys Leu Phe 

420 425 430 

Gin Asn Phe Ser Asn Leu Glu lie lie Tyr Leu Ser Glu Asn Arg lie 

435 440 445 

Ser Pro Leu Val Lys Asp Thr Arg Gin Ser Tyr Ala Asn Ser Ser Ser 

450 455 460 

Phe Gin Arg His lie Arg Lys Arg Arg Ser Thr Asp Phe Glu Phe Asp 
465 470 475 480 

Pro His Ser Asn Phe Tyr His Phe Thr Arg Pro Leu lie Lys Pro Gin 

485 490 495 

Cys Ala Ala Tyr Gly Lys Ala Leu Asp Leu Ser Leu Asn Ser lie Phe 

500 505 510 

Phe lie Gly Pro Asn Gin Phe Glu Asn Leu Pro Asp lie Ala Cys Leu 

515 520 525 

Asn Leu Ser Ala Asn Ser Asn Ala Gin Val Leu Ser Gly Thr Glu Phe 

530 535 540 

Ser Ala lie Pro His Val Lys Tyr Leu Asp Leu Thr Asn Asn Arg Leu 
545 550 555 560 

Asp Phe Asp Asn Ala Ser Ala Leu Thr Glu Leu Ser Asp Leu Glu Val 

565 570 575 

Leu Asp Leu Ser Tyr Asn Ser His Tyr Phe Arg lie Ala Gly Val Thr 

580 585 590 

His His Leu Glu Phe lie Gin Asn Phe Thr Asn Leu Lys Val Leu Asn 

595 600 605 

Leu Ser His Asn Asn lie Tyr Thr Leu Thr Asp Lys Tyr Asn Leu Glu 

610 615 620 

Ser Lys Ser Leu Val Glu Leu Val Phe Ser Gly Asn Arg Leu Asp lie 
625 630 635 640 

Leu Trp Asn Asp Asp Asp Asn Arg Tyr lie Ser lie Phe Lys Gly Leu 

645 650 655 

Lys Asn Leu Thr Arg Leu Asp Leu Ser Leu Asn Arg Leu Lys His lie 

660 665 670 

Pro Asn Glu Ala Phe Leu Asn Leu Pro Ala Ser Leu Thr Glu Leu His 

675 680 685 

lie Asn Asp Asn Met Leu Lys Phe Phe Asn Trp Thr Leu Leu Gin Gin 

690 695 700 

Phe Pro Arg Leu Glu Leu Leu Asp Leu Arg Gly Asn Lys Leu Leu Phe 
705 710 715 720 

Leu Thr Asp Ser Leu Ser Asp Phe Thr Ser Ser Leu Arg Thr Leu Leu 
725 730 735 
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Leu 


Ser 


His 


Asn 


Arg 


He 


Ser 


His 


Leu 


Pro 


Ser 


Gly 


Phe 


Leu 


Ser 


Glu 








740 










745 










750 






Val 


Ser 


Ser 


Leu 


Lys 


His 


Leu 


Asp 


Leu 


Ser 


Ser 


Asn 


Leu 


Leu 


Lys 


Thr 






755 










760 










765 








He 


Asn 


Lys 


Ser 


Ala 


Leu 


Glu 


Thr 


Lys 


Thr 


Thr 


Thr 


Lys 


Leu 


Ser 


Met 




770 










775 










780 










Leu 


Glu 


Leu 


His 


Gly 


Asn 


Pro 


Phe 


Glu 


Cys 


Thr 


Cys 


Asp 


He 


Gly 


Asp 


785 










790 










795 










800 


Phe 


Arg 


Arg 


Trp 


Met 


Asp 


Glu 


His 


Leu 


Asn 


Val 


Lys 


He 


Pro 


Arg 


Leu 










805 










810 










815 




Val 


Asp 


Val 


He 


Cys 


Ala 


Ser 


Pro 


Gly 


Asp 


Gin 


Arg 


Gly 


Lys 


Ser 


He 








820 










825 










830 






Val 


Ser 


Leu 


Glu 


Leu 


Thr 


Thr 


Cys 


Val 


Ser 


Asp 


Val 


Thr 


Ala 


Val 


He 






835 










840 










845 








Leu 


Phe 


Phe 


Phe 


Thr 


Phe 


Phe 


He 


Thr 


Thr 


Met 


Val 


Met 


Leu 


Ala 


Ala 




850 










855 










860 










Leu 


Ala 


His 


His 


Leu 


Phe 


Tyr 


Trp 


Asp 


Val 


Trp 


Phe 


He 


Tyr 


Asn 


Val 


865 










870 










875 










880 


Cys 


Leu 


Ala 


Lys 


He 


Lys 


Gly 


Tyr 


Arg 


Ser 


Leu 


Ser 


Thr 


Ser 


Gin 


Thr 










885 










890 










895 




Phe 


Tyr 


Asp 


Ala 


Tyr 


He 


Ser 


Tyr 


Asp 


Thr 


Lys 


Asp 


Ala 


Ser 


Val 


Thr 








900 










905 










910 






Asp 


Trp 


Val 


He 


Asn 


Glu 


Leu 


Arg 


Tyr 


His 


Leu 


Glu 


Glu 


Ser 


Arg 


Asp 






915 










920 










925 








Lys 


Asn 


Val 


Leu 


Leu 


Cys 


Leu 


Glu 


Glu 


Arg 


Asp 


Trp 


Asp 


Pro 


Gly 


Leu 




930 










935 










940 










Ala 


He 


He 


Asp 


Asn 


Leu 


Met 


Gin 


Ser 


He 


Asn 


Gin 


Ser 


Lys 


Lys 


Thr 


945 










950 










955 










960 


Val 


Phe 


Val 


Leu 


Thr 


Lys 


Lys 


Tyr 


Ala 


Lys 


Ser 


Trp 


Asn 


Phe 


Lys 


Thr 










965 










970 










975 




Ala 


Phe 


Tyr 


Leu 


Ala 


Leu 


Gin 


Arg 


Leu 


Met 


Asp 


Glu 


Asn 


Met 


Asp 


Val 








980 










985 










990 






He 


He 


Phe 


He 


Leu 


Leu 


Glu 


Pro 


Val 


Leu 


Gin 


His 


Ser 


Gin 


Tyr 


Leu 






995 










1000 








1005 






Arg 


Leu 


Arg 


Gin 


Arg 


He 


Cys 


Lys 


Ser 


Ser 


He 


Leu 


Gin 


Trp 


Pro 


Asp 




1010 








1015 








1020 








Asn 


Pro 


Lys 


Ala 


Glu 


Gly 


Leu 


Phe 


Trp 


Gin 


Thr 


Leu- Arg 


Asn 


Val 


Val 


1025 








1030 








1035 








104( 


Leu 


Thr 


Glu 


Asn 


Asp 


Ser 


Arg 


Tyr 


Asn 


Asn 


Met 


Tyr 


Val 


Asp 


Ser 


He 



1045 1050 1055 



Lys Gin Tyr 



<210> 31 

<211> 2085 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (76) . . . (1407) 
<400> 31 

gcatttcttc cttctgcgta tgggacagga ccctttctgg aatgggggtc ttatgaccta 60 
caatcaaaca agaac atg gac ttc ccg tgc etc tgg eta ggg ctg ttg ctg 111 
Met Asp Phe Pro Cys Leu Trp Leu Gly Leu Leu Leu 
15 10 

cct ttg gta get gcg ctg gat ttc aac tac cac cgc cag gaa ggg atg 159 
Pro Leu Val Ala Ala Leu Asp Phe Asn Tyr His Arg Gin Glu Gly Met 
15 20 25 



66 



gaa gcg ttt ttg aag act gtt gcc caa aac tac agt tct gtc act cac 207 
Glu Ala Phe Leu Lys Thr Val Ala Gin Asn Tyr Ser Ser Val Thr His 
30 35 40 

tta cac agt att ggg aaa tct gtg aaa ggt aga aac ctg tgg gtt ctt 255 
Leu His Ser lie Gly Lys Ser Val Lys Gly Arg Asn Leu Trp Val Leu 
45 50 55 60 

gtt gtg ggg egg ttt cca aag gaa cac aga att ggg att cca gag ttc 303 
Val Val Gly Arg Phe Pro Lys Glu His Arg lie Gly lie Pro Glu Phe 
65 70 75 

aaa tac gtg gca aat atg cat gga gat gag act gtt ggg egg gag ctg 351 
Lys Tyr Val Ala Asn Met His Gly Asp Glu Thr Val Gly Arg Glu Leu 
80 85 90 

ctg etc cat ctg att gac tat etc gta acc agt gat ggc aaa gac cct 399 
Leu Leu His Leu lie Asp Tyr Leu Val Thr Ser Asp Gly Lys Asp Pro 
95 100 105 

gaa ate aca aat ctg ate aat agt acc egg ata cac ate atg cct tec 447 
Glu lie Thr Asn Leu lie Asn Ser Thr Arg lie His lie Met Pro Ser 
110 115 120 

atg aac cca gat gga ttt gaa gcc gtc aaa aag cct gac tgt tac tac 495 
Met Asn Pro Asp Gly Phe Glu Ala Val Lys Lys Pro Asp Cys Tyr Tyr 
125 130 135 140 

age ate gga agg gaa aat tat aac cag tat gac ttg aat cga aat ttc 543 
Ser lie Gly Arg Glu Asn Tyr Asn Gin Tyr Asp Leu Asn Arg Asn Phe 
145 150 155 

ccc gat get ttt gaa tat aat aat gtc tea agg cag cct gaa act gtg 591 
Pro Asp Ala Phe Glu Tyr Asn Asn Val Ser Arg Gin Pro Glu Thr Val 
160 165 170 

gca gtc atg aag tgg ctg aaa aca gag acg ttt gtc etc tct gca aac 639 
Ala Val Met Lys Trp Leu Lys Thr Glu Thr Phe Val Leu Ser Ala Asn 
175 180 185 

etc cat ggt ggt gcc etc gtg gcc agt tac cca ttt gat aat ggt gtt 687 
Leu His Gly Gly Ala Leu Val Ala Ser Tyr Pro Phe Asp Asn Gly Val 
190 195 200 

caa gca act ggg gca tta tac tec cga age tta acg cct gat gat gat 735 
Gin Ala Thr Gly Ala Leu Tyr Ser Arg Ser Leu Thr Pro Asp Asp Asp 
205 210 215 220 

gtt ttt caa tat ctt gca cat acc tat get tea aga aat ccc aac atg 783 
Val Phe Gin Tyr Leu Ala His Thr Tyr Ala Ser Arg Asn Pro Asn Met 
225 230 235 

aag aaa gga gac gag tgt aaa aac aaa atg aac ttt cct aat ggt gtt 831 
Lys Lys Gly Asp Glu Cys Lys Asn Lys Met Asn Phe Pro Asn Gly Val 
240 245 250 

aca aat gga tac tct tgg tat cca etc caa ggt gga atg caa gat tac 879 
Thr Asn Gly Tyr Ser Trp Tyr Pro Leu Gin Gly Gly Met Gin Asp Tyr 
255 260 265 

aac tac ate tgg gcc cag tgt ttt gaa att acg ttg gag ctg tea tgc 927 



67 



Asn Tyr lie Trp Ala Gin Cys Phe Glu lie Thr Leu Glu Leu Ser Cys 
270 275 280 



tgt aaa tat cct cgt gag gag aag ctt cca tec ttt tgg aat aat aac 
Cys Lys Tyr Pro Arg Glu Glu Lys Leu Pro Ser Phe Trp Asn Asn Asn 
285 290 295 300 



975 



aaa gec tea tta att gaa tat ata aag cag gtg cac eta ggt gta aag 
Lys Ala Ser Leu lie Glu Tyr lie Lys Gin Val His Leu Gly Val Lys 
305 310 315 



1023 



ggt caa gtt ttt gat cag aat gga aat cca tta ccc aat gta att gtg 
Gly Gin Val Phe Asp Gin Asn Gly Asn Pro Leu Pro Asn Val lie Val 
320 325 330 



1071 



gaa gtc caa gac aga aaa cat ate tgc ccc tat aga ace aac aaa tat 
Glu Val Gin Asp Arg Lys His lie Cys Pro Tyr Arg Thr Asn Lys Tyr 
335 340 345 



1119 



gga gag tat tat etc ctt etc ttg cct ggg tct tat att ata aat gtt 
Gly Glu Tyr Tyr Leu Leu Leu Leu Pro Gly Ser Tyr lie lie Asn Val 
350 355 360 



1167 



aca gtc cct gga cat gat cca cac ate aca aag gtg att att ccg gag 
Thr Val Pro Gly His Asp Pro His lie Thr Lys Val lie lie Pro Glu 
365 370 375 380 



1215 



aaa tec cag aac ttc agt get ctt aaa aag gat att eta ctt cca ttc 
Lys Ser Gin Asn Phe Ser Ala Leu Lys Lys Asp lie Leu Leu Pro Phe 
385 390 395 



1263 



caa ggg caa ttg gat tct ate cca gta tea aat cct tea tgc cca atg 
Gin Gly Gin Leu Asp Ser lie Pro Val Ser Asn Pro Ser Cys Pro Met 
400 405 410 



1311 



att cct eta tac aga aat ttg cca gac cac tea get gca aca aag cct 
lie Pro Leu Tyr Arg Asn Leu Pro Asp His Ser Ala Ala Thr Lys Pro 
415 420 425 



1359 



agt ttg ttc tta ttt tta gtg agt ctt ttg cac ata ttc ttc aaa taa 
Ser Leu Phe Leu Phe Leu Val Ser Leu Leu His lie Phe Phe Lys * 
430 435 440 



1407 



agtaaaatgt 
tactgcaacc 
aagaagagaa 
aatgattcag 
ctcaaattaa 
aatgectgea 
gatgaacatt 
acgccttgta 
gttcaagacc 
tggtggcggg 
ccctagaggc 
agagtaagac 



gaaactcaac 
ctaactcact 
atggatgttt 
tettgaeggt 
tcttgaagta 
aaaagaagat 
tattgatctt 
atcccagcac 
agcctgacca 
cacctgtagt 
ggagtttgca 
tctgtctc 



ccacatcacc 
ctagtgggac 
ccaaattcca 
gaatggaaga 
gtcttaaaat 
cattttgtat 
ctacatacaa 
tttgggaggc 
acatggtgaa 
cgcagccttt 
gtgagecgag 



acctggaatc 
cttgactgga 
caataagcaa 
cacttaccta 
gtgtaagaag 
acagagaacc 
gacttcacca 
caaggtgggc 
accctgtctc 
egggaggctg 
atagtgecat 



agggattget 
gaaactccac 
tatgtggtga 
acaagtactg 
ttaaaacttg 
ggatgaatat 
taaggecagg 
ggatcacctt 
tactaaatat 
agacaggaga 
tgtactccag 



cactccaggt 
gatcttcctg 
taatgaaaag 
ctcatttaca 
agaagcaaaa 
aagcaatgaa 
ageagtgetc 
gaggtcagga 
tageggggtg 
ategcttgaa 
cttgggcaac 



1467 
1527 
1587 
1647 
1707 
1767 
1827 
1887 
1947 
2007 
2067 
2085 



<210> 32 
<211> 443 
<212> PRT 

<213> Homo Sapiens 



<400> 32 



68 



Met 


Asp 


Phe 


Pro 


Cys 


Leu 


Trp 


Leu 


Gly 


Leu 


Leu 


Leu 


Pro 


Leu 


Val 


Ala 


1 








5 










10 










15 




Ala 


Leu 


Asp 


Phe 


Asn 


Tyr 


His 


Arg 


Gin 


Glu 


Gly 


Met 


Glu 


Ala 


Phe 


Leu 








20 










25 










30 






Lys 


Thr 


Val 


Ala 


Gin 


Asn 


Tyr 


Ser 


Ser 


Val 


Thr 


His 


Leu 


His 


Ser 


He 






35 










40 










45 








Gly 


Lys 


Ser 


Val 


Lys 


Gly Arg 


Asn 


Leu 


Trp 


Val 


Leu 


Val 


Val 


Gly 


Arg 




50 










55 










60 










Phe 


Pro 


Lys 


Glu 


His 


Arg 


He 


Gly 


He 


Pro 


Glu 


Phe 


Lys 


Tyr 


Val 


Ala 


65 










70 










75 










80 


Asn 


Met 


His 


Gly 


Asp 


Glu 


Thr 


Val 


Gly 


Arg 


Glu 


Leu 


Leu 


Leu 


His 


Leu 










85 










90 










95 




He 


Asp 


Tyr 


Leu 


Val 


Thr 


Ser 


Asp 


Gly 


Lys 


Asp 


Pro 


Glu 


He 


Thr 


Asn 








100 










105 










110 






Leu 


He 


Asn 


Ser 


Thr 


Arcr 


He 


His 


He 


Met 


Pro 


Ser 


Met 


Asn 


Pro 


Asp 






115 










120 










125 








Gly 


Phe 


Glu 


Ala 


Val 


Lys 


Lys 


Pro 


Asp 


Cys 


Tyr 


Tyr 


Ser 


He 


Gly 


Arg 




130 










135 










140 










Glu 


Asn 


Tyr 


Asn 


Gin 


Tvr 


Asp 


Leu 


Asn 


Arg 


Asn 


Phe 


Pro 


Asp 


Ala 


Phe 


145 










150 










155 










160 


Glu 


Tyr 


Asn 


Asn 


Val 


Ser 


Arg 


Gin 


Pro 


Glu 


Thr 


Val 


Ala 


Val 


Met 


Lys 










165 










170 










175 




Trp 


Leu 


Lys 


Thr 


Glu 


Thr 


Phe 


Val 


Leu 


Ser 


Ala 


Asn 


Leu 


His 


Gly 


Gly 








180 










185 










190 






Ala 


Leu 


Val 


Ala 


Ser 


Tvr 


Pro 


Phe 


Asp 


Asn 


Gly 


Val 


Gin 


Ala 


Thr 


Gly 






195 










200 










205 








Ala 


Leu 


Tyr 


Ser 


Arg 


Ser 


Leu 


Thr 


Pro 


Asp 


Asp 


Asp 


Val 


Phe 


Gin 


Tyr 




210 










215 










220 










Leu 


Ala 


His 


Thr 


Tyr 


Ala 


Ser 


Arg 


Asn 


Pro 


Asn 


Met 


Lys 


Lys 


Gly 


Asp 


225 










230 










235 










240 


Glu 


Cys 


Lys 


Asn 


Lys 


Met 


Asn 


Phe 


Pro 


Asn 


Gly 


Val 


Thr 


Asn 


Gly 


Tyr 










245 










250 










255 




Ser 


Trp 


Tyr 


Pro 


Leu 


Gin 


Glv 


Gly 


Met 


Gin 


Asp 


Tyr 


Asn 


Tyr 


He 


Trp 








260 










265 










270 






Ala 


Gin 


Cys 


Phe 


Glu 


He 


Thr 


Leu 


Glu 


Leu 


Ser 


Cys 


Cys 


Lys 


Tyr 


Pro 






275 










280 










285 








Arg 


Glu 


Glu 


Lys 


Leu 


Pro 


Ser 


Phe 


Trp 


Asn 


Asn 


Asn 


Lys 


Ala 


Ser 


Leu 




290 










295 










300 










He 


Glu 


Tyr 


He 


Lys 


Gin 


Val 


His 


Leu 


Gly 


Val 


Lys 


Gly 


Gin 


Val 


Phe 


305 










310 










315 










320 


Asp 


Gin 


Asn 


Gly 


Asn 


Pro 


Leu 


Pro 


Asn 


Val 


He 


Val 


Glu 


Val 


Gin 


Asp 










325 










330 










335 




Arg 


Lys 


His 


He 


Cys 


Pro 


Tyr 


Arg 


Thr 


Asn 


Lys 


Tyr 


Gly 


Glu 


Tyr 


Tyr 








340 










345 










350 






Leu 


Leu 


Leu 


Leu 


Pro 


Gly 


Ser 


Tyr 


He 


He 


Asn 


Val 


Thr 


Val 


Pro 


Gly 






355 










360 










365 








His 


Asp 


Pro 


His 


He 


Thr 


Lys 


Val 


He 


He 


Pro 


Glu 


Lys 


Ser 


Gin 


Asn 




370 










375 










380 










Phe 


Ser 


Ala 


Leu 


Lys 


Lys 


Asp 


He 


Leu 


Leu 


Pro 


Phe 


Gin 


Gly 


Gin 


Leu 


385 










390 










395 










400 


Asp 


Ser 


He 


Pro 


Val 


Ser 


Asn 


Pro 


Ser 


Cys 


Pro 


Met 


He 


Pro 


Leu 


Tyr 










405 










410 










415 




Arg 


Asn 


Leu 


Pro 


Asp 


His 


Ser 


Ala 


Ala 


Thr 


Lys 


Pro 


Ser 


Leu 


Phe 


Leu 








420 










425 










430 






Phe 


Leu 


Val 


Ser 


Leu 


Leu 


His 


He 


Phe 


Phe 


Lys 













435 440 



<210> 33 

<211> 1408 

<212> DNA 

<213> Homo Sapiens 
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<220> 
<221> CDS 

<222> (104) . . . (1006) 



<400> 33 

aaacagaagg ggaggtgcag tttcagaacc cagccagcct ctctcttgct gcctagcctc 60 
ctgccggcct catcttcgcc cagccaaccc cgcctggagc cct atg gcc aac tgc 115 

Met Ala Asn Cys 
1 

gag ttc age ccg gtg tec ggg gac aaa ccc tgc tgc egg etc tct agg 163 
Glu Phe Ser Pro Val Ser Gly Asp Lys Pro Cys Cys Arg Leu Ser Arg 
5 10 15 20 

aga gcc caa etc tgt ctt ggc gtc agt ate ctg gtc ctg ate etc gtc 211 
Arg Ala Gin Leu Cys Leu Gly Val Ser lie Leu Val Leu lie Leu Val 
25 30 35 

gtg gtg etc gcg gtg gtc gtc ccg agg tgg cgc cag cag tgg age ggt 259 
Val Val Leu Ala Val Val Val Pro Arg Trp Arg Gin Gin Trp Ser Gly 
40 45 50 

ccg ggc ace ace aag cgc ttt ccc gag ace gtc ctg gcg cga tgc gtc 3 07 
Pro Gly Thr Thr Lys Arg Phe Pro Glu Thr Val Leu Ala Arg Cys Val 
55 60 65 

aag tac act gaa att cat cct gag atg aga cat gta gac tgc caa agt 3 55 
Lys Tyr Thr Glu lie His Pro Glu Met Arg His Val Asp Cys Gin Ser 
70 75 80 

gta tgg gat get ttc aag ggt gca ttt att tea aaa cat cct tgc aac 403 
Val Trp Asp Ala Phe Lys Gly Ala Phe lie Ser Lys His Pro Cys Asn 
85 90 95 100 

att act gaa gaa gac tat cag cca eta atg aag ttg gga act cag ace 451 
lie Thr Glu Glu Asp Tyr Gin Pro Leu Met Lys Leu Gly Thr Gin Thr 
105 110 115 

gta cct tgc aac aag att ctt ctt tgg age aga ata aaa gat ctg gcc 499 
Val Pro Cys Asn Lys lie Leu Leu Trp Ser Arg lie Lys Asp Leu Ala 
120 125 130 

cat cag ttc aca cag gtc cag egg gac atg ttc ace ctg gag gac acg 547 
His Gin Phe Thr Gin Val Gin Arg Asp Met Phe Thr Leu Glu Asp Thr 
135 140 145 

ctg eta ggc tac ctt get gat gac etc aca tgg tgt ggt gaa ttc aac 595 
Leu Leu Gly Tyr Leu Ala Asp Asp Leu Thr Trp Cys Gly Glu Phe Asn 
150 155 160 

act tec aaa ata aac tat caa tct tgc cca gac tgg aga aag gac tgc 643 
Thr Ser Lys lie Asn Tyr Gin Ser Cys Pro Asp Trp Arg Lys Asp Cys 
165 170 175 180 

age aac aac cct gtt tea gta ttc tgg aaa acg gtt tec cgc agg ttt 691 
Ser Asn Asn Pro Val Ser Val Phe Trp Lys Thr Val Ser Arg Arg Phe 
185 190 195 

gca gaa get gcc tgt gat gtg gtc cat gtg atg etc aat gga tec cgc 73 9 
Ala Glu Ala Ala Cys Asp Val Val His Val Met Leu Asn Gly Ser Arg 
200 205 210 
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agt aaa ate ttt gac aaa aac age act ttt ggg agt gtg gaa gtc cat 787 
Ser Lys lie Phe Asp Lys Asn Ser Thr Phe Gly Ser Val Glu Val His 
215 220 225 

aat ttg caa cca gag aag gtt cag aca eta gag gec tgg gtg ata cat 835 
Asn Leu Gin Pro Glu Lys Val Gin Thr Leu Glu Ala Trp Val lie His 
230 235 240 

ggt gga aga gaa gat tec aga gac tta tgc cag gat ccc acc ata aaa 883 
Gly Gly Arg Glu Asp Ser Arg Asp Leu Cys Gin Asp Pro Thr lie Lys 
245 250 255 260 

gag ctg gaa teg att ata age aaa agg aat att caa ttt tec tgc aag 931 
Glu Leu Glu Ser lie lie Ser Lys Arg Asn lie Gin Phe Ser Cys Lys 
265 270 275 

aat ate tac aga cct gac aag ttt ctt cag tgt gtg aaa aat cct gag 979 
Asn lie Tyr Arg Pro Asp Lys Phe Leu Gin Cys Val Lys Asn Pro Glu 
280 285 290 

gat tea tct tgc aca tct gag ate tga gccagtcgct gtggttgttt 1026 
Asp Ser Ser Cys Thr Ser Glu lie * 
295 300 

tagctccttg actccttgtg gtttatgtca tcatacatga ctcagcatac ctgctggtgc 1086 
agagctgaag attttggagg gtcctccaca ataaggtcaa tgecagagae ggaagccttt 1146 
ttccccaaag tcttaaaata acttatatca tcagcatacc tttattgtga tctatcaata 1206 
gtcaagaaaa attattgtat aagattagaa tgaaaattgt atgttaagtt acttcacttt 1266 
aattctcatg tgatcctttt atgttattta tatattggta acatcctttc tattgaaaaa 1326 
tcaccacacc aaacctctct tattagaaca ggcaagtgaa gaaaagtgaa tgctcaagtt 1386 
tttcagaaag cattacattt cc 1408 

<210> 34 

<211> 300 

<212> PRT 

<213> Homo Sapiens 

<400> 34 

Met Ala Asn Cys Glu Phe Ser Pro Val Ser Gly Asp Lys Pro Cys Cys 

15 10 15 

Arg Leu Ser Arg Arg Ala Gin Leu Cys Leu Gly Val Ser lie Leu Val 

20 25 30 

Leu lie Leu Val Val Val Leu Ala Val Val Val Pro Arg Trp Arg Gin 

35 40 45 

Gin Trp Ser Gly Pro Gly Thr Thr Lys Arg Phe Pro Glu Thr Val Leu 

50 55 60 

Ala Arg Cys Val Lys Tyr Thr Glu lie His Pro Glu Met Arg His Val 
65 70 75 80 

Asp Cys Gin Ser Val Trp Asp Ala Phe Lys Gly Ala Phe lie Ser Lys 

85 90 95 

His Pro Cys Asn lie Thr Glu Glu Asp Tyr Gin Pro Leu Met Lys Leu 

100 105 110 

Gly Thr Gin Thr Val Pro Cys Asn Lys lie Leu Leu Trp Ser Arg lie 

115 120 125 

Lys Asp Leu Ala His Gin Phe Thr Gin Val Gin Arg Asp Met Phe Thr 

130 135 140 

Leu Glu Asp Thr Leu Leu Gly Tyr Leu Ala Asp Asp Leu Thr Trp Cys 
145 150 155 160 

Gly Glu Phe Asn Thr Ser Lys lie Asn Tyr Gin Ser Cys Pro Asp Trp 

165 170 175 

Arg Lys Asp Cys Ser Asn Asn Pro Val Ser Val Phe Trp Lys Thr Val 
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180 185 190 

Ser Arg Arg Phe Ala Glu Ala Ala Cys Asp Val Val His Val Met Leu 

195 200 205 

Asn Gly Ser Arg Ser Lys lie Phe Asp Lys Asn Ser Thr Phe Gly Ser 

210 215 220 

Val Glu Val His Asn Leu Gin Pro Glu Lys Val Gin Thr Leu Glu Ala 
225 230 235 240 

Trp Val lie His Gly Gly Arg Glu Asp Ser Arg Asp Leu Cys Gin Asp 

245 250 255 

Pro Thr lie Lys Glu Leu Glu Ser lie lie Ser Lys Arg Asn lie Gin 

260 265 270 

Phe Ser Cys Lys Asn lie Tyr Arg Pro Asp Lys Phe Leu Gin Cys Val 

275 280 285 

Lys Asn Pro Glu Asp Ser Ser Cys Thr Ser Glu lie 
290 295 300 



<210> 35 
<211> 769 
<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (16) . . . (759) 

<400> 35 

agcctctctg ggaag atg ctg ctt ctt cct etc ccc ctg ctg etc ttt etc 51 
Met Leu Leu Leu Pro Leu Pro Leu Leu Leu Phe Leu 
15 10 

ttg tgc tec aga get gaa get ggg gag ate ate ggg ggc aca gaa tgc 99 
Leu Cys Ser Arg Ala Glu Ala Gly Glu lie lie Gly Gly Thr Glu Cys 
15 20 25 

aag cca cat tec cgc ccc tac atg gee tac ctg gaa att gta act tec 147 
Lys Pro His Ser Arg Pro Tyr Met Ala Tyr Leu Glu lie Val Thr Ser 
30 35 40 

aac ggt ccc tea aaa ttt tgt ggt ggt ttc ctt ata aga egg aac ttt 195 
Asn Gly Pro Ser Lys Phe Cys Gly Gly Phe Leu lie Arg Arg Asn Phe 
45 50 55 60 

gtg ctg acg get get cat tgt gca gga agg tct ata aca gtc acc ctt 243 
Val Leu Thr Ala Ala His Cys Ala Gly Arg Ser lie Thr Val Thr Leu 
65 70 75 

gga gee cat aac ata aca gag gaa gaa gac aca tgg cag aag ctt gag 2 91 
Gly Ala His Asn lie Thr Glu Glu Glu Asp Thr Trp Gin Lys Leu Glu 
80 85 90 

gtt ata aag caa ttc cgt cat cca aaa tat aac act tct act ctt cac 339 
Val lie Lys Gin Phe Arg His Pro Lys Tyr Asn Thr Ser Thr Leu His 
95 100 105 

cac gat ate atg tta eta aag ttg aag gag aaa gee age ctg acc ctg 387 
His Asp lie Met Leu Leu Lys Leu Lys Glu Lys Ala Ser Leu Thr Leu 
110 115 120 

get gtg ggg aca etc ccc ttc cca tea caa ttc aac ttt gtc cca cct 435 
Ala Val Gly Thr Leu Pro Phe Pro Ser Gin Phe Asn Phe Val Pro Pro 
125 130 135 140 
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ggg aga atg tgc egg gtg get ggc tgg gga aga aca ggt gtg ttg aag 483 
Gly Arg Met Cys Arg Val Ala Gly Trp Gly Arg Thr Gly Val Leu Lys 
145 150 155 



ccg ggc tea gac act ctg caa gag gtg aag ctg aga etc atg gat ccc 531 
Pro Gly Ser Asp Thr Leu Gin Glu Val Lys Leu Arg Leu Met Asp Pro 
160 165 170 

cag gee tgc age cac ttc aga gac ttt gac cac aat ctt cag ctg tgt 579 
Gin Ala Cys Ser His Phe Arg Asp Phe Asp His Asn Leu Gin Leu Cys 
175 180 185 

gtg ggc aat ccc agg aag aca aaa tct gca ttt aag gga gac tct ggg 627 
Val Gly Asn Pro Arg Lys Thr Lys Ser Ala Phe Lys Gly Asp Ser Gly 
190 195 200 

ggc cct ctt ctg tgt get ggg gtg gee cag ggc ate gta tec tat gga 675 
Gly Pro Leu Leu Cys Ala Gly Val Ala Gin Gly lie Val Ser Tyr Gly 
205 210 215 220 

egg teg gat gca aag ccc cct get gtc ttc acc cga ate tec cat tac 723 
Arg Ser Asp Ala Lys Pro Pro Ala Val Phe Thr Arg lie Ser His Tyr 
225 230 235 

egg ccc tgg ate aac cag ate ctg cag gca aat taa tcctggatcc 7 69 

Arg Pro Trp lie Asn Gin lie Leu Gin Ala Asn * 
240 245 



<210> 36 
<211> 247 
<212> PRT 

<213> Homo Sapiens 
<400> 36 



Met 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Leu 


Leu 


Leu 


Phe 


Leu 


Leu 


Cys 


Ser 


Arg 


1 








5 










10 










15 




Ala 


Glu 


Ala 


Gly 


Glu 


He 


He 


Gly 


Gly 


Thr 


Glu 


Cys 


Lys 


Pro 


His 


Ser 








20 










25 










30 






Arg 


Pro 


Tyr 


Met 


Ala 


Tyr 


Leu 


Glu 


He 


Val 


Thr 


Ser 


Asn 


Gly 


Pro 


Ser 






35 










40 










45 








Lys 


Phe 


Cys 


Gly 


Gly 


Phe 


Leu 


He 


Arg 


Arg 


Asn 


Phe 


Val 


Leu 


Thr 


Ala 




50 










55 










60 










Ala 


His 


Cys 


Ala 


Gly Arg 


Ser 


He 


Thr 


Val 


Thr 


Leu 


Gly 


Ala 


His 


Asn 


65 










70 










75 










80 


He 


Thr 


Glu 


Glu 


Glu 


Asp 


Thr 


Trp 


Gin 


Lys 


Leu 


Glu 


Val 


He 


Lys 


Gin 










85 










90 










95 




Phe 


Arg 


His 


Pro 


Lys 


Tyr 


Asn 


Thr 


Ser 


Thr 


Leu 


His 


His 


Asp 


He 


Met 








100 










105 










110 






Leu 


Leu 


Lys 


Leu 


Lys 


Glu 


Lys 


Ala 


Ser 


Leu 


Thr 


Leu 


Ala 


Val 


Gly Thr 






115 










120 










125 








Leu 


Pro 


Phe 


Pro 


Ser 


Gin 


Phe 


Asn 


Phe 


Val 


Pro 


Pro 


Gly 


Arg 


Met 


Cys 




130 










135 










140 










Arg 


Val 


Ala 


Gly 


Trp 


Gly 


Arg 


Thr 


Gly 


Val 


Leu 


Lys 


Pro 


Gly 


Ser 


Asp 


145 










150 










155 










160 


Thr 


Leu 


Gin 


Glu 


Val 


Lys 


Leu 


Arg 


Leu 


Met 


Asp 


Pro 


Gin 


Ala 


Cys 


Ser 










165 










170 










175 




His 


Phe 


Arg 


Asp 


Phe 


Asp 


His 


Asn 


Leu 


Gin 


Leu 


Cys 


Val 


Gly 


Asn 


Pro 








180 










185 










190 






Arg 


Lys 


Thr 


Lys 


Ser 


Ala 


Phe 


Lys 


Gly 


Asp 


Ser 


Gly 


Gly 


Pro 


Leu 


Leu 
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195 200 205 

Cys Ala Gly Val Ala Gin Gly lie Val Ser Tyr Gly Arg Ser Asp Ala 

210 215 220 

Lys Pro Pro Ala Val Phe Thr Arg lie Ser His Tyr Arg Pro Trp lie 
225 230 235 240 

Asn Gin lie Leu Gin Ala Asn 
245 



<210> 37 
<211> 1272 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (212) . . . (1072) 
<400> 37 

aggaggagag ccactgtggt ctgaagagat gctactgcct ggagactggg gtcttaacct 60 
ccagcctggc actgagccac ctgcaaccta gcagcaggtg accttggctc ccagcctgac 12 0 
tcagctgaac ctggatcctg tgcataggca agagctgact ctgagccctg gcccagccaa 180 
gctgacccct acactagacc ctacacaccg g atg gag ctg ate ctg agt acc 232 

Met Glu Leu lie Leu Ser Thr 
1 5 

age cca get gag ctg act ctg gat cct gcg tgc cag cca aag ctg ccc 280 
Ser Pro Ala Glu Leu Thr Leu Asp Pro Ala Cys Gin Pro Lys Leu Pro 
10 15 20 

ctg gat tec aca tgc caa cca gag atg acc ttc aat cct ggt cca act 328 
Leu Asp Ser Thr Cys Gin Pro Glu Met Thr Phe Asn Pro Gly Pro Thr 
25 30 35 

gag ctt acc ctg gat cct gaa cac cag cca gag gag acc cca get cct 37 6 
Glu Leu Thr Leu Asp Pro Glu His Gin Pro Glu Glu Thr Pro Ala Pro 
40 45 50 55 

age ctg get gag ttg acc ctg gag cct gtg cac cgc cga ccc gag etc 424 
Ser Leu Ala Glu Leu Thr Leu Glu Pro Val His Arg Arg Pro Glu Leu 
60 65 70 

ctg gat get tgt get gac etc ate aat gat cag tgg ccc cgc age cgc 472 
Leu Asp Ala Cys Ala Asp Leu lie Asn Asp Gin Trp Pro Arg Ser Arg 
75 80 85 

acc tec cgc ctg cac tec ctg ggc cag tec tea gat gee ttc ccc etc 520 
Thr Ser Arg Leu His Ser Leu Gly Gin Ser Ser Asp Ala Phe Pro Leu 
90 95 100 

tgc ctg atg ctg eta age ccc cac ccc aca ctt gaa gca gca ccc gtt 568 
Cys Leu Met Leu Leu Ser Pro His Pro Thr Leu Glu Ala Ala Pro Val 
105 110 115 

gtg gtg ggc cat gee cgc ctg tea egg gtg ctg aac cag ccc cag age 616 
Val Val Gly His Ala Arg Leu Ser Arg Val Leu Asn Gin Pro Gin Ser 
120 125 130 135 

etc tta gtg gag aca gtg gtg gtg gee egg gee ctg agg ggc cgt ggc 664 
Leu Leu Val Glu Thr Val Val Val Ala Arg Ala Leu Arg Gly Arg Gly 
140 145 150 
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ttt ggc cgc cgc etc atg gag ggc ctg gag gtc ttt get egg gee egg 712 
Phe Gly Arg Arg Leu Met Glu Gly Leu Glu Val Phe Ala Arg Ala Arg 
155 160 165 

ggc ttc cgc aag ctg cat etc ace ace cat gac cag gtg cac ttc tat 760 
Gly Phe Arg Lys Leu His Leu Thr Thr His Asp Gin Val His Phe Tyr 
170 175 180 

ace cac ctg ggc tac cag ctg ggt gag cct gtg cag ggc ctg gtc ttc 808 
Thr His Leu Gly Tyr Gin Leu Gly Glu Pro Val Gin Gly Leu Val Phe 
185 190 195 

ace age aga egg ctg cct gec acc ctg ctt aat gec ttc ccc aca gec 856 
Thr Ser Arg Arg Leu Pro Ala Thr Leu Leu Asn Ala Phe Pro Thr Ala 
200 205 210 215 

ccc tct ccc egg cca ccc agg aag gee cca aac ctg act gee caa get 904 
Pro Ser Pro Arg Pro Pro Arg Lys Ala Pro Asn Leu Thr Ala Gin Ala 
220 225 230 

gee cca agg ggt ccc aag gga cct cca ttg cca cca ccc cct ccc eta 952 
Ala Pro Arg Gly Pro Lys Gly Pro Pro Leu Pro Pro Pro Pro Pro Leu 
235 240 245 

cct gag tgc ctg acc ate tea ccc cca gtt cca tea ggg ccc cct tea 1000 
Pro Glu Cys Leu Thr lie Ser Pro Pro Val Pro Ser Gly Pro Pro Ser 
250 255 260 

aaa age ctg ctg gag aca caa tat caa aat gtg agg ggg cgc ccc ata 1048 
Lys Ser Leu Leu Glu Thr Gin Tyr Gin Asn Val Arg Gly Arg Pro lie 
265 270 275 

ttc tgg atg gaa aaa gac ate tga ggccatccag ggcaaggaac tgtctttctg 1102 
Phe Trp Met Glu Lys Asp lie * 
280 285 

gttcaataga ctgccccgac agtctacaag cctcagccca ctgaccatac ctcagcccct 1162 
agcccctggg gggcagcttt aacctgggca tgtttcctgg gtaccagtgg ggecaggagg 1222 
tggctctggc teagagcegt cagtgtggct gaataaaggc tctcttgggt 1272 

<210> 38 
<211> 286 
<212> PRT 

<213> Homo Sapiens 
<400> 38 

Met Glu Leu lie Leu Ser Thr Ser Pro Ala Glu Leu Thr Leu Asp Pro 

15 10 15 

Ala Cys Gin Pro Lys Leu Pro Leu Asp Ser Thr Cys Gin Pro Glu Met 

20 25 30 

Thr Phe Asn Pro Gly Pro Thr Glu Leu Thr Leu Asp Pro Glu His Gin 

35 40 45 

Pro Glu Glu Thr Pro Ala Pro Ser Leu Ala Glu Leu Thr Leu Glu Pro 

50 55 60 

Val His Arg Arg Pro Glu Leu Leu Asp Ala Cys Ala Asp Leu lie Asn 
65 70 75 80 

Asp Gin Trp Pro Arg Ser Arg Thr Ser Arg Leu His Ser Leu Gly Gin 

85 90 95 

Ser Ser Asp Ala Phe Pro Leu Cys Leu Met Leu Leu Ser Pro His Pro 

100 105 110 

Thr Leu Glu Ala Ala Pro Val Val Val Gly His Ala Arg Leu Ser Arg 
115 120 125 



75 



Val Leu Asn Gin Pro Gin Ser Leu Leu Val Glu Thr Val Val Val Ala 

130 135 140 

Arg Ala Leu Arg Gly Arg Gly Phe Gly Arg Arg Leu Met Glu Gly Leu 
145 150 155 160 

Glu Val Phe Ala Arg Ala Arg Gly Phe Arg Lys Leu His Leu Thr Thr 

165 170 175 

His Asp Gin Val His Phe Tyr Thr His Leu Gly Tyr Gin Leu Gly Glu 

180 185 190 

Pro Val Gin Gly Leu Val Phe Thr Ser Arg Arg Leu Pro Ala Thr Leu 

195 200 205 

Leu Asn Ala Phe Pro Thr Ala Pro Ser Pro Arg Pro Pro Arg Lys Ala 

210 215 220 

Pro Asn Leu Thr Ala Gin Ala Ala Pro Arg Gly Pro Lys Gly Pro Pro 
225 230 235 240 

Leu Pro Pro Pro Pro Pro Leu Pro Glu Cys Leu Thr lie Ser Pro Pro 

245 250 255 

Val Pro Ser Gly Pro Pro Ser Lys Ser Leu Leu Glu Thr Gin Tyr Gin 

260 265 270 

Asn Val Arg Gly Arg Pro lie Phe Trp Met Glu Lys Asp lie 
275 280 285 



<210> 39 

<211> 3386 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (223) . . . (1410) 
<400> 39 

gacacatccc gtgttccatc cactccctcc cttctcagca gtcctcgcct gttctcacgt 60 
gctcacaggc agttaggcag aagtgatccc cgtggctctg ccaaagacaa gcctgttggg 120 
ttgaaagaag aagaagaaga agaagaagaa aaaaaaactc aggcaaagtc acagcctcaa 180 
aattgttcac tgaaagaagc gtgagtggag aagtgtgaga ag atg aat gga ccg 234 

Met Asn Gly Pro 
1 

gtg gat ggc ttg tgt gac cac tct eta agt gaa gga gtc ttc atg ttc 282 
Val Asp Gly Leu Cys Asp His Ser Leu Ser Glu Gly Val Phe Met Phe 
5 10 15 20 

aca teg gag tct gtg gga gag gga cac ccg gat aag ate tgt gac cag 33 0 
Thr Ser Glu Ser Val Gly Glu Gly His Pro Asp Lys lie Cys Asp Gin 
25 30 35 

ate agt gat gca gtg ctg gat gee cat etc aag caa gac ccc aat gee 378 
lie Ser Asp Ala Val Leu Asp Ala His Leu Lys Gin Asp Pro Asn Ala 
40 45 50 

aag gtg gee tgt gag aca gtg tgc aag acc ggc atg gtg ctg ctg tgt 426 
Lys Val Ala Cys Glu Thr Val Cys Lys Thr Gly Met Val Leu Leu Cys 
55 60 65 

ggt gag ate acc tea atg gee atg gtg gac tac cag egg gtg gtg agg 474 
Gly Glu lie Thr Ser Met Ala Met Val Asp Tyr Gin Arg Val Val Arg 
70 75 80 

gac acc ate aag cac ate ggc tac gat gac tea gee aag ggc ttt gac 522 
Asp Thr lie Lys His lie Gly Tyr Asp Asp Ser Ala Lys Gly Phe Asp 
85 90 95 100 
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ttc aag act tgc aac gtg ctg gtg get ttg gag cag caa tec cca gat 570 
Phe Lys Thr Cys Asn Val Leu Val Ala Leu Glu Gin Gin Ser Pro Asp 
105 110 115 

att gee cag tgc gtc cat ctg gac aga aat gag gag gat gtg ggg gca 618 
lie Ala Gin Cys Val His Leu Asp Arg Asn Glu Glu Asp Val Gly Ala 
120 125 130 

gga gat cag ggt ttg atg ttc ggc tat gee acc gac gag aca gag gag 666 
Gly Asp Gin Gly Leu Met Phe Gly Tyr Ala Thr Asp Glu Thr Glu Glu 
135 140 145 

tgc atg ccc etc acc ate ate ctt get cac aag etc aac gee egg atg 714 
Cys Met Pro Leu Thr lie lie Leu Ala His Lys Leu Asn Ala Arg Met 
150 155 160 

gca gac etc agg cgc tec ggc etc etc ccc tgg ctg egg cct gac tct 762 
Ala Asp Leu Arg Arg Ser Gly Leu Leu Pro Trp Leu Arg Pro Asp Ser 
165 170 175 180 

aag act cag gtg aca gtt cag tac atg cag gac aat ggc gca gtc ate 810 
Lys Thr Gin Val Thr Val Gin Tyr Met Gin Asp Asn Gly Ala Val lie 
185 190 195 

cct gtg cgc ate cac acc ate gtc ate tct gtg cag cac aac gaa gac 858 
Pro Val Arg lie His Thr lie Val lie Ser Val Gin His Asn Glu Asp 
200 205 210 

ate acg ctg gag gag atg cgc agg gee ctg aag gag caa gtc ate agg 906 
lie Thr Leu Glu Glu Met Arg Arg Ala Leu Lys Glu Gin Val lie Arg 
215 220 225 

gee gtg gtg ccg gee aag tac ctg gac gaa gac acc gtc tac cac ctg 954 
Ala Val Val Pro Ala Lys Tyr Leu Asp Glu Asp Thr Val Tyr His Leu 
230 235 240 

cag ccc agt ggg egg ttt gtc ate gga ggt ccc cag ggg gat gcg ggt 1002 
Gin Pro Ser Gly Arg Phe Val lie Gly Gly Pro Gin Gly Asp Ala Gly 
245 250 255 260 

gtc act ggc cgt aag att att gtg gac acc tat ggc ggc tgg ggg get 1050 
Val Thr Gly Arg Lys lie lie Val Asp Thr Tyr Gly Gly Trp Gly Ala 
265 270 275 

cat ggt ggt ggg gee ttc tct ggg aag gac tac acc aag gtg gac cgc 1098 
His Gly Gly Gly Ala Phe Ser Gly Lys Asp Tyr Thr Lys Val Asp Arg 
280 285 290 

tea gee get tat get gee cgc tgg gtg gee aag tct ctg gtg aaa gca 1146 
Ser Ala Ala Tyr Ala Ala Arg Trp Val Ala Lys Ser Leu Val Lys Ala 
295 300 305 

ggg etc tgc egg aga gtg ctt gtc cag gtt tec tat gee att ggt gtg 1194 
Gly Leu Cys Arg Arg Val Leu Val Gin Val Ser Tyr Ala lie Gly Val 
310 315 320 

gee gag ccg ctg tec att tec ate ttc acc tac gga acc tct cag aag 1242 
Ala Glu Pro Leu Ser lie Ser lie Phe Thr Tyr Gly Thr Ser Gin Lys 
325 330 335 340 

aca gag cga gag ctg ctg gat gtg gtg cat aag aac ttc gac etc egg 1290 
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Thr Glu Arg Glu Leu Leu Asp Val Val His Lys Asn Phe Asp Leu Arg 
345 350 355 



ccg ggc gtc att gtc agg gat ttg gac ttg aag aag ccc ate tac cag 
Pro Gly Val lie Val Arg Asp Leu Asp Leu Lys Lys Pro lie Tyr Gin 
360 365 370 



1338 



aag aca gca tgc tac ggc cat ttc gga aga age gag ttc cca tgg gag 
Lys Thr Ala Cys Tyr Gly His Phe Gly Arg Ser Glu Phe Pro Trp Glu 
375 380 385 
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gtt ccc agg aag ctt gta ttt tag agecaggggg agetgggect ggtctcaccc 1440 
Val Pro Arg Lys Leu Val Phe * 
390 395 



tggaggcacc 
cacccaccaa 
atggccagct 
gcatggtgtt 
cccccgtcaa 
cccctccctc 
ccttgtgggc 
tctccagaaa 
cctaagcacc 
gcaacatgat 
gagagtctgg 
taggagcttt 
taacaggctc 
ggcctgaggt 
ttgtctgaaa 
gatgactgag 
ccagcagctt 
ggacttctgg 
agcagcaact 
tctttccctg 
ettteggate 
tggtgtcgga 
tggggagegg 
cttgcctgcc 
gcctggacct 
ggcaggggee 
tggtgctggg 
ccttggcctg 
gcaacaaaag 
gagggagtgg 
tcagaatttt 
gtatgaaact 
aggagcaact 



tggtggccat 
ccctcagggc 
ggaggcaggg 
ctcctgctgc 
gagtgaattc 
cccttgcctg 
cagggctcct 
gccccaccca 
tgtaatgtgc 
gaggtagtac 
ataacttcca 
gactcaggag 
aaacaatgac 
tactggaaat 
agtgaagaca 
ggtgagttgg 
tagaatccca 
ggtaagtggt 
tgtcctagca 
gtcccttgta 
cagggaggct 
caagcttctg 
gtctgctccc 
tttccatcca 
ctgacagcag 
tccatgggcc 
agaggcagee 
gagcacaaag 
aagcccggct 
tttgcaggtg 
atactttccc 
aaagecttta 
aaaaaaaaaa 



gctcctcttc 
aaagccaggt 
gcttcctggt 
tccctcagac 
cctcactcgt 
tgccaggtga 
ggacccccct 
ggecaggcat 
gagggaccca 
cttttatatc 
cagggtccca 
cctgtgacat 
aaagcagatt 
taggggatta 
gaaccacagg 
cttacctggc 
gccccctgac 
ctaagtccag 
cagatggeca 
tcccctgcag 
ggtcctatgg 
agaegtcatg 
aaggggcctg 
tggccagcag 
catctctacc 
ccaggggaac 
caggaagtct 
accctggctt 
cctggtcacc 
gccaagttcc 
taccctctag 
tttgttaata 
aaaaaa 



cccagacgcc 
ccctctcatt 
gctggaggtt 
tggggcaatg 
ctcccccaac 
ggtcagcaca 
ttcacaggca 
gtggcagggg 
gctaataact 
ccatttatag 
cagccacgtg 
accccctccc 
cagaaatgag 
acccactagc 
gctattttgt 
ccatcagggt 
cactcagaga 
tccagtccta 
gccccttaga 
getgagtgea 
cctcatgtta 
aggagattct 
agcagtcctt 
cacctgccct 
ttctccccag 
actggggact 
catctgggga 
tcattttctc 
taggaagect 
tctaacttgg 
agaaataaga 
gttcctgeta 



tggctgctga 
tagcctgtcc 
ggatcttgat 
ttaatttagt 
agctggaccc 
tctcaacagg 
gccagtgccc 
ttagagcagg 
gatctcgttt 
atgggggaaa 
tttagaccta 
ccaccgttgt 
gecatggact 
tcttgttgag 
ttgcttcatg 
aggctggagt 
catgeagaga 
tctgggcttc 
cagaggccct 
tttggaggga 
aataggcggg 
gcctttgcca 
ggcctgctaa 
acctgcccca 
ctcccaggac 
tggcctctct 
gcaggcagcc 
tcaggtgaaa 
cagattcctt 
ctcacactcg 
tcttttttgt 
aaacaatgaa 



tcgccttccc 
tgtcatcatc 
gtaaggatgg 
ggaaaaggca 
tgaccagctc 
cctcagggct 
tgagccaggg 
actgatgtct 
tttcttcact 
gcaaagcaca 
gatgtataac 
ctcatgccag 
ctgtcctgaa 
ccgtgggcaa 
tgtcccagaa 
tagggactga 
ttgggttttt 
ctggagcaga 
caagtctttc 
gtgagtggcc 
gcttgccttc 
ggtgactgtc 
ggtcttggaa 
cttgtcctta 
cacaggctca 
ctagggtaca 
agcatctggg 
ggaaattaag 
cccatggagg 
acatgaaaat 
cagtttgttt 
taaaaactca 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3386 



<210> 40 
<211> 395 
<212> PRT 

<213> Homo Sapiens 



<400> 40 

Met Asn Gly Pro Val Asp Gly Leu Cys Asp His Ser Leu Ser Glu Gly 

15 10 15 

Val Phe Met Phe Thr Ser Glu Ser Val Gly Glu Gly His Pro Asp Lys 

20 25 30 

lie Cys Asp Gin lie Ser Asp Ala Val Leu Asp Ala His Leu Lys Gin 

35 40 45 

Asp Pro Asn Ala Lys Val Ala Cys Glu Thr Val Cys Lys Thr Gly Met 
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50 55 60 



Val 


Leu 


Leu 


Cys 


Gly 


Glu 


He 


Thr 


Ser 


Met 


Ala 


Met 


Val 


Asp 


Tyr 


Gin 


65 










70 










75 










80 


Arg 


Val 


Val 


Arg 


Asp 


Thr 


He 


Lys 


His 


He 


Gly 


Tyr 


Asp 


Asp 


Ser 


Ala 










85 










90 










95 




Lys 


Gly 


Phe 


Asp 


Phe 


Lys 


Thr 


Cys 


Asn 


Val 


Leu 


Val 


Ala 


Leu 


Glu 


Gin 








100 










105 










110 






Gin 


Ser 


Pro 


Asp 


He 


Ala 


Gin 


Cys 


Val 


His 


Leu 


Asp 


Arg 


Asn 


Glu 


Glu 






115 










120 










125 








Asp 


Val 


Gly 


Ala 


Gly 


Asp 


Gin 


Gly 


Leu 


Met 


Phe 


Gly 


Tyr 


Ala 


Thr 


Asp 




130 










135 










140 










Glu 


Thr 


Glu 


Glu 


Cys 


Met 


Pro 


Leu 


Thr 


He 


He 


Leu 


Ala 


His 


Lys 


Leu 


145 










150 










155 










160 


Asn 


Ala 


Arg 


Met 


Ala 


Asp 


Leu 


Arg 


Arg 


Ser 


Gly 


Leu 


Leu 


Pro 


Trp 


Leu 










165 










170 










175 




Arg 


Pro 


Asp 


Ser 


Lys 


Thr 


Gin 


Val 


Thr 


Val 


Gin 


Tyr 


Met 


Gin 


Asp 


Asn 








180 










185 










190 






Gly 


Ala 


Val 


He 


Pro 


Val 


Arg 


He 


His 


Thr 


He 


Val 


He 


Ser 


Val 


Gin 






195 










200 










205 








His 


Asn 


Glu 


Asp 


He 


Thr 


Leu 


Glu 


Glu 


Met 


Arg 


Arg 


Ala 


Leu 


Lys 


Glu 




210 










215 










220 










Gin 


Val 


He 


Arg 


Ala 


Val 


Val 


Pro 


Ala 


Lys 


Tyr 


Leu 


Asp 


Glu 


Asp 


Thr 


225 










230 










235 










240 


Val 


Tyr 


His 


Leu 


Gin 


Pro 


Ser 


Gly 


Arg 


Phe 


Val 


He 


Gly 


Gly 


Pro 


Gin 










245 










250 










255 




Gly 


Asp 


Ala 


Gly 


Val 


Thr 


Gly 


Arg 


Lys 


He 


He 


Val 


Asp 


Thr 


Tyr 


Gly 








260 










265 










270 






Gly 


Trp 


Gly Ala 


His 


Gly 


Gly 


Gly 


Ala 


Phe 


Ser 


Gly 


Lys 


Asp 


Tyr 


Thr 






275 










280 










285 








Lys 


Val 


Asp 


Arg 


Ser 


Ala 


Ala 


Tyr 


Ala 


Ala 


Arg 


Trp 


Val 


Ala 


Lys 


Ser 




290 










295 










300 










Leu 


Val 


Lys 


Ala 


Gly 


Leu 


Cys 


Arg 


Arg 


Val 


Leu 


Val 


Gin 


Val 


Ser 


Tyr 


305 










310 










315 










320 


Ala 


He 


Gly 


Val 


Ala 


Glu 


Pro 


Leu 


Ser 


He 


Ser 


He 


Phe 


Thr 


Tyr 


Gly 










325 










330 










335 




Thr 


Ser 


Gin 


Lys 


Thr 


Glu 


Arg 


Glu 


Leu 


Leu 


Asp 


Val 


Val 


His 


Lys 


Asn 








340 










345 










350 






Phe 


Asp 


Leu 


Arg 


Pro 


Gly 


Val 


He 


Val 


Arg 


Asp 


Leu 


Asp 


Leu 


Lys 


Lys 






355 










360 










365 








Pro 


He 


Tyr 


Gin 


Lys 


Thr 


Ala 


Cys 


Tyr 


Gly 


His 


Phe 


Gly 


Arg 


Ser 


Glu 




370 










375 










380 










Phe 


Pro 


Trp 


Glu 


Val 


Pro 


Arg 


Lys 


Leu 


Val 


Phe 













385 390 395 
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<211> 4170 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (101) . . . (4117) 



cccgctactt cccagaactc 60 
atg gac egg gcg tec 115 
Met Asp Arg Ala Ser 
1 5 

gag ctg etc ttc tac gtg aac ggc cgc aag gtg ata gaa aaa aat gtc 163 
Glu Leu Leu Phe Tyr Val Asn Gly Arg Lys Val He Glu Lys Asn Val 



<400> 41 

gcgccccact eggegggteg gtgccgccgg gtcccaggtg 
gcctcccgct ccgggccctc gaaccagcgc ggacaccaca 



79 



10 



15 



20 



gat cct gaa aca atg ctg ttg cct tat ttg agg aag aag ctt cga etc 211 
Asp Pro Glu Thr Met Leu Leu Pro Tyr Leu Arg Lys Lys Leu Arg Leu 
25 30 35 

aca gga act aag tat ggc tgt gga gga gga ggc tgt ggt get tgt aca 259 
Thr Gly Thr Lys Tyr Gly Cys Gly Gly Gly Gly Cys Gly Ala Cys Thr 
40 45 50 

gtg atg ata tea cga tac aac ccc ate acc aag agg ata agg cat cac 3 07 
Val Met lie Ser Arg Tyr Asn Pro lie Thr Lys Arg lie Arg His His 
55 60 65 

cca gee aat gee tgt ctg att ccc ate tgt tct ctg tat ggt get gee 355 
Pro Ala Asn Ala Cys Leu lie Pro lie Cys Ser Leu Tyr Gly Ala Ala 
70 75 80 85 

gtc acc aca gta gaa ggc ata gga age acc cac acc aga att cat cct 403 
Val Thr Thr Val Glu Gly lie Gly Ser Thr His Thr Arg lie His Pro 
90 95 100 

gtt cag gag agg att gee aag tgt cat ggc acc cag tgt ggc ttc tgc 451 
Val Gin Glu Arg lie Ala Lys Cys His Gly Thr Gin Cys Gly Phe Cys 
105 110 115 

aca cct ggg atg gtg atg tec ate tac acg ctg etc agg aac cac cca 499 
Thr Pro Gly Met Val Met Ser lie Tyr Thr Leu Leu Arg Asn His Pro 
120 125 130 

gag ccc act ctg gat cag tta act gat gee ctt ggt ggt aac ctg tgc 547 
Glu Pro Thr Leu Asp Gin Leu Thr Asp Ala Leu Gly Gly Asn Leu Cys 
135 140 145 

cgt tgc act gga tac agg ccc ata att gat gca tgc aag act ttc tgt 595 
Arg Cys Thr Gly Tyr Arg Pro lie lie Asp Ala Cys Lys Thr Phe Cys 
150 155 160 165 

aaa act teg ggc tgc tgt caa agt aaa gaa aat ggg gtt tgc tgt ttg 643 
Lys Thr Ser Gly Cys Cys Gin Ser Lys Glu Asn Gly Val Cys Cys Leu 
170 175 180 

gat caa gga ate aat gga ttg cca gaa ttt gag gaa gga agt aag aca 691 
Asp Gin Gly lie Asn Gly Leu Pro Glu Phe Glu Glu Gly Ser Lys Thr 
185 190 195 

agt cca aaa etc ttc gca gaa gag gag ttt ctg cca ttg gat cca acc 739 
Ser Pro Lys Leu Phe Ala Glu Glu Glu Phe Leu Pro Leu Asp Pro Thr 
200 205 210 

cag gaa ctg ata ttt cct cct gag eta atg ata atg get gag aaa cag 787 
Gin Glu Leu lie Phe Pro Pro Glu Leu Met lie Met Ala Glu Lys Gin 
215 220 225 

teg caa agg acc agg gtg ttt ggc agt gag aga atg atg tgg ttt tec 835 
Ser Gin Arg Thr Arg Val Phe Gly Ser Glu Arg Met Met Trp Phe Ser 
230 235 240 245 

ccc gtg acc ctg aag gaa ctg ctg gaa ttt aaa ttc aag tat ccc cag 883 
Pro Val Thr Leu Lys Glu Leu Leu Glu Phe Lys Phe Lys Tyr Pro Gin 
250 255 260 
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get cct gtt ate atg gga aac ace tct gtg ggg cct gaa gtg aaa ttt 931 
Ala Pro Val lie Met Gly Asn Thr Ser Val Gly Pro Glu Val Lys Phe 
265 270 275 

aaa ggc gtc ttt cac cca gtt ata att tct cct gat aga att gaa gaa 979 
Lys Gly Val Phe His Pro Val He He Ser Pro Asp Arg He Glu Glu 
280 285 290 

ctg agt gtt gta aac cat gca tat aat gga etc acc ctt ggt get ggt 1027 
Leu Ser Val Val Asn His Ala Tyr Asn Gly Leu Thr Leu Gly Ala Gly 
295 300 305 

etc age eta gee cag gtg aag gac att ttg get gat gta gtc cag aag 1075 
Leu Ser Leu Ala Gin Val Lys Asp He Leu Ala Asp Val Val Gin Lys 
310 315 320 325 

ctt cca gag gag aag aca cag atg tac cat get etc ctg aag cat ttg 1123 
Leu Pro Glu Glu Lys Thr Gin Met Tyr His Ala Leu Leu Lys His Leu 
330 335 340 

gga act ctg get ggg tec cag ate agg aac atg get tct tta ggg gga 1171 
Gly Thr Leu Ala Gly Ser Gin He Arg Asn Met Ala Ser Leu Gly Gly 
345 350 355 

cac ate att age agg cat cca gat tea gat ctg aat ccc ate ctg get 1219 
His He He Ser Arg His Pro Asp Ser Asp Leu Asn Pro He Leu Ala 
360 365 370 

9"tg ggt aac tgt acc etc aac ttg eta tea aaa gaa gga aaa cga cag 12 67 
Val Gly Asn Cys Thr Leu Asn Leu Leu Ser Lys Glu Gly Lys Arg Gin 
375 380 385 

att cct tta aat gag caa ttc etc age aag tgc cct aat gca gat ctt 1315 
He Pro Leu Asn Glu Gin Phe Leu Ser Lys Cys Pro Asn Ala Asp Leu 
390 395 400 405 

aag cct caa gaa ate ttg gtc tea gtg aac ate ccc tac tea agg aag 13 63 
Lys Pro Gin Glu He Leu Val Ser Val Asn He Pro Tyr Ser Arg Lys 
410 415 420 

tgg gaa ttt gtg tea gee ttc cga caa gee cag cga cag gag aat gcg 1411 
Trp Glu Phe Val Ser Ala Phe Arg Gin Ala Gin Arg Gin Glu Asn Ala 
425 430 435 

eta gcg ata gtc aat tea gga atg aga gtc ttt ttt gga gaa ggg gat 1459 
Leu Ala He Val Asn Ser Gly Met Arg Val Phe Phe Gly Glu Gly Asp 
440 445 450 

ggc att att aga gag tta tgc ate tea tat gga ggc gtt ggt cca gee 1507 
Gly He He Arg Glu Leu Cys He Ser Tyr Gly Gly Val Gly Pro Ala 
455 460 465 

acc ate tgt gee aag aat tec tgc cag aaa etc att gga agg cac tgg 1555 
Thr He Cys Ala Lys Asn Ser Cys Gin Lys Leu He Gly Arg His Trp 
470 475 480 485 

aac gaa cag atg ctg gat ata gee tgc agg ctt att ctg aat gaa gtc 1603 
Asn Glu Gin Met Leu Asp He Ala Cys Arg Leu He Leu Asn Glu Val 
490 495 500 

tec ctt ttg ggc teg gcg cca ggt ggg aaa gtg gag ttc aag agg act 1651 
Ser Leu Leu Gly Ser Ala Pro Gly Gly Lys Val Glu Phe Lys Arg Thr 
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505 510 515 

etc ate ate age ttc etc ttc aag ttc tac ctg gaa gtg tea cag att 1699 
Leu lie lie Ser Phe Leu Phe Lys Phe Tyr Leu Glu Val Ser Gin lie 
520 525 530 

ttg aaa aag atg gat cca gtt cac tat cct age ctt gca gac aag tat 1747 
Leu Lys Lys Met Asp Pro Val His Tyr Pro Ser Leu Ala Asp Lys Tyr 
535 540 545 

gaa agt get tta gaa gat ctt cat tec aaa cat cac tgc agt aca tta 1795 
Glu Ser Ala Leu Glu Asp Leu His Ser Lys His His Cys Ser Thr Leu 
550 555 560 565 

aag tac cag aat ata ggc cca aag cag cat cct gaa gac cca att ggc 1843 
Lys Tyr Gin Asn lie Gly Pro Lys Gin His Pro Glu Asp Pro lie Gly 
570 575 580 

cac ccc ate atg cat ctg tct ggt gtg aag cat gee acg ggg gag gec 1891 
His Pro lie Met His Leu Ser Gly Val Lys His Ala Thr Gly Glu Ala 
585 590 595 

ate tac tgt gat gac atg cct ctg gtg gac cag gaa ctt ttc ttg act 1939 
lie Tyr Cys Asp Asp Met Pro Leu Val Asp Gin Glu Leu Phe Leu Thr 
600 605 610 

ttt gtg act agt tea aga get cat get aag att gtg tct att gat ctg 1987 
Phe Val Thr Ser Ser Arg Ala His Ala Lys lie Val Ser lie Asp Leu 
615 620 625 

tea gaa get etc age atg ccc ggt gtg gtg gac ate atg aca gca gaa 2035 
Ser Glu Ala Leu Ser Met Pro Gly Val Val Asp lie Met Thr Ala Glu 
630 635 640 645 

cat ctt agt gac gtc aac tec ttc tgc ttt ttt act gaa get gag aaa 2083 
His Leu Ser Asp Val Asn Ser Phe Cys Phe Phe Thr Glu Ala Glu Lys 
650 655 660 

ttt ctg gcg aca gat aag gtg ttc tgt gtg ggt cag ctt gtc tgt get 2131 
Phe Leu Ala Thr Asp Lys Val Phe Cys Val Gly Gin Leu Val Cys Ala 
665 670 675 

gtg ctt gee gat tct gag gtt cag gca aag cga get get aag cga gtg 2179 
Val Leu Ala Asp Ser Glu Val Gin Ala Lys Arg Ala Ala Lys Arg Val 
680 685 690 

aag att gtc tat caa gac ttg gag ccg ctg ata eta aca att gag gaa 2227 
Lys lie Val Tyr Gin Asp Leu Glu Pro Leu lie Leu Thr lie Glu Glu 
695 700 705 

agt ata caa cac aac tec tec ttc aag cca gaa agg aaa ctg gaa tat 22 75 
Ser lie Gin His Asn Ser Ser Phe Lys Pro Glu Arg Lys Leu Glu Tyr 
710 715 720 725 

gga aat gtt gac gaa gca ttt aaa gtg gtt gat caa att ctt gaa ggt 2323 
Gly Asn Val Asp Glu Ala Phe Lys Val Val Asp Gin lie Leu Glu Gly 
730 735 740 

gaa ata cat atg gga ggt caa gaa cat ttt tat atg gaa ace caa age 2371 
Glu lie His Met Gly Gly Gin Glu His Phe Tyr Met Glu Thr Gin Ser 
745 750 755 
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atg ctt gtc gtt ccc aag gga gag gat caa gaa atg gat gtc tac gtg 2419 
Met Leu Val Val Pro Lys Gly Glu Asp Gin Glu Met Asp Val Tyr Val 
760 765 770 

tec aca cag ttt ccc aaa tat ata cag gac att gtt gec tea acc ttg 2467 
Ser Thr Gin Phe Pro Lys Tyr lie Gin Asp He Val Ala Ser Thr Leu 
775 780 785 

aag etc cca get aac aag gtc atg tgc cat gta agg cgt gtt ggt gga 2515 
Lys Leu Pro Ala Asn Lys Val Met Cys His Val Arg Arg Val Gly Gly 
790 795 800 805 

gcg ttt gga ggg aag gtg tta aaa acc gga ate att gca gee gtc act 2563 
Ala Phe Gly Gly Lys Val Leu Lys Thr Gly He He Ala Ala Val Thr 
810 815 820 

gca ttt gee gca aac aaa cat ggc cgt gca gtt cgc tgt gtt ctg gaa 2 611 
Ala Phe Ala Ala Asn Lys His Gly Arg Ala Val Arg Cys Val Leu Glu 
825 830 835 

cga gga gaa gac atg tta ata act gga ggc cgc cat cct tac ctt gga 2659 
Arg Gly Glu Asp Met Leu He Thr Gly Gly Arg His Pro Tyr Leu Gly 
840 845 850 

aag tac aaa get gga ttc atg aac gat ggc aga ate ttg gee ctg gac 2707 
Lys Tyr Lys Ala Gly Phe Met Asn Asp Gly Arg He Leu Ala Leu Asp 
855 860 865 

atg gag cat tac age aat gca ggc gee tec ttg gat gaa tea tta ttc 2755 
Met Glu His Tyr Ser Asn Ala Gly Ala Ser Leu Asp Glu Ser Leu Phe 
870 875 880 885 

gtg ata gaa atg gga ctt ctg aaa atg gac aat get tac aag ttt ccc 2803 
Val He Glu Met Gly Leu Leu Lys Met Asp Asn Ala Tyr Lys Phe Pro 
890 895 900 

aat etc cgc tgc egg ggt tgg gca tgc aga acc aac ctt cca tec aac 2851 
Asn Leu Arg Cys Arg Gly Trp Ala Cys Arg Thr Asn Leu Pro Ser Asn 
905 910 915 

aca get ttt cgt ggg ttt ggc ttt cct cag gca gcg ctg ate acc gaa 2899 
Thr Ala Phe Arg Gly Phe Gly Phe Pro Gin Ala Ala Leu He Thr Glu 
920 925 930 

tct tgt ate acg gaa gtt gca gee aaa tgt gga eta tec cct gag aag 2947 
Ser Cys He Thr Glu Val Ala Ala Lys Cys Gly Leu Ser Pro Glu Lys 
935 940 945 

gtg cga ate ata aac atg tac aag gaa att gat caa aca ccc tac aaa 2995 
Val Arg He He Asn Met Tyr Lys Glu He Asp Gin Thr Pro Tyr Lys 
950 955 960 965 

caa gag ate aat gee aag aac eta ate cag tgt tgg aga gaa tgt atg 3 043 
Gin Glu He Asn Ala Lys Asn Leu He Gin Cys Trp Arg Glu Cys Met 
970 975 980 

gee atg tct tec tac tec ttg agg aaa gtt get gtg gaa aag ttc aat 3091 
Ala Met Ser Ser Tyr Ser Leu Arg Lys Val Ala Val Glu Lys Phe Asn 
985 990 995 

gca gag aat tat tgg aag aag aaa gga ctg gee atg gtc ccc ctg aag 3139 
Ala Glu Asn Tyr Trp Lys Lys Lys Gly Leu Ala Met Val Pro Leu Lys 
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1000 1005 1010 

ttt cct gtt ggc ctt ggc tea cgt get get ggt cag get get gee ttg 3187 
Phe Pro Val Gly Leu Gly Ser Arg Ala Ala Gly Gin Ala Ala Ala Leu 
1015 1020 1025 

gtt cac att tat ctt gat ggc tct gtg ctg gtc act cac ggt gga att 3235 
Val His lie Tyr Leu Asp Gly Ser Val Leu Val Thr His Gly Gly lie 
1030 1035 1040 1045 

gaa atg ggg cag ggg gtc cac act aaa atg att cag gtg gtc age cgt 3283 
Glu Met Gly Gin Gly Val His Thr Lys Met lie Gin Val Val Ser Arg 
1050 1055 1060 

gaa tta aga atg cca atg teg aat gtc cac ctg cgt gga aca age aca 3331 
Glu Leu Arg Met Pro Met Ser Asn Val His Leu Arg Gly Thr Ser Thr 
1065 1070 1075 

gaa act gtc cct aat gca aat ate tct gga ggt tct gtg gtg gca gat 3379 
Glu Thr Val Pro Asn Ala Asn lie Ser Gly Gly Ser Val Val Ala Asp 
1080 1085 1090 

etc aac ggt ttg gca gta aag gat gee tgt caa act ctt eta aaa cgc 3427 
Leu Asn Gly Leu Ala Val Lys Asp Ala Cys Gin Thr Leu Leu Lys Arg 
1095 1100 1105 

etc gaa ccc ate ate age aag aat cct aaa gga act tgg aaa gac tgg 3475 
Leu Glu Pro lie lie Ser Lys Asn Pro Lys Gly Thr Trp Lys Asp Trp 
1110 1115 1120 1125 

gca cag act get ttt gat gaa age att aac ctt tea get gtt gga tac 3523 
Ala Gin Thr Ala Phe Asp Glu Ser lie Asn Leu Ser Ala Val Gly Tyr 
1130 1135 1140 

ttc aga ggt tat gag tea gac atg aac tgg gag aaa ggc gaa ggc cag 3571 
Phe Arg Gly Tyr Glu Ser Asp Met Asn Trp Glu Lys Gly Glu Gly Gin 
1145 1150 1155 

ccc ttc gaa tac ttt gtt tat gga get gee tgt tec gag gtt gaa ata 3619 
Pro Phe Glu Tyr Phe Val Tyr Gly Ala Ala Cys Ser Glu Val Glu lie 
1160 1165 1170 

gac tgc ctg acg ggg gat cat aag aac ate aga aca gac att gtc atg 3 667 
Asp Cys Leu Thr Gly Asp His Lys Asn lie Arg Thr Asp lie Val Met 
1175 1180 1185 

gat gtt ggc tgc agt ata aat cca gee att gac ata ggc cag att gaa 3715 
Asp Val Gly Cys Ser lie Asn Pro Ala He Asp He Gly Gin He Glu 
1190 1195 1200 1205 

ggt gca ttt att caa ggc atg gga ctt tat aca ata gag gaa ctg aat 3763 
Gly Ala Phe He Gin Gly Met Gly Leu Tyr Thr He Glu Glu Leu Asn 
1210 1215 1220 

tat tct ccc cag ggc att ctg cac act cgt ggt cca gac caa tat aaa 3811 
Tyr Ser Pro Gin Gly He Leu His Thr Arg Gly Pro Asp Gin Tyr Lys 
1225 1230 1235 

ate cct gee ate tgt gac atg ccc acg gag ttg cac att get ttg ttg 3859 
He Pro Ala He Cys Asp Met Pro Thr Glu Leu His He Ala Leu Leu 
1240 1245 1250 
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cct cct tct caa aac tea aat act 
Pro Pro Ser Gin Asn Ser Asn Thr 
1255 1260 



ctt tat tea tct aag ggt ctg gga 3907 
Leu Tyr Ser Ser Lys Gly Leu Gly 
1265 



gag teg ggg gtg ttc ctg ggg tgt tec gtg ttt ttc get ate cat gac 3955 
Glu Ser Gly Val Phe Leu Gly Cys Ser Val Phe Phe Ala lie His Asp 
1270 1275 1280 1285 

gca gtg agt gca gca cga cag gag aga ggc ctg cat gga ccc ttg acc 4003 
Ala Val Ser Ala Ala Arg Gin Glu Arg Gly Leu His Gly Pro Leu Thr 
1290 1295 1300 

ctt aat agt cca ctg acc ccg gag aag att agg atg gee tgt gaa gac 4051 
Leu Asn Ser Pro Leu Thr Pro Glu Lys lie Arg Met Ala Cys Glu Asp 
1305 1310 1315 

aag ttc aca aaa atg att ccg aga gat gaa cct gga tec tac gtt cct 4099 
Lys Phe Thr Lys Met lie Pro Arg Asp Glu Pro Gly Ser Tyr Val Pro 
1320 1325 1330 

tgg aat gta ccc ate tga ateaaatgea aacttctgga gaaaacagag 4147 
Trp Asn Val Pro lie * 
1335 

tgcctcttcc cagatggcaa tct 4170 

<210> 42 

<211> 1338 

<212> PRT 

<213> Homo Sapiens 



<400> 42 



Met 


Asp 


Arg 


Ala 


Ser 


Glu 


Leu 


Leu 


Phe 


Tyr 


Val 


Asn 


Gly 


Arg 


Lys 


Val 


1 








5 










10 










15 




He 


Glu 


Lys 


Asn 


Val 


Asp 


Pro 


Glu 


Thr 


Met 


Leu 


Leu 


Pro 


Tyr 


Leu 


Arg 








20 










25 










30 






Lys 


Lys 


Leu 


Arg 


Leu 


Thr 


Gly 


Thr 


Lys 


Tyr 


Gly 


Cys 


Gly 


Gly 


Gly Gly 






35 










40 










45 








Cys 


Gly 


Ala 


Cys 


Thr 


Val 


Met 


He 


Ser 


Arg 


Tyr 


Asn 


Pro 


He 


Thr 


Lys 




50 










55 










60 










Arg 


He 


Arg 


His 


His 


Pro 


Ala 


Asn 


Ala 


Cys 


Leu 


He 


Pro 


He 


Cys 


Ser 


65 










70 










75 










80 


Leu 


Tyr 


Gly 


Ala 


Ala 


Val 


Thr 


Thr 


Val 


Glu 


Gly 


He 


Gly 


Ser 


Thr 


His 










85 










90 










95 




Thr 


Arg 


He 


His 


Pro 


Val 


Gin 


Glu 


Arg 


He 


Ala 


Lys 


Cys 


His 


Gly 


Thr 








100 










105 










110 






Gin 


Cys 


Gly 


Phe 


Cys 


Thr 


Pro 


Gly 


Met 


Val 


Met 


Ser 


He 


Tyr 


Thr 


Leu 






115 










120 










125 








Leu 


Arg 


Asn 


His 


Pro 


Glu 


Pro 


Thr 


Leu 


Asp 


Gin 


Leu 


Thr 


Asp 


Ala 


Leu 




130 










135 










140 










Gly 


Gly 


Asn 


Leu 


Cys 


Arg 


Cys 


Thr 


Gly 


Tyr 


Arg 


Pro 


He 


He 


Asp 


Ala 


145 










150 










155 










160 


Cys 


Lys 


Thr 


Phe 


Cys 


Lys 


Thr 


Ser 


Gly 


Cys 


Cys 


Gin 


Ser 


Lys 


Glu 


Asn 










165 










170 










175 




Gly 


Val 


Cys 


Cys 


Leu 


Asp 


Gin 


Gly 


He 


Asn 


Gly 


Leu 


Pro 


Glu 


Phe 


Glu 








180 










185 










190 






Glu 


Gly 


Ser 


Lys 


Thr 


Ser 


Pro 


Lys 


Leu 


Phe 


Ala 


Glu 


Glu 


Glu 


Phe 


Leu 






195 










200 










205 








Pro 


Leu 


Asp 


Pro 


Thr 


Gin 


Glu 


Leu 


He 


Phe 


Pro 


Pro 


Glu 


Leu 


Met 


He 
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215 










220 










Met 


Ala 


Glu 


Lys 


Gin 


Ser 


Gin 


Arg 


Thr 


Arg 


Val 


Phe 


Gly 


Ser 


Glu 


Arg 


225 










230 










235 










240 



85 



Met 


Met 


Trp 


Phe 


Ser 


Pro 


Val 


Thr 


Leu 


Lys 


Glu 


Leu 


Leu 


Glu 


Phe 


Lys 










245 










250 










255 




Phe 


Lys 


Tyr 


Pro 


Gin 


Ala 


Pro 


Val 


lie 


Met 


Gly Asn 


Thr 


Ser 


Val 


Gly 








260 










265 










270 






Pro 


Glu 


Val 


Lys 


Phe 


Lys 


Gly 


Val 


Phe 


His 


Pro 


Val 


He 


He 


Ser 


Pro 






275 










280 










285 








Asp 


Arg 


He 


Glu 


Glu 


Leu 


Ser 


Val 


Val 


Asn 


His 


Ala 


Tyr 


Asn 


Gly 


Leu 




290 










295 










300 










Thr 


Leu 


Gly 


Ala 


Gly 


Leu 


Ser 


Leu 


Ala 


Gin 


Val 


Lys 


Asp 


He 


Leu 


Ala 


305 










310 










315 










320 


Asp 


Val 


Val 


Gin 


Lys 


Leu 


Pro 


Glu 


Glu 


Lys 


Thr 


Gin 


Met 


Tyr 


His 


Ala 










325 










330 










335 




Leu 


Leu 


Lys 


His 


Leu 


Gly 


Thr 


Leu 


Ala 


Gly 


Ser 


Gin 


He 


Arg 


Asn 


Met 








340 










345 










350 






Ala 


Ser 


Leu 


Gly 


Gly 


His 


He 


He 


Ser 


Arg 


His 


Pro 


Asp 


Ser 


Asp 


Leu 






355 










360 










365 








Asn 


Pro 


He 


Leu 


Ala 


Val 


Gly 


Asn 


Cys 


Thr 


Leu 


Asn 


Leu 


Leu 


Ser 


Lys 




370 










375 










380 










Glu 


Gly 


Lys 


Arg 


Gin 


He 


Pro 


Leu 


Asn 


Glu 


Gin 


Phe 


Leu 


Ser 


Lys 


Cys 


385 










390 










395 










400 


Pro 


Asn 


Ala 


Asp 


Leu 


Lys 


Pro 


Gin 


Glu 


He 


Leu 


Val 


Ser 


Val 


Asn 


He 










405 










410 










415 




Pro 


Tyr 


Ser 


Arg 


Lys 


Trp 


Glu 


Phe 


Val 


Ser 


Ala 


Phe 


Arg 


Gin 


Ala 


Gin 








420 










425 










430 






Arg 


Gin 


Glu 


Asn 


Ala 


Leu 


Ala 


He 


Val 


Asn 


Ser 


Gly 


Met 


Arg 


Val 


Phe 






435 










440 










445 








Phe 


Gly 


Glu 


Gly 


Asp 


Gly 


He 


He 


Arg 


Glu 


Leu 


Cys 


He 


Ser 


Tyr 


Gly 




450 










455 










460 










Gly 


Val 


Gly 


Pro 


Ala 


Thr 


He 


Cys 


Ala 


Lys 


Asn 


Ser 


Cys 


Gin 


Lys 


Leu 


465 










470 










475 










480 


He 


Gly 


Arg 


His 


Trp 


Asn 


Glu 


Gin 


Met 


Leu 


Asp 


He 


Ala 


Cys 


Arg 


Leu 


i 








485 










490 










495 




He 


Leu 


Asn 


Glu 


Val 


Ser 


Leu 


Leu 


Gly 


Ser 


Ala 


Pro 


Gly 


Gly 


Lys 


Val 








500 










505 










510 






Glu 


Phe 


Lys 


Arg 


Thr 


Leu 


He 


He 


Ser 


Phe 


Leu 


Phe 


Lys 


Phe 


Tyr 


Leu 






515 










520 










525 








Glu 


Val 


Ser 


Gin 


He 


Leu 


Lys 


Lys 


Met 


Asp 


Pro 


Val 


His 


Tyr 


Pro 


Ser 




530 










535 










540 










Leu 


Ala 


Asp 


Lys 


Tyr 


Glu 


Ser 


Ala 


Leu 


Glu 


Asp 


Leu 


His 


Ser 


Lys 


His 


545 










550 










555 










560 


His 


Cys 


Ser 


Thr 


Leu 


Lys 


Tyr 


Gin 


Asn 


He 


Gly 


Pro 


Lys 


Gin 


His 


Pro 










565 










570 










575 




Glu 


Asp 


Pro 


He 


Gly 


His 


Pro 


He 


Met 


His 


Leu 


Ser 


Gly 


Val 


Lys 


His 








580 










585 










590 






Ala 


Thr 


Gly 


Glu 


Ala 


He 


Tyr 


Cys 


Asp 


Asp 


Met 


Pro 


Leu 


Val 


Asp 


Gin 






595 










600 










605 








Glu 


Leu 


Phe 


Leu 


Thr 


Phe 


Val 


Thr 


Ser 


Ser 


Arg 


Ala 


His 


Ala 


Lys 


He 




610 










615 










620 










Val 


Ser 


He 


Asp 


Leu 


Ser 


Glu 


Ala 


Leu 


Ser 


Met 


Pro 


Gly Val 


Val 


Asp 


625 










630 










635 










640 


He 


Met 


Thr 


Ala 


Glu 


His 


Leu 


Ser 


Asp 


Val 


Asn 


Ser 


Phe 


Cys 


Phe 


Phe 










645 










650 










655 




Thr 


Glu 


Ala 


Glu 


Lys 


Phe 


Leu 


Ala 


Thr 


Asp 


Lys 


Val 


Phe 


Cys 


Val 


Gly 








660 










665 










670 






Gin 


Leu 


Val 


Cys 


Ala 


Val 


Leu 


Ala 


Asp 


Ser 


Glu 


Val 


Gin 


Ala 


Lys 


Arg 






675 










680 










685 








Ala 


Ala 


Lys 


Arg 


Val 


Lys 


He 


Val 


Tyr 


Gin 


Asp 


Leu 


Glu 


Pro 


Leu 


He 




690 










695 










700 










Leu 


Thr 


He 


Glu 


Glu 


Ser 


He 


Gin 


His 


Asn 


Ser 


Ser 


Phe 


Lys 


Pro 


Glu 


705 










710 










715 










720 


Arg 


Lys 


Leu 


Glu 


Tyr 


Gly 


Asn 


Val 


Asp 


Glu 


Ala 


Phe 


Lys 


Val 


Val 


Asp 










725 










730 










735 





86 



Gin 


He 


Leu 


Glu 


Gly 


Glu 


He 


His 








740 










Met 


Glu 


Thr 


Gin 


Ser 


Met 


Leu 


Val 






755 










760 


Met 


Asp 


Val 


Tyr 


Val 


Ser 


Thr 


Gin 




770 










775 




Val 


Ala 


Ser 


Thr 


Leu 


Lys 


Leu 


Pro 


785 










790 






Arg 


Arg 


Val 


Gly 


Gly 


Ala 


Phe 


Gly 










805 








He 


Ala 


Ala 


Val 


Thr 


Ala 


Phe 


Ala 








820 










Arg 


Cys 


Val 


Leu 


Glu 


Arg 


Gly 


Glu 






835 










840 


His 


Pro 


Tyr 


Leu 


Gly 


Lys 


Tyr 


Lys 




850 










855 




He 


Leu 


Ala 


Leu 


Asp 


Met 


Glu 


His 


865 










870 






Asp 


Glu 


Ser 


Leu 


Phe 


Val 


He 


Glu 










885 








Ala 


Tyr 


Lys 


Phe 


Pro 


Asn 


Leu 


Arg 








900 










Asn 


Leu 


Pro 


Ser 


Asn 


Thr 


Ala 


Phe 






915 










920 


Ala 


Leu 


He 


Thr 


Glu 


Ser 


Cys 


He 




930 










935 




Leu 


Ser 


Pro 


Glu 


Lys 


Val 


Arg 


He 


945 










950 






Gin 


Thr 


Pro 


Tyr 


Lys 


Gin 


Glu 


He 










965 








Trp 


Arg 


Glu 


Cys 


Met 


Ala 


Met 


Ser 








980 










Val 


Glu 


Lys 


Phe 


Asn 


Ala 


Glu 


Asn 






995 










1001 


Met 


Val 


Pro 


Leu 


Lys 


Phe 


Pro 


Val 




1010 








1015 


Gin 


Ala 


Ala 


Ala 


Leu 


Val 


His 


He 


1025 








1030 




Thr 


His 


Gly 


Gly 


He 


Glu 


Met 


Gly 










1045 






Gin 


Val 


Val 


Ser 


Arg 


Glu 


Leu 


Arg 








1060 








Arg 


Gly 


Thr 


Ser 


Thr 


Glu 


Thr 


Val 






1075 








108i 


Ser 


Val 


Val 


Ala 


Asp 


Leu 


Asn 


Gly 




1090 








1095 


Thr 


Leu 


Leu 


Lys 


Arg 


Leu 


Glu 


Pro 


1105 








1110 




Thr 


Trp 


Lys 


Asp 


Trp 


Ala 


Gin 


Thr 










1125 






Ser 


Ala 


Val 


Gly 


Tyr 


Phe 


Arg 


Gly 








1140 








Lys 


Gly 


Glu 


Gly 


Gin 


Pro 


Phe 


Glu 






1155 








1161 


Ser 


Glu 


Val 


Glu 


He 


Asp 


Cys 


Leu 




1170 








1175 


Thr 


Asp 


He 


Val 


Met 


Asp 


Val 


Gly 


1185 








1190 




He 


Gly 


Gin 


He 


Glu 


Gly Ala 


Phe 










1205 






He 


Glu 


Glu 


Leu 


Asn 


Tyr 


Ser 


Pro 



1220 



Met 


Gly 


Gly 


Gin 


Glu 


His 


Phe 


Tyr 


745 










750 






Val 


Pro 


Lys 


Gly 


Glu 


Asp 


Gin 


Glu 










765 








Phe 


Pro 


Lys 


Tyr 


He 


Gin 


Asp 


He 








780 










Ala 


Asn 


Lys 


Val 


Met 


Cys 


His 


Val 






795 










800 


Gly 


Lys 


Val 


Leu 


Lys 


Thr 


Gly 


He 




810 










815 




Ala 


Asn 


Lys 


His 


Gly 


Arg 


Ala 


Val 


825 










830 






Asp 


Met 


Leu 


He 


Thr 


Gly 


Gly 


Arg 










845 








Ala 


Gly 


Phe 


Met 


Asn 


Asp 


Gly 


Arg 








860 










Tyr 


Ser 


Asn 


Ala 


Gly 


Ala 


Ser 


Leu 






875 










880 


Met 


Gly 


Leu 


Leu 


Lys 


Met 


Asp 


Asn 




890 










895 




Cys 


Arg 


Gly 


Trp 


Ala 


Cys 


Arg 


Thr 


905 










910 






Arg 


Gly 


Phe 


Gly 


Phe 


Pro 


Gin 


Ala 










925 








Thr 


Glu 


Val 


Ala 


Ala 


Lys 


Cys 


Gly 








940 










He 


Asn 


Met 


Tyr 


Lys 


Glu 


He 


Asp 






955 










960 


Asn 


Ala 


Lys 


Asn 


Leu 


He 


Gin 


Cys 




970 










975 




Ser 


Tyr 


Ser 


Leu 


Arg 


Lys 


Val 


Ala 


985 










990 






Tyr 


Trp 


Lys 


Lys 


Lys 


Gly 


Leu 


Ala 


I 








1005 






Gly 


Leu 


Gly 


Ser 


Arg 


Ala 


Ala 


Gly 








1020 








Tyr 


Leu 


Asp 


Gly 


Ser 


Val 


Leu 


Val 






1035 








1040 


Gin 


Gly 


Val 


His 


Thr 


Lys 


Met 


He 




1050 








1055 


Met 


Pro 


Met 


Ser 


Asn 


Val 


His 


Leu 


1065 








1070 




Pro 


Asn 


Ala 


Asn 


He 


Ser 


Gly 


Gly 


i 








1085 






Leu 


Ala 


Val 


Lys 


Asp 


Ala 


Cys 


Gin 








1100 








He 


He 


Ser 


Lys 


Asn 


Pro 


Lys 


Gly 






1115 








1120 


Ala 


Phe 


Asp 


Glu 


Ser 


He 


Asn 


Leu 




1130 








1135 


Tyr 


Glu 


Ser 


Asp 


Met 


Asn 


Trp 


Glu 


1145 








1150 




Tyr 


Phe 


Val 


Tyr 


Gly Ala 


Ala 


Cys 


i 








1165 






Thr 


Gly Asp 


His 


Lys 


Asn 


He 


Arg 








1180 








Cys 


Ser 


He 


Asn 


Pro 


Ala 


He 


Asp 






1195 








1200 


He 


Gin 


Gly 


Met 


Gly 


Leu 


Tyr 


Thr 




1210 








1215 


Gin 


Gly 


He 


Leu 


His 


Thr 


Arg 


Gly 



1225 1230 
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Pro Asp Gin Tyr Lys lie Pro Ala lie Cys Asp Met Pro Thr Glu Leu 

1235 1240 1245 

His lie Ala Leu Leu Pro Pro Ser Gin Asn Ser Asn Thr Leu Tyr Ser 

1250 1255 1260 

Ser Lys Gly Leu Gly Glu Ser Gly Val Phe Leu Gly Cys Ser Val Phe 
1265 1270 1275 1280 

Phe Ala lie His Asp Ala Val Ser Ala Ala Arg Gin Glu Arg Gly Leu 

1285 1290 1295 

His Gly Pro Leu Thr Leu Asn Ser Pro Leu Thr Pro Glu Lys lie Arg 

1300 1305 1310 

Met Ala Cys Glu Asp Lys Phe Thr Lys Met lie Pro Arg Asp Glu Pro 

1315 1320 1325 

Gly Ser Tyr Val Pro Trp Asn Val Pro lie 
1330 1335 



<210> 43 

<211> 1981 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (15) . . . (1418) 
<400> 43 

ggactccaag cgcc atg gcc get gec gec cga gec egg gtc gcg tac ttg 50 
Met Ala Ala Ala Ala Arg Ala Arg Val Ala Tyr Leu 
15 10 

ctg agg caa ctg caa cgc gca gcg tgc cag tgc cca act cat tct cat 98 
Leu Arg Gin Leu Gin Arg Ala Ala Cys Gin Cys Pro Thr His Ser His 
15 20 25 

act tac tec caa gcc cct gga ctt tea cct tct ggg aaa aca aca gat 146 
Thr Tyr Ser Gin Ala Pro Gly Leu Ser Pro Ser Gly Lys Thr Thr Asp 
30 35 40 

tat gcc ttt gag atg get gtt tea aat att aga tat gga gca gca gtt 194 
Tyr Ala Phe Glu Met Ala Val Ser Asn lie Arg Tyr Gly Ala Ala Val 
45 50 55 60 

aca aag gaa gta gga atg gac eta aaa aac atg ggt get aaa aat gtg 242 
Thr Lys Glu Val Gly Met Asp Leu Lys Asn Met Gly Ala Lys Asn Val 
65 70 75 

tgc ttg atg aca gac aag aac etc tec aag etc cct cct gtg caa gta 290 
Cys Leu Met Thr Asp Lys Asn Leu Ser Lys Leu Pro Pro Val Gin Val 
80 85 90 

get atg gat tec eta gtg aag aat ggc ate ccc ttt acg gtt tat gat 338 
Ala Met Asp Ser Leu Val Lys Asn Gly lie Pro Phe Thr Val Tyr Asp 
95 100 105 

aat gtg aga gtg gaa cca acg gat tea age ttc atg gaa get att gag 386 
Asn Val Arg Val Glu Pro Thr Asp Ser Ser Phe Met Glu Ala lie Glu 
110 115 120 

ttt gcc caa aag gga get ttt gat gcc tat gtt get gtc ggt ggt ggc 434 
Phe Ala Gin Lys Gly Ala Phe Asp Ala Tyr Val Ala Val Gly Gly Gly 
125 130 135 140 
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tct acc atg gac acc tgt aag get get aat ctg tat gca tec age cct 482 
Ser Thr Met Asp Thr Cys Lys Ala Ala Asn Leu Tyr Ala Ser Ser Pro 
145 150 155 

cat tct gat ttc eta gat tat gtc agt gee ccc att ggc aag gga aag 530 
His Ser Asp Phe Leu Asp Tyr Val Ser Ala Pro lie Gly Lys Gly Lys 
160 165 170 

cct gtg tct gtg cct ctt aag cct ctg att gca gtg cca act acc tea 578 
Pro Val Ser Val Pro Leu Lys Pro Leu lie Ala Val Pro Thr Thr Ser 
175 180 185 

gga acc ggg agt gaa act act ggg gtt gee att ttt gac tat gaa cac 626 
Gly Thr Gly Ser Glu .Thr Thr Gly Val Ala lie Phe Asp Tyr Glu His 
190 195 200 

ttg aaa gta aaa att ggc ate act teg aga gee ate aaa ccc aca ctg 674 
Leu Lys Val Lys lie Gly lie Thr Ser Arg Ala lie Lys Pro Thr Leu 
205 210 215 220 

gga ctg att gat cct ctg cac acc etc cac atg cct gee cga gtg gtc 722 
Gly Leu lie Asp Pro Leu His Thr Leu His Met Pro Ala Arg Val Val 
225 230 235 

gee aac agt ggc ttt gat gtg ctt tgc cat gee ctg gag tea tac acc 770 
Ala Asn Ser Gly Phe Asp Val Leu Cys His Ala Leu Glu Ser Tyr Thr 
240 245 250 

acc ctg ccc tac cac ctg egg age ccc tgc cct tea aat ccc ate aca 818 
Thr Leu Pro Tyr His Leu Arg Ser Pro Cys Pro Ser Asn Pro lie Thr 
255 260 265 

egg cct gcg tac cag ggc age aac cca ate agt gac att tgg get ate 866 
Arg Pro Ala Tyr Gin Gly Ser Asn Pro lie Ser Asp lie Trp Ala lie 
270 275 280 

cac gcg ctg egg ate gtg get aag tat ctg aag agg get gtc aga aat 914 
His Ala Leu Arg lie Val Ala Lys Tyr Leu Lys Arg Ala Val Arg Asn 
285 290 295 300 

ccc gat gat ctt gaa gca agg tct cat atg cac ttg gca agt get ttt 962 
Pro Asp Asp Leu Glu Ala Arg Ser His Met His Leu Ala Ser Ala Phe 
305 310 315 

get ggc ate ggc ttt gga aat get ggt gtt cat ctg tgc cat gga atg 1010 
Ala Gly lie Gly Phe Gly Asn Ala Gly Val His Leu Cys His Gly Met 
320 325 330 

tct tac cca att tea ggt tta gtg aag atg tat aaa gca aag gat tac 1058 
Ser Tyr Pro lie Ser Gly Leu Val Lys Met Tyr Lys Ala Lys Asp Tyr 
335 340 345 

aat gtg gat cac cca ctg gtg ccc cat ggc ctt tct gtg gtg etc acg 1106 
Asn Val Asp His Pro Leu Val Pro His Gly Leu Ser Val Val Leu Thr 
350 355 360 

tec cca gcg gtg ttc act ttc acg gee cag atg ttt cca gag cga cac 1154 
Ser Pro Ala Val Phe Thr Phe Thr Ala Gin Met Phe Pro Glu Arg His 
365 370 375 380 

ctg gag atg gca gaa ata ctg gga gee gac acc cgc act gee agg ate 1202 
Leu Glu Met Ala Glu lie Leu Gly Ala Asp Thr Arg Thr Ala Arg lie 
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385 



390 



395 



caa gat gca ggg ctg gtg ttg gca gac acg etc egg aaa ttc tta ttc 1250 
Gin Asp Ala Gly Leu Val Leu Ala Asp Thr Leu Arg Lys Phe Leu Phe 
400 405 410 

gat ctg gat gtt gat gat ggc eta gca get gtt ggt tac tec aaa get 1298 
Asp Leu Asp Val Asp Asp Gly Leu Ala Ala Val Gly Tyr Ser Lys Ala 
415 420 425 

gat ate ccc gca eta gtg aaa gga acg ctg ccc cag gaa agg gtc ace 1346 
Asp lie Pro Ala Leu Val Lys Gly Thr Leu Pro Gin Glu Arg Val Thr 
430 435 440 

aag ctt gca ccc tgt ccc cag tea gaa gag gat ctg get get ctg ttt 1394 
Lys Leu Ala Pro Cys Pro Gin Ser Glu Glu Asp Leu Ala Ala Leu Phe 
445 450 455 460 

gaa get tea atg aaa ctg tat taa ttgtcatttt aactgaaaga attacegctg 1448 
Glu Ala Ser Met Lys Leu Tyr * 
465 

gecattgtag tgetgagage aagagctgat ctagctaggg ctttgtcttt teatctttge 1508 
gcataactta cctgttacca gtataggtgg gatatacatt tatcttgeag gaaattcccc 1568 
aaagctcaga gtccagttcc ttccataaaa caggctggac aaatgaccac tatgttagac 1628 
ccccaggctc gacttcaggg gtcagtgttc ctgtcccaaa ccccacacag aatactctgc 1688 
ctctgyttca tgtagcaaat gagcaaaaac tcagtatcta tcaaaagtgt aaattatatt 1748 
tcctatgcct agtaattcac ttcatgtcta aaaatttatc tgatagaaac actagcacca 1808 
gtacatacag aagcatggca aggatgtttc tggcagcact tttctaataa taaaagattt 1868 
gaaacaacmw waarwawwma wwawwrrwaw awaraksact tatagtatac tagacagtgg 1928 
aatactatgg tactgttaat aaagatgaag taaatctctt ggaaaaaaaa aaa 1981 

<210> 44 
<211> 467 
<212> PRT 

<213> Homo Sapiens 
<400> 44 

Met Ala Ala Ala Ala Arg Ala Arg Val Ala Tyr Leu Leu Arg Gin Leu 

15 10 15 

Gin Arg Ala Ala Cys Gin Cys Pro Thr His Ser His Thr Tyr Ser Gin 

20 25 30 

Ala Pro Gly Leu Ser Pro Ser Gly Lys Thr Thr Asp Tyr Ala Phe Glu 

35 40 45 

Met Ala Val Ser Asn lie Arg Tyr Gly Ala Ala Val Thr Lys Glu Val 

50 55 60 

Gly Met Asp Leu Lys Asn Met Gly Ala Lys Asn Val Cys Leu Met Thr 
65 70 75 80 

Asp Lys Asn Leu Ser Lys Leu Pro Pro Val Gin Val Ala Met Asp Ser 

85 90 95 

Leu Val Lys Asn Gly lie Pro Phe Thr Val Tyr Asp Asn Val Arg Val 

100 105 110 

Glu Pro Thr Asp Ser Ser Phe Met Glu Ala lie Glu Phe Ala Gin Lys 

115 120 125 

Gly Ala Phe Asp Ala Tyr Val Ala Val Gly Gly Gly Ser Thr Met Asp 

130 135 140 

Thr Cys Lys Ala Ala Asn Leu Tyr Ala Ser Ser Pro His Ser Asp Phe 
145 150 155 160 

Leu Asp Tyr Val Ser Ala Pro lie Gly Lys Gly Lys Pro Val Ser Val 

165 170 175 

Pro Leu Lys Pro Leu lie Ala Val Pro Thr Thr Ser Gly Thr Gly Ser 
180 185 190 
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Glu Thr Thr Gly Val Ala lie Phe Asp Tyr Glu His Leu Lys Val Lys 

195 ~ 200 205 

lie Gly lie Thr Ser Arg Ala lie Lys Pro Thr Leu Gly Leu lie Asp 

210 215 220 

Pro Leu His Thr Leu His Met Pro Ala Arg Val Val Ala Asn Ser Gly 
225 230 235 240 

Phe Asp Val Leu Cys His Ala Leu Glu Ser Tyr Thr Thr Leu Pro Tyr 

245 250 255 

His Leu Arg Ser Pro Cys Pro Ser Asn Pro lie Thr Arg Pro Ala Tyr 

260 265 270 

Gin Gly Ser Asn Pro lie Ser Asp lie Trp Ala lie His Ala Leu Arg 

275 280 285 

lie Val Ala Lys Tyr Leu Lys Arg Ala Val Arg Asn Pro Asp Asp Leu 

290 295 300 

Glu Ala Arg Ser His Met His Leu Ala Ser Ala Phe Ala Gly lie Gly 
305 310 315 320 

Phe Gly Asn Ala Gly Val His Leu Cys His Gly Met Ser Tyr Pro lie 

325 330 335 

Ser Gly Leu Val Lys Met Tyr Lys Ala Lys Asp Tyr Asn Val Asp His 

340 345 350 

Pro Leu Val Pro His Gly Leu Ser Val Val Leu Thr Ser Pro Ala Val 

355 360 365 

Phe Thr Phe Thr Ala Gin Met Phe Pro Glu Arg His Leu Glu Met Ala 

370 375 380 

Glu lie Leu Gly Ala Asp Thr Arg Thr Ala Arg lie Gin Asp Ala Gly 
385 390 395 400 

Leu Val Leu Ala Asp Thr Leu Arg Lys Phe Leu Phe Asp Leu Asp Val 

405 410 415 

Asp Asp Gly Leu Ala Ala Val Gly Tyr Ser Lys Ala Asp lie Pro Ala 

420 425 430 

Leu Val Lys Gly Thr Leu Pro Gin Glu Arg Val Thr Lys Leu Ala Pro 

435 440 445 

Cys Pro Gin Ser Glu Glu Asp Leu Ala Ala Leu Phe Glu Ala Ser Met 

450 455 460 

Lys Leu Tyr 
465 



<210> 45 

<211> 11580 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (176) . . . (10558) 
<400> 45 

cacgcgtggg ctcggcgggg gcccgctccc aggcccgctc ccgagcccgt tccgctcccg 60 
tccgccttct tctcgccttc tctccgcgtg gctcctccgt cccggcgtct ccaaaactga 120 
atgagcgagc ggcgcgtagg gcgscggcgg cggcggcggc ggcggcggcg gcggc atg 178 

Met 
1 

gag cgc agt ggc tgg gcc egg cag act ttc etc eta gcg ctg ttg ctg 226 
Glu Arg Ser Gly Trp Ala Arg Gin Thr Phe Leu Leu Ala Leu Leu Leu 
5 10 15 

ggg gcg acg ctg agg gcg cgc gcg gcg get ggc tat tac ccc cgc ttt 274 
Gly Ala Thr Leu Arg Ala Arg Ala Ala Ala Gly Tyr Tyr Pro Arg Phe 
20 25 30 
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teg ccc ttc ttt ttc ctg tgc acc cac cac ggg gag ctg gaa ggg gat 322 
Ser Pro Phe Phe Phe Leu Cys Thr His His Gly Glu Leu Glu Gly Asp 
35 40 45 

ggg gag cag ggc gag gtg etc att tec ctg cat att gcg ggc aac ccc 37 0 
Gly Glu Gin Gly Glu Val Leu lie Ser Leu His lie Ala Gly Asn Pro 
50 55 60 65 

acc tac tac gtt ccg gga caa gaa tac cat gtg aca att tea aca age 418 
Thr Tyr Tyr Val Pro Gly Gin Glu Tyr His Val Thr He Ser Thr Ser 
70 75 80 

acc ttt ttt gac ggc ttg ctg gtg aca gga eta tac aca tct aca agt 466 
Thr Phe Phe Asp Gly Leu Leu Val Thr Gly Leu Tyr Thr Ser Thr Ser 
85 90 95 

gtt cag gca tea cag age att gga ggt tec agt get ttc gga ttt ggg 514 
Val Gin Ala Ser Gin Ser He Gly Gly Ser Ser Ala Phe Gly Phe Gly 
100 105 110 

ate atg tct gac cac cag ttt ggt aac cag ttt atg tgc agt gtg gta 562 
He Met Ser Asp His Gin Phe Gly Asn Gin Phe Met Cys Ser Val Val 
115 120 125 

gee tct cac gtg agt cac ctg ccc aca acc aac etc agt ttc ate tgg 610 
Ala Ser His Val Ser His Leu Pro Thr Thr Asn Leu Ser Phe He Trp 
130 135 140 145 

att get cca cct gcg ggc aca ggc tgt gtg aat ttc atg get aca gca 658 
He Ala Pro Pro Ala Gly Thr Gly Cys Val Asn Phe Met Ala Thr Ala 
150 155 160 

aca cac egg ggc cag gtt att ttc aaa gat get tta gee cag cag ttg 706 
Thr His Arg Gly Gin Val He Phe Lys Asp Ala Leu Ala Gin Gin Leu 
165 170 175 

tgt gaa caa gga get cca aca gat gtc act gtg cac cca cat eta get 754 
Cys Glu Gin Gly Ala Pro Thr Asp Val Thr Val His Pro His Leu Ala 
180 185 190 

gaa ata cat agt gac age att ate ctg aga gat gac ttt gac tec tac 802 
Glu He His Ser Asp Ser He He Leu Arg Asp Asp Phe Asp Ser Tyr 
195 200 205 

cac caa ctg caa tta aat cca aat ata tgg gtt gaa tgt aac aac tgt 850 
His Gin Leu Gin Leu Asn Pro Asn He Trp Val Glu Cys Asn Asn Cys 
210 215 220 225 

gag act gga gaa cag tgt ggc gcg att atg cat ggc aat gee gtc acc 898 
Glu Thr Gly Glu Gin Cys Gly Ala He Met His Gly Asn Ala Val Thr 
230 235 240 

ttc tgt gaa cca tat ggc cca cga gaa ctg att acc aca ggc ctt aat 946 
Phe Cys Glu Pro Tyr Gly Pro Arg Glu Leu He Thr Thr Gly Leu Asn 
245 250 255 

aca aca aca get tct gtc etc caa ttt tec att ggg tea ggt tea tgt 994 
Thr Thr Thr Ala Ser Val Leu Gin Phe Ser He Gly Ser Gly Ser Cys 
260 265 270 

cgc ttt agt tat tea gac ccc age ate ate gtg tta tat gee aag aat 1042 
Arg Phe Ser Tyr Ser Asp Pro Ser He He Val Leu Tyr Ala Lys Asn 
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275 280 285 

aac tct gcg gac tgg att cag eta gag aaa att aga gec cct tec aat 1090 
Asn Ser Ala Asp Trp lie Gin Leu Glu Lys lie Arg Ala Pro Ser Asn 
290 295 300 305 

gtc age aca ate ate cat ate etc tac ctt cct gag gac gee aaa ggg 1138 
Val Ser Thr lie lie His lie Leu Tyr Leu Pro Glu Asp Ala Lys Gly 
310 315 320 

gag aat gtc caa ttt cag tgg aag cag gaa aat ctt cgt gta ggt gaa 1186 
Glu Asn Val Gin Phe Gin Trp Lys Gin Glu Asn Leu Arg Val Gly Glu 
325 330 335 

gtg tat gaa gee tgc tgg gee tta gat aac ate ttg ate ate aat tea 1234 
Val Tyr Glu Ala Cys Trp Ala Leu Asp Asn lie Leu lie lie Asn Ser 
340 345 350 

get cac aga caa gtc gtt tta gaa gat agt etc gac cca gtg gac aca 1282 
Ala His Arg Gin Val Val Leu Glu Asp Ser Leu Asp Pro Val Asp Thr 
355 360 365 

ggc aac tgg ctt ttc ttc cca gga get aca gtt aag cat age tgt cag 133 0 
Gly Asn Trp Leu Phe Phe Pro Gly Ala Thr Val Lys His Ser Cys Gin 
370 375 380 385 

tea gat ggg aac tec att tat ttc cat gga aat gaa ggc age gag ttc 1378 
Ser Asp Gly Asn Ser lie Tyr Phe His Gly Asn Glu Gly Ser Glu Phe 
390 395 400 

aat ttt gee ace ace agg gat gta gat ctt tec aca gaa gat att caa 1426 
Asn Phe Ala Thr Thr Arg Asp Val Asp Leu Ser Thr Glu Asp lie Gin 
405 410 415 

gag caa tgg tea gaa gaa ttt gag age cag cct aca gga tgg gat gtc 1474 
Glu Gin Trp Ser Glu Glu Phe Glu Ser Gin Pro Thr Gly Trp Asp Val 
420 425 430 

ttg gga get gtc att ggt aca gaa tgt gga acg ata gaa tea ggc tta 1522 
Leu Gly Ala Val lie Gly Thr Glu Cys Gly Thr lie Glu Ser Gly Leu 
435 440 445 

tea atg gtc ttc etc aaa gat gga gag agg aaa tta tgc act cca tec 1570 
Ser Met Val Phe Leu Lys Asp Gly Glu Arg Lys Leu Cys Thr Pro Ser 
450 455 460 465 

atg gac act ace ggt tat ggg aac ctg agg ttt tac ttt gtg atg gga 1618 
Met Asp Thr Thr Gly Tyr Gly Asn Leu Arg Phe Tyr Phe Val Met Gly 
470 475 480 

gga att tgt gac cct gga aat tct cat gaa aat gac ata ate ctg tat 1666 
Gly lie Cys Asp Pro Gly Asn Ser His Glu Asn Asp lie lie Leu Tyr 
485 490 495 

gca aaa att gaa gga aga aaa gag cat ata aca ctg gat ace ctt tec 1714 
Ala Lys lie Glu Gly Arg Lys Glu His lie Thr Leu Asp Thr Leu Ser 
500 505 510 

tat tec tea tat aag gtt ccg tct ttg gtt tct gtg gtc ate aat cct 1762 
Tyr Ser Ser Tyr Lys Val Pro Ser Leu Val Ser Val Val lie Asn Pro 
515 520 525 
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gaa ctt cag act cct get acc aaa ttt tgt etc agg caa aag aac cat 1810 
Glu Leu Gin Thr Pro Ala Thr Lys Phe Cys Leu Arg Gin Lys Asn His 
530 535 540 545 

caa gga cat aat agg aat gtc tgg get gta gac ttt ttc cat gtc ttg 1858 
Gin Gly His Asn Arg Asn Val Trp Ala Val Asp Phe Phe His Val Leu 
550 555 560 

cct gtt etc cct tct aca atg tct cac atg ata cag ttt tec ate aat 1906 
Pro Val Leu Pro Ser Thr Met Ser His Met He Gin Phe Ser He Asn 
565 570 575 

ctg gga tgt gga acg cat cag cct ggt aac agt gtc age ttg gaa ttt 1954 
Leu Gly Cys Gly Thr His Gin Pro Gly Asn Ser Val Ser Leu Glu Phe 
580 585 590 

tct acc aac cat ggg cgc tec tgg tec etc ctt cac act gaa tgc tta 2002 
Ser Thr Asn His Gly Arg Ser Trp Ser Leu Leu His Thr Glu Cys Leu 
595 600 605 

cct gag ate tgt get gga ccc cac etc ccc cac age act gtc tac tec 2050 
Pro Glu He Cys Ala Gly Pro His Leu Pro His Ser Thr Val Tyr Ser 
610 615 620 625 

tct gaa aac tac agt ggg tgg aac cga ata aca att ccc ctt cct aac 2098 
Ser Glu Asn Tyr Ser Gly Trp Asn Arg He Thr He Pro Leu Pro Asn 
630 635 640 

gca gca eta acc egg aac acc agg att cgc tgg aga caa aca gga cca 2146 
Ala Ala Leu Thr Arg Asn Thr Arg He Arg Trp Arg Gin Thr Gly Pro 
645 650 655 

ate ctt gga aac atg tgg gca att gat aat gtt tat att ggc ccg tea 2194 
He Leu Gly Asn Met Trp Ala He Asp Asn Val Tyr He Gly Pro Ser 
660 665 670 

tgt etc aaa ttc tgt tct ggc aga gga cag tgc act aga cat ggt tgc 2242 
Cys Leu Lys Phe Cys Ser Gly Arg Gly Gin Cys Thr Arg His Gly Cys 
675 680 685 

aag tgt gac cct gga ttt tct ggc cca get tgt gag atg gca tec cag 2290 
Lys Cys Asp Pro Gly Phe Ser Gly Pro Ala Cys Glu Met Ala Ser Gin 
690 695 700 705 

aca ttc cca atg ttt att tct gaa age ttt ggc agt tec agg etc tec 2338 
Thr Phe Pro Met Phe He Ser Glu Ser Phe Gly Ser Ser Arg Leu Ser 
710 715 720 

tct tac cat aac ttt tac tct ate cgt ggt get gaa gtc age ttt ggt 2386 
Ser Tyr His Asn Phe Tyr Ser He Arg Gly Ala Glu Val Ser Phe Gly 
725 730 735 

tgt ggt gtc ttg gee agt ggt aag gee ctg gtt ttc aac aaa gaa ggg 2434 
Cys Gly Val Leu Ala Ser Gly Lys Ala Leu Val Phe Asn Lys Glu Gly 
740 745 750 

egg cgt cag eta att aca tct ttc ctt gac age tea caa tec agg ttt 2482 
Arg Arg Gin Leu He Thr Ser Phe Leu Asp Ser Ser Gin Ser Arg Phe 
755 760 765 

etc cag ttc aca ctg aga ctg ggg age aaa tct gtt ctg age acg tgc 2530 
Leu Gin Phe Thr Leu Arg Leu Gly Ser Lys Ser Val Leu Ser Thr Cys 
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770 775 780 785 

aga gcc cct gat cag cct ggt gaa gga gtt ttg ctg cat tat tct tat 2578 
Arg Ala Pro Asp Gin Pro Gly Glu Gly Val Leu Leu His Tyr Ser Tyr 
790 795 800 

gat aat ggg ata act tgg aaa etc ctg gag cat tat tea tat etc age 2626 
Asp Asn Gly lie Thr Trp Lys Leu Leu Glu His Tyr Ser Tyr Leu Ser 
805 810 815 

tat cat gag ccc aga ata ate tec gta gaa eta cca ggt gat gca aag 2674 
Tyr His Glu Pro Arg lie lie Ser Val Glu Leu Pro Gly Asp Ala Lys 
820 825 830 

cag ttt gga att cag ttc aga tgg tgg caa ccg tat cat tct tec cag 2722 
Gin Phe Gly lie Gin Phe Arg Trp Trp Gin Pro Tyr His Ser Ser Gin 
835 840 845 

aga gaa gat gta tgg get att gat gag att ate atg aca tct gtg ctt 2770 
Arg Glu Asp Val Trp Ala lie Asp Glu lie lie Met Thr Ser Val Leu 
850 855 860 865 

ttc aac age att agt ctt gac ttt acc aat ctt gtg gag gtc act cag 2818 
Phe Asn Ser lie Ser Leu Asp Phe Thr Asn Leu Val Glu Val Thr Gin 
870 875 880 

tct ctg gga ttc tac ctt gga aat gtt cag cca tac tgt ggc cac gac 2866 
Ser Leu Gly Phe Tyr Leu Gly Asn Val Gin Pro Tyr Cys Gly His Asp 
885 890 895 

tgg acc ctt tgt ttt aca gga gat tct aaa ctt gcc tea agt atg cgc 2914 
Trp Thr Leu Cys Phe Thr Gly Asp Ser Lys Leu Ala Ser Ser Met Arg 
900 905 910 

tat gtg gaa aca caa tea atg cag ata gga gca tec tat atg att cag 2962 
Tyr Val Glu Thr Gin Ser Met Gin lie Gly Ala Ser Tyr Met lie Gin 
915 920 925 

ttc agt ttg gtg atg gga tgt ggc cag aaa tac acc cca cac atg gac 3010 
Phe Ser Leu Val Met Gly Cys Gly Gin Lys Tyr Thr Pro His Met Asp 
930 935 940 945 

aac cag gtg aag ctg gag tac tea acc aac cac ggc ctt acc tgg cac 3058 
Asn Gin Val Lys Leu Glu Tyr Ser Thr Asn His Gly Leu Thr Trp His 
950 955 960 

etc gtc caa gaa gaa tgc ctt cca agt atg cca agt tgt cag gaa ttt 3106 
Leu Val Gin Glu Glu Cys Leu Pro Ser Met Pro Ser Cys Gin Glu Phe 
965 970 975 

aca tea gca agt att tac cat gcc agt gag ttt aca cag tgg agg aga 3154 
Thr Ser Ala Ser lie Tyr His Ala Ser Glu Phe Thr Gin Trp Arg Arg 
980 985 990 

gtc ata gtg ctt ctt ccc cag aaa act tgg tec agt get acc cgt ttc 3202 
Val lie Val Leu Leu Pro Gin Lys Thr Trp Ser Ser Ala Thr Arg Phe 
995 1000 1005 

cgc tgg age cag age tat tac aca get caa gac gag tgg get ttg gac 3250 
Arg Trp Ser Gin Ser Tyr Tyr Thr Ala Gin Asp Glu Trp Ala Leu Asp 
1010 1015 1020 1025 
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age att tac att ggg cag cag tgc ccc aac atg tgc agt ggg cat ggc 3298 
Ser lie Tyr lie Gly Gin Gin Cys Pro Asn Met Cys Ser Gly His Gly 
1030 1035 1040 

tea tgc gat cat ggc ata tgc agg tgt gac cag ggg tac caa ggc act 3346 
Ser Cys Asp His Gly lie Cys Arg Cys Asp Gin Gly Tyr Gin Gly Thr 
1045 1050 1055 

gaa tgc cac cca gaa get gee ctt ccg tec aca att atg tea gat ttt 3394 
Glu Cys His Pro Glu Ala Ala Leu Pro Ser Thr lie Met Ser Asp Phe 
1060 1065 1070 

gag aac cag aat ggc tgg gag tct gac tgg caa gaa gtt att ggg gga 3442 
Glu Asn Gin Asn Gly Trp Glu Ser Asp Trp Gin Glu Val lie Gly Gly 
1075 1080 1085 

gaa att gta aaa cca gaa caa ggg tgt ggt gtc ate tct tct gga tea 3490 
Glu lie Val Lys Pro Glu Gin Gly Cys Gly Val lie Ser Ser Gly Ser 
1090 1095 1100 1105 

tct ctg tac ttc age aag get ggg aaa aga cag ctg gtg agt tgg gac 3538 
Ser Leu Tyr Phe Ser Lys Ala Gly Lys Arg Gin Leu Val Ser Trp Asp 
1110 1115 1120 

ctg gat act tct tgg gtg gac ttt gtc cag ttc tac ate cag ata ggc 3586 
Leu Asp Thr Ser Trp Val Asp Phe Val Gin Phe Tyr lie Gin lie Gly 
1125 1130 1135 

gga gag agt get tea tgc aac aag cct gac age aga gag gag ggc gtc 3 634 
Gly Glu Ser Ala Ser Cys Asn Lys Pro Asp Ser Arg Glu Glu Gly Val 
1140 1145 1150 

etc ctt cag tac age aac aat ggg ggc ate cag tgg cac ctg eta gca 3 682 
Leu Leu Gin Tyr Ser Asn Asn Gly Gly lie Gin Trp His Leu Leu Ala 
1155 1160 1165 

gag atg tac ttt tea gac ttc age aaa ccc aga ttt gtc tat ctg gag 3730 
Glu Met Tyr Phe Ser Asp Phe Ser Lys Pro Arg Phe Val Tyr Leu Glu 
1170 1175 1180 1185 

ctt cca get get gee aag ace cct tgc ace agg ttc cgc tgg tgg cag 3778 
Leu Pro Ala Ala Ala Lys Thr Pro Cys Thr Arg Phe Arg Trp Trp Gin 
1190 1195 1200 

ccc gtg ttc tea ggg gag gac tat gac cag tgg gca gtc gat gac ate 382 6 
Pro Val Phe Ser Gly Glu Asp Tyr Asp Gin Trp Ala Val Asp Asp lie 
1205 1210 1215 

ate att ctg tec gag aag cag aag cag ate ate cca gtt ate aat cca 3874 
lie lie Leu Ser Glu Lys Gin Lys Gin lie lie Pro Val lie Asn Pro 
1220 1225 1230 

act tta cct cag aac ttt tat gag aag cca get ttt gat tac cct atg 3922 
Thr Leu Pro Gin Asn Phe Tyr Glu Lys Pro Ala Phe Asp Tyr Pro Met 
1235 1240 1245 

aat cag atg agt gtg tgg ttg atg ttg get aat gaa gga atg gtt aaa 3970 
Asn Gin Met Ser Val Trp Leu Met Leu Ala Asn Glu Gly Met Val Lys 
1250 1255 1260 1265 

aat gaa acc ttc tgt get gee aca cca tea gca atg ata ttt gga aaa 4018 
Asn Glu Thr Phe Cys Ala Ala Thr Pro Ser Ala Met lie Phe Gly Lys 
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1270 



1275 



1280 



tea gat gga gat cga ttt gca gta act cga gat ttg acc ctg aaa cct 4066 
Ser Asp Gly Asp Arg Phe Ala Val Thr Arg Asp Leu Thr Leu Lys Pro 
1285 1290 1295 

gga tat gtg eta cag ttc aag eta aac ata ggt tgt gee aat caa ttc 4114 
Gly Tyr Val Leu Gin Phe Lys Leu Asn lie Gly Cys Ala Asn Gin Phe 
1300 1305 1310 

age agt act get cca gtt ctt ctt cag tac tct cat gat get ggt atg 4162 
Ser Ser Thr Ala Pro Val Leu Leu Gin Tyr Ser His Asp Ala Gly Met 
1315 1320 1325 

tec tgg ttt ctg gtg aaa gaa ggc tgt tac ccg get tct gca ggc aaa 4210 
Ser Trp Phe Leu Val Lys Glu Gly Cys Tyr Pro Ala Ser Ala Gly Lys 
1330 1335 1340 1345 

gga tgc gaa gga aac tec aga gaa eta agt gag ccc acc atg tat cac 4258 
Gly Cys Glu Gly Asn Ser Arg Glu Leu Ser Glu Pro Thr Met Tyr His 
1350 1355 1360 

aca ggg gac ttt gaa gaa tgg aca aga ate acc att gtt att cca agg 43 06 
Thr Gly Asp Phe Glu Glu Trp Thr Arg lie Thr lie Val lie Pro Arg 
1365 1370 1375 

tct ctt gca tec age aag acc aga ttc cga tgg ate cag gag age age 4354 
Ser Leu Ala Ser Ser Lys Thr Arg Phe Arg Trp lie Gin Glu Ser Ser 
1380 1385 1390 

tea cag aaa aac gtg cct cca ttt ggt tta gat gga gtg tac ata tec 4402 
Ser Gin Lys Asn Val Pro Pro Phe Gly Leu Asp Gly Val Tyr lie Ser 
1395 1400 1405 

gag cct tgt ccc agt tac tgc agt ggc cat ggg gac tgc att tea gga 4450 
Glu Pro Cys Pro Ser Tyr Cys Ser Gly His Gly Asp Cys lie Ser Gly 
1410 1415 1420 1425 

gtg tgt ttc tgt gac ctg gga tat act get gca caa gga acc tgt gtg 4498 
Val Cys Phe Cys Asp Leu Gly Tyr Thr Ala Ala Gin Gly Thr Cys Val 
1430 1435 1440 

tea aat gtc ccc aat cac aat gag atg ttc gat agg ttt gag ggg aag 4546 
Ser Asn Val Pro Asn His Asn Glu Met Phe Asp Arg Phe Glu Gly Lys 
1445 1450 1455 

etc age cct ctg tgg tac aag ata aca ggt gee cag gtt gga act ggc 4594 
Leu Ser Pro Leu Trp Tyr Lys lie Thr Gly Ala Gin Val Gly Thr Gly 
1460 1465 1470 

tgt gga aca ctt aac gat ggc aaa tct etc tac ttc aat ggc cct ggg 4642 
Cys Gly Thr Leu Asn Asp Gly Lys Ser Leu Tyr Phe Asn Gly Pro Gly 
1475 1480 1485 

aaa agg gaa gee egg acg gtc cct ctg gac acc agg aat ate aga ctt 4690 
Lys Arg Glu Ala Arg Thr Val Pro Leu Asp Thr Arg Asn lie Arg Leu 
1490 1495 1500 1505 

gtt caa ttt tat ata caa att gga age aaa act tea ggc att acc tgc 4738 
Val Gin Phe Tyr lie Gin lie Gly Ser Lys Thr Ser Gly He Thr Cys 
1510 1515 1520 
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ate aaa cca aga act aga aat gaa ggg ctt att gtt cag tat tea aat 4786 
lie Lys Pro Arg Thr Arg Asn Glu Gly Leu lie Val Gin Tyr Ser Asn 
1525 1530 1535 

gac aat ggg ata etc tgg cat ttg ctt cga gag ttg gac ttc atg tec 4834 
Asp Asn Gly lie Leu Trp His Leu Leu Arg Glu Leu Asp Phe Met Ser 
1540 1545 1550 

ttc ctg gaa cca cag ate att tec att gac ctg cca cag gac gcg aag 4882 
Phe Leu Glu Pro Gin lie lie Ser lie Asp Leu Pro Gin Asp Ala Lys 
1555 1560 1565 

aca cct gca acg gca ttt cga tgg tgg caa ccg caa cat ggg aag cat 4930 
Thr Pro Ala Thr Ala Phe Arg Trp Trp Gin Pro Gin His Gly Lys His 
1570 1575 1580 1585 

tea gee cag tgg get ttg gat gat gtt ctt ata gga atg aat gac age 4978 
Ser Ala Gin Trp Ala Leu Asp Asp Val Leu lie Gly Met Asn Asp Ser 
1590 1595 1600 

tct caa act gga ttt caa gac aaa ttt gat ggc tct ata gat ttg caa 5026 
Ser Gin Thr Gly Phe Gin Asp Lys Phe Asp Gly Ser lie Asp Leu Gin 
1605 1610 1615 

gee aac tgg tat cga ate caa gga ggt caa gtt gat att gac tgt etc 5074 
Ala Asn Trp Tyr Arg lie Gin Gly Gly Gin Val Asp lie Asp Cys Leu 
1620 1625 1630 

tct atg gat act get ctg ata ttc act gaa aac ata gga aaa cct cgt 5122 
Ser Met Asp Thr Ala Leu lie Phe Thr Glu Asn lie Gly Lys Pro Arg 
1635 1640 1645 

tat get gag ace tgg gat ttt cat gtg tea gca tct ace ttt ttg cag 5170 
Tyr Ala Glu Thr Trp Asp Phe His Val Ser Ala Ser Thr Phe Leu Gin 
1650 1655 1660 1665 

ttt gaa atg age atg ggc tgt age aag ccc ttc age aac tec cac agt 5218 
Phe Glu Met Ser Met Gly Cys Ser Lys Pro Phe Ser Asn Ser His Ser 
1670 1675 1680 

gta cag etc cag tat tct ctg aac aat ggc aag gac tgg cat ctt gtc 5266 
Val Gin Leu Gin Tyr Ser Leu Asn Asn Gly Lys Asp Trp His Leu Val 
1685 1690 1695 

acc gaa gag tgt gtt cct cca ace att ggc tgt ctg cat tac acg gaa 5314 
Thr Glu Glu Cys Val Pro Pro Thr lie Gly Cys Leu His Tyr Thr Glu 
1700 1705 1710 

agt tea att tac acc teg gaa aga ttc cag aat tgg aag egg ate act 53 62 
Ser Ser lie Tyr Thr Ser Glu Arg Phe Gin Asn Trp Lys Arg lie Thr 
1715 1720 1725 

gtc tac ctt cca etc tec acc att tct ccc agg acc egg ttc aga tgg 5410 
Val Tyr Leu Pro Leu Ser Thr lie Ser Pro Arg Thr Arg Phe Arg Trp 
1730 1735 1740 1745 

att cag gee aac tac act gtg ggg get gat tec tgg gcg att gat aat 5458 
lie Gin Ala Asn Tyr Thr Val Gly Ala Asp Ser Trp Ala lie Asp Asn 
1750 1755 1760 

gtt gta ctg gee tea ggg tgc cct tgg atg tgc tea gga cga ggg att 5506 
Val Val Leu Ala Ser Gly Cys Pro Trp Met Cys Ser Gly Arg Gly lie 
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1765 



1770 



1775 



tgt gat get gga cgc tgt gtg tgt gac egg ggc ttt ggt gga ccc tat 
Cys Asp Ala Gly Arg Cys Val Cys Asp Arg Gly Phe Gly Gly Pro Tyr 
1780 1785 1790 
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tgt gtt cct gtt gtt cct ctg ccc teg att ctt aaa gac gat ttc aat 
Cys Val Pro Val Val Pro Leu Pro Ser lie Leu Lys Asp Asp Phe Asn 
1795 1800 1805 
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ggg aat tta cat cct gac ctt tgg cct gaa gtg tat ggt gca gag agg 
Gly Asn Leu His Pro Asp Leu Trp Pro Glu Val Tyr Gly Ala Glu Arg 
1810 1815 1820 1825 
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ggg aat ctg aat ggt gaa acc ate aaa tct gga aca tct eta att ttt 
Gly Asn Leu Asn Gly Glu Thr lie Lys Ser Gly Thr Ser Leu lie Phe 
1830 1835 1840 
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aaa ggg gaa gga eta agg atg ctt att tea aga gat eta gat tgt aca 
Lys Gly Glu Gly Leu Arg Met Leu lie Ser Arg Asp Leu Asp Cys Thr 
1845 1850 1855 
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aat aca atg tat gtc cag ttt tea ctt aga ttt ata gca aaa agt acc 
Asn Thr Met Tyr Val Gin Phe Ser Leu Arg Phe lie Ala Lys Ser Thr 
1860 1865 1870 
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cca gag aga tct cac tct att ctg tta caa ttc tec ate agt gga gga 
Pro Glu Arg Ser His Ser lie Leu Leu Gin Phe Ser lie Ser Gly Gly 
1875 1880 1885 
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ate act tgg cac ctg atg gat gaa ttt tac ttt cct caa aca acg aat 
lie Thr Trp His Leu Met Asp Glu Phe Tyr Phe Pro Gin Thr Thr Asn 
1890 1895 1900 1905 
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ata ctt ttc ate aat gtt ccc ttg cca tac act gee caa acc aat get 
lie Leu Phe lie Asn Val Pro Leu Pro Tyr Thr Ala Gin Thr Asn Ala 
1910 1915 1920 
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aca aga ttc aga etc tgg caa cct tat aat aac ggt aag aaa gaa gaa 
Thr Arg Phe Arg Leu Trp Gin Pro Tyr Asn Asn Gly Lys Lys Glu Glu 
1925 1930 1935 
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ate tgg att gtt gat gac ttc att ate gat gga aat aat gta aac aac 
lie Trp lie Val Asp Asp Phe lie lie Asp Gly Asn Asn Val Asn Asn 
1940 1945 1950 
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cct gtg atg etc ttg gat aca ttt gat ttt ggg ccc aga gaa gac aat 
Pro Val Met Leu Leu Asp Thr Phe Asp Phe Gly Pro Arg Glu Asp Asn 
1955 1960 1965 
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tgg ttt ttc tat cct ggt ggt aac ate ggt ctt tat tgt cca tat tct 
Trp Phe Phe Tyr Pro Gly Gly Asn lie Gly Leu Tyr Cys Pro Tyr Ser 
1970 1975 1980 1985 
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tea aag ggg gca cct gaa gaa gat tea get atg gtg ttt gtt tea aat 
Ser Lys Gly Ala Pro Glu Glu Asp Ser Ala Met Val Phe Val Ser Asn 
1990 1995 2000 
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gaa gtt ggt gag cat tec att acc acc cgt gac eta aat gtg aat gag 
Glu Val Gly Glu His Ser lie Thr Thr Arg Asp Leu Asn Val Asn Glu 
2005 2010 2015 
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aac acc ate ata caa ttt gag ate aac gtt ggc tgt teg act gat age 6274 
Asn Thr lie lie Gin Phe Glu lie Asn Val Gly Cys Ser Thr Asp Ser 
2020 2025 2030 

tea tec gcg gat cca gtg aga ctg gaa ttt tea agg gac ttc ggg gcg 6322 
Ser Ser Ala Asp Pro Val Arg Leu Glu Phe Ser Arg Asp Phe Gly Ala 
2035 2040 2045 

acc tgg cac ctt ctg ctg ccc etc tgc tac cac age age age cac gtc 6370 
Thr Trp His Leu Leu Leu Pro Leu Cys Tyr His Ser Ser Ser His Val 
2050 2055 2060 2065 

age tct tta tgc tec acc gag cac cac ccc age age acc tac tac gca 6418 
Ser Ser Leu Cys Ser Thr Glu His His Pro Ser Ser Thr Tyr Tyr Ala 
2070 2075 2080 

gga acc atg cag ggc tgg agg agg gag gtc gtg cac ttt ggg aag ctg 6466 
Gly Thr Met Gin Gly Trp Arg Arg Glu Val Val His Phe Gly Lys Leu 
2085 2090 2095 

cac ctt tgt gga tct gtc cgt ttc aga tgg tac cag gga ttt tac cct 6514 
His Leu Cys Gly Ser Val Arg Phe Arg Trp Tyr Gin Gly Phe Tyr Pro 
2100 2105 2110 

gec ggc tct cag cca gtg aca tgg gec att gat aat gtc tac ate ggt 6562 
Ala Gly Ser Gin Pro Val Thr Trp Ala lie Asp Asn Val Tyr lie Gly 
2115 2120 2125 

ccc cag tgt gag gag atg tgt aat gga cag ggg age tgt ate aat gga 6610 
Pro Gin Cys Glu Glu Met Cys Asn Gly Gin Gly Ser Cys lie Asn Gly 
2130 2135 2140 2145 

acc aaa tgt ata tgt gac cct ggc tac tea ggt cca acc tgt aaa ata 6658 
Thr Lys Cys lie Cys Asp Pro Gly Tyr Ser Gly Pro Thr Cys Lys lie 
2150 2155 2160 

age acc aaa aat cct gat ttt etc aaa gat gat ttc gaa ggt cag eta 6706 
Ser Thr Lys Asn Pro Asp Phe Leu Lys Asp Asp Phe Glu Gly Gin Leu 
2165 2170 2175 

gaa tct gat aga ttc tta tta atg agt ggt ggg aaa cca tct cga aag 6754 
Glu Ser Asp Arg Phe Leu Leu Met Ser Gly Gly Lys Pro Ser Arg Lys 
2180 2185 2190 

tgt gga ate ctt tct agt gga aac aac etc ttt ttc aat gaa gat ggc 6802 
Cys Gly lie Leu Ser Ser Gly Asn Asn Leu Phe Phe Asn Glu Asp Gly 
2195 2200 2205 

ttg cgc atg ttg atg aca cga gac ctg gat tta tea cat get aga ttt 6850 
Leu Arg Met Leu Met Thr Arg Asp Leu Asp Leu Ser His Ala Arg Phe 
2210 2215 2220 2225 

gtg cag ttc ttc atg aga ctg gga tgt ggt aaa ggc gtt cct gac ccc 6898 
Val Gin Phe Phe Met Arg Leu Gly Cys Gly Lys Gly Val Pro Asp Pro 
2230 2235 2240 

agg agt caa ccc gtg etc eta cag tat tct etc aac ggt ggc etc teg 6946 
Arg Ser Gin Pro Val Leu Leu Gin Tyr Ser Leu Asn Gly Gly Leu Ser 
2245 2250 2255 

tgg agt ctt ctt cag gag ttc ctt ttc age aat tec age aat gtg ggc 6994 
Trp Ser Leu Leu Gin Glu Phe Leu Phe Ser Asn Ser Ser Asn Val Gly 
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2260 



2265 



2270 



agg tac att gcc ctg gag ata ccc ttg aaa gcc cgt tct ggt tct act 7042 
Arg Tyr lie Ala Leu Glu lie Pro Leu Lys Ala Arg Ser Gly Ser Thr 
2275 2280 2285 

cgc ctt cgc tgg tgg caa ccg tct gag aat ggg cac ttc tac age ccc 7090 
Arg Leu Arg Trp Trp Gin Pro Ser Glu Asn Gly His Phe Tyr Ser Pro 
2290 2295 2300 2305 

tgg gtt ate gat cag att ctt att gga gga aat att tct ggt aat acg 7138 
Trp Val lie Asp Gin lie Leu lie Gly Gly Asn lie Ser Gly Asn Thr 
2310 2315 2320 

gtc ttg gaa gat gat ttc aca acc ctt gat agt agg aaa tgg ctg ctt 7186 
Val Leu Glu Asp Asp Phe Thr Thr Leu Asp Ser Arg Lys Trp Leu Leu 
2325 2330 2335 

cac cca gga ggc acc aag atg ccc gtg tgt ggc tct act ggt gat gcc 7234 
His Pro Gly Gly Thr Lys Met Pro Val Cys Gly Ser Thr Gly Asp Ala 
2340 2345 2350 

ctg gtc ttc att gaa aag gcc age acc cgt tac gtg gtc age aca gac 7282 
Leu Val Phe lie Glu Lys Ala Ser Thr Arg Tyr Val Val Ser Thr Asp 
2355 2360 2365 

gtt gcc gtg aat gag gat tec ttc eta cag ata gac ttc get gcc tec 7330 
Val Ala Val Asn Glu Asp Ser Phe Leu Gin lie Asp Phe Ala Ala Ser 
2370 2375 2380 2385 

tgc tea gtc aca gac tct tgt tat gcg att gaa ttg gaa tac tea gta 7378 
Cys Ser Val Thr Asp Ser Cys Tyr Ala lie Glu Leu Glu Tyr Ser Val 
2390 2395 2400 

gat ctt gga ttg tea tgg cac cca ttg gta agg gac tgt ctg cct acc 7426 
Asp Leu Gly Leu Ser Trp His Pro Leu Val Arg Asp Cys Leu Pro Thr 
2405 2410 2415 

aat gtg gaa tgc agt cgc tat cat ctg caa egg ate ctg gtg tea gac 7474 
Asn Val Glu Cys Ser Arg Tyr His Leu Gin Arg lie Leu Val Ser Asp 
2420 2425 2430 

act ttc aac aag tgg act aga ate act ctg cct etc cct cct tat acc 7522 
Thr Phe Asn Lys Trp Thr Arg lie Thr Leu Pro Leu Pro Pro Tyr Thr 
2435 2440 2445 

agg tec caa gcc act cgt ttc cgt tgg cat caa cca get cct ttt gac 7570 
Arg Ser Gin Ala Thr Arg Phe Arg Trp His Gin Pro Ala Pro Phe Asp 
2450 2455 2460 2465 

aag cag cag aca tgg gca ata gat aat gtc tat ate ggg gat ggc tgc 7 618 
Lys Gin Gin Thr Trp Ala lie Asp Asn Val Tyr lie Gly Asp Gly Cys 
2470 2475 2480 

ata gac atg tgc agt ggc cat ggg aga tgc ate cag gga aac tgc gtc 7666 
lie Asp Met Cys Ser Gly His Gly Arg Cys lie Gin Gly Asn Cys Val 
2485 2490 2495 

tgt gat gaa cag tgg ggt ggc ctg tac tgt gat gac ccc gag acc tct 7714 
Cys Asp Glu Gin Trp Gly Gly Leu Tyr Cys Asp Asp Pro Glu Thr Ser 
2500 2505 2510 
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ctt cca acc caa etc aaa gac aac ttc aat cga get cca tec agt cag 7762 
Leu Pro Thr Gin Leu Lys Asp Asn Phe Asn Arg Ala Pro Ser Ser Gin 
2515 2520 2525 

aac tgg ctg act gtg aac gga ggg aaa ttg agt aca gtg tgt gga gee 7810 
Asn Trp Leu Thr Val Asn Gly Gly Lys Leu Ser Thr Val Cys Gly Ala 
2530 2535 2540 2545 

gtg gcg teg gga atg get etc cat ttc agt ggg ggt tgt agt cga tta 7858 
Val Ala Ser Gly Met Ala Leu His Phe Ser Gly Gly Cys Ser Arg Leu 
2550 2555 2560 

tta gtc act gtg gat eta aac etc act aat get gag ttc ate caa ttt 7906 
Leu Val Thr Val Asp Leu Asn Leu Thr Asn Ala Glu Phe lie Gin Phe 
2565 2570 2575 

tac ttc atg tat ggg tgc ctg att aca cca aac aac cgt aac caa ggt 7954 
Tyr Phe Met Tyr Gly Cys Leu lie Thr Pro Asn Asn Arg Asn Gin Gly 
2580 2585 2590 

gtt etc ttg gaa tat tct gtc aat gga ggc att acc tgg aac ctg etc 8002 
Val Leu Leu Glu Tyr Ser Val Asn Gly Gly lie Thr Trp Asn Leu Leu 
2595 2600 2605 

atg gag att ttc tat gac cag tac agt aag ccc gga ttt gtg aat ate 8050 
Met Glu lie Phe Tyr Asp Gin Tyr Ser Lys Pro Gly Phe Val Asn lie 
2610 2615 2620 2625 

ctt etc cct cct gat get aaa gag att gee act cgc ttc cgc tgg tgg 8098 
Leu Leu Pro Pro Asp Ala Lys Glu lie Ala Thr Arg Phe Arg Trp Trp 
2630 2635 2640 

cag cca aga cat gac ggc ctg gat cag aac gac tgg gee att gac aat 8146 
Gin Pro Arg His Asp Gly Leu Asp Gin Asn Asp Trp Ala lie Asp Asn 
2645 2650 2655 

gtc etc ate tea ggc tct get gac caa agg acc gtt atg ctg gac acc 8194 
Val Leu lie Ser Gly Ser Ala Asp Gin Arg Thr Val Met Leu Asp Thr 
2660 2665 2670 

ttc age age gee cca gta ccc cag cac gag cgc tec cct gca gat gee 8242 
Phe Ser Ser Ala Pro Val Pro Gin His Glu Arg Ser Pro Ala Asp Ala 
2675 2680 2685 

ggc cct gtc ggg agg ate gee ttt gac atg ttt atg gaa gac aaa act 82 90 
Gly Pro Val Gly Arg lie Ala Phe Asp Met Phe Met Glu Asp Lys Thr 
2690 2695 2700 2705 

tea gtg aat gag cac tgg eta ttc cat gat gat tgt aca gta gaa aga 8338 
Ser Val Asn Glu His Trp Leu Phe His Asp Asp Cys Thr Val Glu Arg 
2710 2715 2720 

ttc tgt gac tec cct gat ggt gtg atg etc tgt ggc agt cat gat gga 8386 
Phe Cys Asp Ser Pro Asp Gly Val Met Leu Cys Gly Ser His Asp Gly 
2725 2730 2735 

egg gag gtg tat gca gtg acc cat gac ctg act ccc act gaa ggc tgg 8434 
Arg Glu Val Tyr Ala Val Thr His Asp Leu Thr Pro Thr Glu Gly Trp 
2740 2745 2750 

att atg caa ttc aag ate tea gtt gga tgt aag gtg tct gaa aaa att 8482 
lie Met Gin Phe Lys lie Ser Val Gly Cys Lys Val Ser Glu Lys lie 
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2755 2760 2765 

gcc cag aat caa att cat gtg cag tat tct act gac ttc ggt gtg agt 8530 
Ala Gin Asn Gin lie His Val Gin Tyr Ser Thr Asp Phe Gly Val Ser 
2770 2775 2780 2785 

tgg aat tat ctg gtc cct cag tgc ttg cct get gac cca aaa tgc tct 8578 
Trp Asn Tyr Leu Val Pro Gin Cys Leu Pro Ala Asp Pro Lys Cys Ser 
2790 2795 2800 

gga agt gtt tct cag cca tct gta ttc ttt cca act aaa ggg tgg aaa 8626 
Gly Ser Val Ser Gin Pro Ser Val Phe Phe Pro Thr Lys Gly Trp Lys 
2805 2810 2815 

agg ate acc tac cca ctt cct gaa age tta gtg gga aat ccg gta agg v 8674 
Arg lie Thr Tyr Pro Leu Pro Glu Ser Leu Val Gly Asn Pro Val Arg 
2820 2825 2830 

ttt agg ttc tat cag aag tac tea gac atg cag tgg gca ate gat aat 8722 
Phe Arg Phe Tyr Gin Lys Tyr Ser Asp Met Gin Trp Ala lie Asp Asn 
2835 2840 2845 

ttc tac ctg ggc cct gga tgc ttg gac aac tgc agg ggc cat gga gat 8770 
Phe Tyr Leu Gly Pro Gly Cys Leu Asp Asn Cys Arg Gly His Gly Asp 
2850 2855 2860 2865 

tgc tta agg gaa cag tgc ate tgt gat ccg gga tac tea ggg cca aac 8818 
Cys Leu Arg Glu Gin Cys lie Cys Asp Pro Gly Tyr Ser Gly Pro Asn 
2870 2875 2880 

tgc tac ttg acc cac act ctg aag act ttc ctg aag gaa cgc ttt gac 8866 
Cys Tyr Leu Thr His Thr Leu Lys Thr Phe Leu Lys Glu Arg Phe Asp 
2885 2890 2895 

agt gaa gaa ate aaa cct gac tta tgg atg tec tta gaa ggt gga agt 8914 
Ser Glu Glu lie Lys Pro Asp Leu Trp Met Ser Leu Glu Gly Gly Ser 
2900 2905 2910 

act tgc act gag tgt gga att ctt gcc gag gac act gca etc tat ttt 8962 
Thr Cys Thr Glu Cys Gly lie Leu Ala Glu Asp Thr Ala Leu Tyr Phe 
2915 2920 2925 

ggg tec act gtg aga caa gcg gtt aca caa gat ttg gat ctt cga 9010 

Gly Gly Ser Thr Val Arg Gin Ala Val Thr Gin Asp Leu Asp Leu Arg 
2930 2935 2940 2945 

ggt gca aag ttc ctg caa tac tgg ggg cgc ate ggt agt gag aac aac 9058 
Gly Ala Lys Phe Leu Gin Tyr Trp Gly Arg lie Gly Ser Glu Asn Asn 
2950 2955 2960 

atg acc tct tgc cat cgt ccc ate tgc egg aag gaa ggc gtg ctg ttg 9106 
Met Thr Ser Cys His Arg Pro lie Cys Arg Lys Glu Gly Val Leu Leu 
2965 2970 2975 

gac tac tct acc gat gga gga att acc tgg act ttg etc cat gag atg 9154 
Asp Tyr Ser Thr Asp Gly Gly lie Thr Trp Thr Leu Leu His Glu Met 
2980 2985 2990 

gat tac cag aaa tac att tct gtt aga cac gac tac ata ctt ctt cct 9202 
Asp Tyr Gin Lys Tyr lie Ser Val Arg His Asp Tyr lie Leu Leu Pro 
2995 3000 3005 
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gaa gat gcc etc acc aac aca act cga ctt cgc tgg tgg cag cct ttt 9250 
Glu Asp Ala Leu Thr Asn Thr Thr Arg Leu Arg Trp Trp Gin Pro Phe 
3010 3015 3020 3025 

gtg ate age aat gga att gtg gtc tct ggg gtg gag cgt get cag tgg 9298 
Val lie Ser Asn Gly lie Val Val Ser Gly Val Glu Arg Ala Gin Trp 
3030 3035 3040 

gca ctg gac aac att ttg att ggt gga gca gaa ate aat ccc age caa 9346 
Ala Leu Asp Asn lie Leu lie Gly Gly Ala Glu lie Asn Pro Ser Gin 
3045 3050 3055 

ttg gtg gac act ttt gat gat gaa ggc act tec cat gaa gaa aac tgg 93 94 
Leu Val Asp Thr Phe Asp Asp Glu Gly Thr Ser His Glu Glu Asn Trp 
3060 3065 3070 

agt ttt tac cct aat get gta agg aca gca gga ttt tgt ggc aat cca 9442 
Ser Phe Tyr Pro Asn Ala Val Arg Thr Ala Gly Phe Cys Gly Asn Pro 
3075 3080 3085 

tec ttt cac etc tat tgg cca aat aaa aag aag gac aag act cac aat 9490 
Ser Phe His Leu Tyr Trp Pro Asn Lys Lys Lys Asp Lys Thr His Asn 
3090 3095 3100 3105 

get etc tec tec cga gaa etc att ata cag cca gga tac atg atg cag 9538 
Ala Leu Ser Ser Arg Glu Leu lie lie Gin Pro Gly Tyr Met Met Gin 
3110 3115 3120 

ttt aaa att gtg gtg ggt tgt gaa gcc act tct tgt ggt gac ctt cat 9586 
Phe Lys lie Val Val Gly Cys Glu Ala Thr Ser Cys Gly Asp Leu His 
3125 3130 3135 

tec gta atg ctg gaa tac act aag gat gca aga teg gat tec tgg cag 9634 
Ser Val Met Leu Glu Tyr Thr Lys Asp Ala Arg Ser Asp Ser Trp Gin 
3140 3145 3150 

etc gta cag acc cag tgc ctt cct tec tct tct aac age att ggc tgc 9682 
Leu Val Gin Thr Gin Cys Leu Pro Ser Ser Ser Asn Ser lie Gly Cys 
3155 3160 3165 

tec cct ttc cag ttc cat gaa gcc acc ate tac aac tct gtc aac age 9730 
Ser Pro Phe Gin Phe His Glu Ala Thr lie Tyr Asn Ser Val Asn Ser 
3170 3175 3180 3185 

tea age tgg aaa aga ate acc ate cag ctg cct gac cat gtc tec tct 9778 
Ser Ser Trp Lys Arg lie Thr lie Gin Leu Pro Asp His Val Ser Ser 
3190 3195 3200 

agt gca aca cag ttc cgc tgg ate cag aag gga gaa gaa act gag aag 9826 
Ser Ala Thr Gin Phe Arg Trp lie Gin Lys Gly Glu Glu Thr Glu Lys 
3205 3210 3215 

caa age tgg gca att gac cac gtg tac att gga gag get tgc ccc aag 9874 
Gin Ser Trp Ala lie Asp His Val Tyr lie Gly Glu Ala Cys Pro Lys 
3220 3225 3230 

etc tgc age ggg cac gga tac tgc acg acc ggt gcc ate tgc ate tgc 9922 
Leu Cys Ser Gly His Gly Tyr Cys Thr Thr Gly Ala lie Cys lie Cys 
3235 3240 3245 

gac gag age ttc caa ggt gat gac tgc tct gtt ttc agt cac gac ctt 9970 
Asp Glu Ser Phe Gin Gly Asp Asp Cys Ser Val Phe Ser His Asp Leu 
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3250 



3255 



3260 



3265 



ccc agt tat att aaa gat aat ttt gag tec gca aga gtc acc gag gca 
Pro Ser Tyr lie Lys Asp Asn Phe Glu Ser Ala Arg Val Thr Glu Ala 
3270 3275 3280 



10018 



aac tgg gag acc att caa ggt gga gtc ata gga agt ggc tgt ggg cag 
Asn Trp Glu Thr lie Gin Gly Gly Val lie Gly Ser Gly Cys Gly Gin 
3285 3290 3295 



10066 



ctg gec ccc tac gec cat gga gac tea ctg tac ttt aat ggc tgt cag 
Leu Ala Pro Tyr Ala His Gly Asp Ser Leu Tyr Phe Asn Gly Cys Gin 
3300 3305 3310 



10114 



ate agg caa gca get acc aag cct ctg gat etc act cga gca age aaa 
lie Arg Gin Ala Ala Thr Lys Pro Leu Asp Leu Thr Arg Ala Ser Lys 
3315 3320 3325 



10162 



ate atg ttt gtt ttg caa att ggg age atg teg cag acg gac age tgc 
lie Met Phe Val Leu Gin lie Gly Ser Met Ser Gin Thr Asp Ser Cys 
3330 3335 3340 3345 



10210 



aac agt gac ctg agt ggc ccc cac get gtg gac aag gcg gtg ctg ctg 
Asn Ser Asp Leu Ser Gly Pro His Ala Val Asp Lys Ala Val Leu Leu 
3350 3355 3360 



10258 



caa tac age gtc aac aac ggg ate acc tgg cat gtc ate gec cag cac 
Gin Tyr Ser Val Asn Asn Gly lie Thr Trp His Val lie Ala Gin His 
3365 3370 3375 



10306 



cag cca aag gac ttc aca caa get cag aga gtg tct tac aat gtc ccc 
Gin Pro Lys Asp Phe Thr Gin Ala Gin Arg Val Ser Tyr Asn Val Pro 
3380 3385 3390 



10354 



ctg gag gca egg atg aaa gga gtc tta ctg cgc tgg tgg caa cca cgc 
Leu Glu Ala Arg Met Lys Gly Val Leu Leu Arg Trp Trp Gin Pro Arg 
3395 3400 3405 



10402 



cac aat gga aca ggt cat gat caa tgg get ttg gac cat gtg gag gtc 
His Asn Gly Thr Gly His Asp Gin Trp Ala Leu Asp His Val Glu Val 
3410 3415 3420 3425 



10450 



gtc eta gta age act cgc aaa caa aat tac atg atg aat ttt tea cga 
Val Leu Val Ser Thr Arg Lys Gin Asn Tyr Met Met Asn Phe Ser Arg 
3430 3435 3440 



10498 



caa cat ggg etc aga cat ttc tac aac aga aga cga agg tea ctt agg 
Gin His Gly Leu Arg His Phe Tyr Asn Arg Arg Arg Arg Ser Leu Arg 
3445 3450 3455 



10546 



cga tac cca tga agaatcaaaa agtttatttt ttttcttcca acatgtgatg 
Arg Tyr Pro * 
3460 



10598 



tgttgctctc 
gacttggtga 
tgaactaatg 
tgaaagttgt 
ttaacagaaa 
tttagcacag 
atgtctcatg 
aatacaacac 



cattctttta 
ttacctgaaa 
acaagtgact 
gatctgttgt 
aatgaaattt 
tatttaacat 
ttttatatga 
attgaaactg 



aatctcgcac 
gcccttctca 
tatttgetea 
aatatcagtt 
aagcacaaaa 
tcttggtcac 
ttaaattatc 
tatttacttg 



tacatctgat 
agaccgagtg 
taagtaaatg 
acagtggcag 
aatttaagag 
aaagctattt 
attgtttgtc 
ttatgttgta 



atcaggaaat 
tacaccactt 
tcttcatgtt 
tattgacaat 
attttatgtt 
aagtggactg 
ctttatgtat 
atattttget 



atctgtgaag 
tcccacactg 
gatgtgtccg 
aagaaacagt 
taaaatggca 
tatttcagct 
tctcttctac 
gctgaatttg 



10658 
10718 
10778 
10838 
10898 
10958 
11018 
11078 



105 



gggctactta 
gatattgtat 
ggataagaaa 
atctcccaca 
ctgatttact 
gtggttgttt 
ccttctgatg 
atttgtgtaa 
ataaaaatta 



tattctgcag 
ctcctttaat 
aatgcttgac 
aataagttcc 
aacagtaact 
tttcattgtg 
aagttgtaca 
ctgaaaggtt 
tgtccaaaag 



aaaattaatt 
atactcctta 
cctgaaatat 
catttccttg 
gccatttttt 
ttttcttcgt 
acaccagcaa 
gcactctagg 
cc 



gaaataccta 
aaaatgtatg 
tttctacttt 
tctaaagatc 
gtctgtgata 
ggattgtttt 
cattataatg 
gtgaaccaag 



ttcaagaaga 
ttggtttagc 
aaattgtgga 
tttttttaag 
acagagtgat 
ttctgcgggt 
gccctgtagc 
ctataaaagc 



tagttgtaaa 
gttgttttgt 
tgaagaccct 
tgttctgtgg 
ttgtaaaaca 
catattcata 
tctgaatgct 
ccatgcttaa 



11138 
11198 
11258 
11318 
11378 
11438 
11498 
11558 
11580 



<210> 46 
<211> 3460 
<212> PRT 

<213> Homo Sapiens 



<400> 46 



Met 


Glu 


Arg 


Ser 


Glv 


Tro 


Ala 


Arg 


Gin 


Thr 


Phe 


Leu 


Leu 


Ala 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Glv 


Ala 


Thr 


Leu 


Arg 


Ala 


Arg 


Ala 


Ala 


Ala 


Glv 


Tvr 


Tvr 


Pro 


Arg 








20 










25 










30 






Phe 


Ser 


Pro 


Phe 


Phe 


Phe 


Leu 


Cys 


Thr 


His 


His 


Glv 


Glu 


Leu 


Glu 


Glv 






35 










40 










45 








Asp 


Glv 


Glu 


Gin 


Glv 


Glu 


Val 


Leu 


He 


Ser 


Leu 


His 


He 


Ala 


Glv 


Asn 




50 










55 










60 










Pro 


Thr 


Tvr 


Tvr 
j 


Val 


Pro 


Glv 


Gin 


Glu 


Tvr 


His 


Val 


Thr 


He 


Ser 


Thr 


65 










70 










75 










80 


Ser 


Thr 


Phe 


Phe 


Asp 


Glv 


Leu 


Leu 


Val 


Thr 


Glv 


Leu 




Thr 


Ser 


Thr 










85 










90 










95 




Ser 


Val 


Gin 


Ala 


Ser 


Gin 


Ser 


He 


Glv 


Glv 


Ser 


Ser 


Ala 


Phe 


Glv 


Phe 








100 










105 










110 






Glv 


lie 


Met 


Ser 


Asp 


His 


Gin 


Phe 


Glv 


Asn 


Gin 


Phe 


Met 


Cys 


Ser 


Val 






115 










120 










125 








Val 


Ala 


Ser 


His 


Val 


Ser 


His 


Leu 


Pro 


Thr 


Thr 


Asn 


Leu 


Ser 


Phe 


He 




130 










135 










140 










Tm 


lie 


Ala 


Pro 


Pro 


Ala 




Thr 




V— Y o 


Val 


A c«Tt 








Thr 


145 










150 










155 










160 


Ala 


Thr 


His 


Arg 


Glv 


Gin 


Val 


He 


Phe 


Lys 


Asp 


Ala 


Leu 


Ala 


Gin 


Gin 










165 










170 










175 




Leu. 


Cys 


Glu 


Gin 


Gly 


Ala 


Pro 


Thr 


Asp 


Val 


Thr 


Val 


His 


Pro 


His 


Leu 








180 










185 










190 






Ala 


Glu 


lie 


His 


OCi. 


A on 


OCI 


Tip 

lie 




Leu 


Arg 


Asp 


Asp 


p"h o 
tr lit; 


Asp 


Cot* 






195 










200 










205 








Tyr 


His 


Gin 


Leu 


Gin 


Leu 


Asn 


Pro 


Asn 


He 


Trp 


Val 


Glu 


Cys 


Asn 


Asn 




210 










215 










220 










Cys 


Glu 


Thr 


Gly 


Glu 


Gin 


Cys 


Gly 


Ala 


He 


Met 


His 


Gly 


Asn 


Ala 


Val 


225 










230 










235 










240 


Thr 


Phe 


Cys 


Glu 


Pro 


Tyr 


Gly 


Pro 


Arg 


Glu 


Leu 


He 


Thr 


Thr 


Gly 


Leu 










245 










250 










255 




Asn 


Thr 


Thr 


Thr 


Ala 


Ser 


Val 


Leu 


Gin 


Phe 


Ser 


He 


Gly 


Ser 


Gly 


Ser 








260 










265 










270 






Cys 


Arg 


Phe 


Ser 


Tyr 


Ser 


Asp 


Pro 


Ser 


He 


He 


Val 


Leu 


Tyr 


Ala 


Lys 






275 










280 










285 








Asn 


Asn 


Ser 


Ala 


Asp 


Trp 


He 


Gin 


Leu 


Glu 


Lys 


He 


Arg 


Ala 


Pro 


Ser 




290 










295 










300 










Asn 


Val 


Ser 


Thr 


He 


He 


His 


He 


Leu 


Tyr 


Leu 


Pro 


Glu 


Asp 


Ala 


Lys 


305 










310 










315 










320 


Gly 


Glu 


Asn 


Val 


Gin 


Phe 


Gin 


Trp 


Lys 


Gin 


Glu 


Asn 


Leu 


Arg 


Val 


Gly 










325 










330 










335 




Glu 


Val 


Tyr 


Glu 


Ala 


Cys 


Trp 


Ala 


Leu 


Asp 


Asn 


He 


Leu 


He 


He 


Asn 








340 










345 










350 






Ser 


Ala 


His 


Arg 


Gin 


Val 


Val 


Leu 


Glu 


Asp 


Ser 


Leu 


Asp 


Pro 


Val 


Asp 






355 










360 










365 









106 



Thr 


Gly 


Asn 


Trp 




370 






Gin 


Ser 


Asp 


Gly 


385 








Phe 


Asn 


Phe 


Ala 


Gin 


Glu 


Gin 


Trp 








420 


Val 


Leu 


Gly 


Ala 






435 




Leu 


Ser 


Met 


Val 




450 






Ser 


Met 


Asp 


Thr 


465 








Gly 


Gly 


lie 


Cys 


Tvr 


Ala 


Lys 


lie 








500 


Ser 


Tvr 


Ser 


Ser 






515 




Pro 


Glu 


Leu 


Gin 




530 






His 


Gin 


Gly 


His 


545 








Leu 


Pro 


Val 


Leu 


Asn 


Leu 


Gly 


Cys 








580 


Phe 


Ser 


Thr 


Asn 






595 




Leu 


Pro 


Glu 


lie 




610 






Ser 


Ser 


Glu 


Asn 


625 








Asn 


Ala 


Ala 


Leu 


Pro 


lie 


Leu 


Gly 








660 


Ser 


Cys 


Leu 


Lys 






675 




Cys 


Lys 


Cys 


Asp 




690 






Gin 


Thr 


Phe 


Pro 


705 








Ser 


Ser 


Tyr 


His 


Gly 


Cys 


Gly 


Val 








740 


Gly 


Arg 


Arg 


Gin 






755 




Phe 


Leu 


Gin 


Phe 




770 






Cvs 


Arg 


Ala 


Pro 


785 








Tyr 


Asp 


Asn 


Gly 


Ser 


Tvr 
j 


His 


Glu 








820 


Lys 


Gin 


Phe 


Gly 






835 




Gin 


Arg 


Glu 


Asp 




850 







Leu 


Phe 


Phe 


Pro 






375 




Asn 


Ser 


He 


Tyr 




390 






Thr 


Thr 


Arg 


Asp 


405 








Ser 


Glu 


Glu 


Phe 


Val 


He 


Gly 


Thr 








440 


Phe 


Leu 


Lys 


Asp 






455 




Thr 


Gly 


Tyr 


Gly 




470 






Asp 


Pro 


Gly 


Asn 


485 








Glu 


Gly 


Arg 


Lys 


Tyr 


Lys 


Val 


Pro 








520 


Thr 


Pro 


Ala 


Thr 






535 




Asn 


Arg 


Asn 


Val 




550 






Pro 


Ser 


Thr 


Met 


565 








Gly 


Thr 


His 


Gin 


His 


Gly 


Arg 


Ser 








600 


Cys 


Ala 


Gly 


Pro 






615 




Tyr 


Ser 


Gly 


Trp 




630 






Thr 


Arg 


Asn 


Thr 


645 








Asn 


Met 


Trp 


Ala 


Phe 


Cys 


Ser 


Gly 








680 


Pro 


Gly 


Phe 


Ser 






695 




Met 


Phe 


He 


Ser 




710 






Asn 


Phe 


Tyr 


Ser 


725 








Leu 


Ala 


Ser 


Gly 


Leu 


He 


Thr 


Ser 








760 


Thr 


Leu 


Arg 


Leu 






775 




Asp 


Gin 


Pro 


Gly 




790 






lie 


Thr 


Trp 


Lys 


805 








Pro 


Arg 


He 


He 


He 


Gin 


Phe 


Arg 








840 


Val 


Trp 


Ala 


He 






855 





Gly Ala Thr Val 
380 

Phe His Gly Asn 
395 

Val Asp Leu Ser 
410 

Glu Ser Gin Pro 
425 

Glu Cys Gly Thr 

Gly Glu Arg Lys 
460 

Asn Leu Arg Phe 
475 

Ser His Glu Asn 
490 

Glu His He Thr 
505 

Ser Leu Val Ser 

Lys Phe Cys Leu 
540 

Trp Ala Val Asp 
555 

Ser His Met He 
570 

Pro Gly Asn Ser 
585 

Trp Ser Leu Leu 

His Leu Pro His 
620 

Asn Arg He Thr 
635 

Arg He Arg Trp 
650 

He Asp Asn Val 
665 

Arg Gly Gin Cys 

Gly Pro Ala Cys 
700 

Glu Ser Phe Gly 
715 

He Arg Gly Ala 
730 

Lys Ala Leu Val 
745 

Phe Leu Asp Ser 

Gly Ser Lys Ser 
780 

Glu Gly Val Leu 
795 

Leu Leu Glu His 
810 

Ser Val Glu Leu 
825 

Trp Trp Gin Pro 

Asp Glu He He 
860 



Lys His Ser Cys 

Glu Gly Ser Glu 
400 

Thr Glu Asp He 
415 

Thr Gly Trp Asp 
430 

He Glu Ser Gly 
445 

Leu Cys Thr Pro 

Tyr Phe Val Met 
480 

Asp He He Leu 
495 

Leu Asp Thr Leu 
510 

Val Val He Asn 
525 

Arg Gin Lys Asn 

Phe Phe His Val 
560 

Gin Phe Ser He 
575 

Val Ser Leu Glu 
590 

His Thr Glu Cys 
605 

Ser Thr Val Tyr 

He Pro Leu Pro 
640 

Arg Gin Thr Gly 
655 

Tyr He Gly Pro 
670 

Thr Arg His Gly 
685 

Glu Met Ala Ser 

Ser Ser Arg Leu 
720 

Glu Val Ser Phe 
735 

Phe Asn Lys Glu 
750 

Ser Gin Ser Arg 
765 

Val Leu Ser Thr 

Leu His Tyr Ser 
800 

Tyr Ser Tyr Leu 
815 

Pro Gly Asp Ala 
830 

Tyr His Ser Ser 
845 

Met Thr Ser Val 
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Leu 


Phe 


Asn 


Ser 


He 


Ser 


Leu 


Asp 


Phe 


Thr 


Asn 


Leu 


Val 


Glu 


Val 


Thr 


865 










870 










875 










880 


Gin 


Ser 


Leu 


Gly 


Phe 
885 


Tyr 


Leu 


Gly 


Asn 


Val 
890 


Gin 


Pro 


Tyr 


Cys 


Gly 
895 


His 


Asp 


Trp 


Thr 


Leu 
900 


Cys 


Phe 


Thr 


Gly 


Asp 
905 


Ser 


Lys 


Leu 


Ala 


Ser 
910 


Ser 


Met 


Arg 


Tyr 


Val 
915 


Glu 


Thr 


Gin 


Ser 


Met 
920 


Gin 


He 


Gly 


Ala 


Ser 
925 


Tyr 


Met 


He 


Gin 


Phe 
930 


Ser 


Leu 


Val 


Met 


Gly 
935 


Cys 


Gly 


Gin 


Lys 


Tyr 
940 


Thr 


Pro 


His 


Met 


Asp 


Asn 


Gin 


Val 


Lys 


Leu 


Glu 


Tyr 


Ser 


Thr 


Asn 


His 


Gly 


Leu 


Thr 


Trp 


945 










950 










955 










960 


His 


Leu 


Val 


Gin 


Glu 
965 


Glu 


Cys 


Leu 


Pro 


Ser 
970 


Met 


Pro 


Ser 


Cys 


Gin 
975 


Glu 


Phe 


Thr 


Ser 


Ala 
980 


Ser 


He 


Tyr 


His 


Ala 
985 


Ser 


Glu 


Phe 


Thr 


Gin 
990 


Trp 


Arg 


Arg 


Val 


He 


Val 


Leu 


Leu 


Pro 


Gin 


Lys 


Thr 


Trp 


Ser 


Ser 


Ala 


Thr 


Arg 






995 










1000 








1005 






Phe 


Arg 


Trp 


Ser 


Gin 


Ser 


Tyr 


Tyr 


Thr 


Ala 


Gin 


Asp 


Glu 


Trp 


Ala 


Leu 




1010 








1015 








1020 








Asp 


Ser 


He 


Tyr 


He 


Gly 


Gin 


Gin 


Cys 


Pro 


Asn 


Met 


Cys 


Ser 


Gly 


His 


1025 








1030 








1035 








1040 


Gly 


Ser 


Cys 


Asp 


His 


Gly 


He 


Cys 


Arg 


Cys 


Asp 


Gin 


Gly Tyr 


Gin 


Gly 










1045 








1050 








1055 


Thr' Glu 


Cys 


His 


Pro 


Glu 


Ala 


Ala 


Leu 


Pro 


Ser 


Thr 


He 


Met 


Ser 


Asp 








1060 








1065 








1070 




Phe 


Glu 


Asn 


Gin 


Asn 


Gly 


Trp 


Glu 


Ser 


Asp 


Trp 


Gin 


Glu 


Val 


He 


Gly 






1075 








1080 








1085 






Gly 


Glu 


He 


Val 


Lys 


Pro 


Glu 


Gin 


Gly 


Cys 


Gly Val 


He 


Ser 


Ser 


Gly 




1090 








1095 








1100 








Ser 


Ser 


Leu 


Tyr 


Phe 


Ser 


Lys 


Ala 


Gly 


Lys 


Arg 


Gin 


Leu 


Val 


Ser 


Trp 


1105 








1110 








1115 








1120 


Asp 


Leu 


Asp 


Thr 


Ser 


Trp 


Val 


Asp 


Phe 


Val 


Gin 


Phe 


Tyr 


He 


Gin 


He 










1125 








1130 








1135 


Gly 


Gly Glu 


Ser 


Ala 


Ser 


Cys 


Asn 


Lys 


Pro 


Asp 


Ser 


Arg 


Glu 


Glu 


Gly 








1140 








1145 








1150 




Val 


Leu 


Leu 


Gin 


Tyr 


Ser 


Asn 


Asn 


Gly 


Gly 


He 


Gin 


Trp 


His 


Leu 


Leu 






1155 








1160 








1165 






Ala 


Glu 


Met 


Tyr 


Phe 


Ser 


Asp 


Phe 


Ser 


Lys 


Pro 


Arg 


Phe 


Val 


Tyr 


Leu 




1170 








1175 








1180 








Glu 


Leu 


Pro 


Ala 


Ala 


Ala 


Lys 


Thr 


Pro 


Cys 


Thr 


Arg 


Phe 


Arg 


Trp 


Trp 


1185 








1190 








1195 








1200 


Gin 


Pro 


Val 


Phe 


Ser 


Gly 


Glu 


Asp 


Tyr 


Asp 


Gin 


Trp 


Ala 


Val 


Asp 


Asp 










1205 








1210 








1215 


He 


He 


He 


Leu 


Ser 


Glu 


Lys 


Gin 


Lys 


Gin 


He 


He 


Pro 


Val 


He 


Asn 








1220 








1225 








1230 




Pro 


Thr 


Leu 


Pro 


Gin 


Asn 


Phe 


Tyr 


Glu 


Lys 


Pro 


Ala 


Phe 


Asp 


Tyr 


Pro 






1235 








1240 








1245 






Met 


Asn 


Gin 


Met 


Ser 


Val 


Trp 


Leu 


Met 


Leu 


Ala 


Asn 


Glu 


Gly 


Met 


Val 




1250 








1255 








1260 








Lys 


Asn 


Glu 


Thr 


Phe 


Cys 


Ala 


Ala 


Thr 


Pro 


Ser 


Ala 


Met 


He 


Phe 


Gly 


1265 








1270 








1275 








1280 


Lys 


Ser 


Asp 


Gly Asp 


Arg 


Phe 


Ala 


Val 


Thr 


Arg 


Asp 


Leu 


Thr 


Leu 


Lys 










1285 








1290 








1295 


Pro 


Gly 


Tyr 


Val 


Leu 


Gin 


Phe 


Lys 


Leu 


Asn 


He 


Gly 


Cys 


Ala 


Asn 


Gin 








1300 








1305 








1310 




Phe 


Ser 


Ser 


Thr 


Ala 


Pro 


Val 


Leu 


Leu 


Gin 


Tyr 


Ser 


His 


Asp 


Ala 


Gly 






1315 








1320 








1325 






Met 


Ser 


Trp 


Phe 


Leu 


Val 


Lys 


Glu 


Gly 


Cys 


Tyr 


Pro 


Ala 


Ser 


Ala 


Gly 




1330 








1335 








1340 








Lys 


Gly 


Cys 


Glu 


Gly 


Asn 


Ser 


Arg 


Glu 


Leu 


Ser 


Glu 


Pro 


Thr 


Met 


Tyr 



1345 1350 1355 1360 
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His Thr Gly Asp Phe Glu Glu Trp Thr Arg lie Thr lie Val lie Pro 

1365 1370 1375 

Arg Ser Leu Ala Ser Ser Lys Thr Arg Phe Arg Trp lie Gin Glu Ser 

1380 1385 1390 

Ser Ser Gin Lys Asn Val Pro Pro Phe Gly Leu Asp Gly Val Tyr lie 

1395 1400 1405 

Ser Glu Pro Cys Pro Ser Tyr Cys Ser Gly His Gly Asp Cys lie Ser 

1410 1415 1420 

Gly Val Cys Phe Cys Asp Leu Gly Tyr Thr Ala Ala Gin Gly Thr Cys 
1425 1430 1435 1440 

Val Ser Asn Val Pro Asn His Asn Glu Met Phe Asp Arg Phe Glu Gly 

1445 1450 1455 

Lys Leu Ser Pro Leu Trp Tyr Lys lie Thr Gly Ala Gin Val Gly Thr 

1460 1465 1470 

Gly Cys Gly Thr Leu Asn Asp Gly Lys Ser Leu Tyr Phe Asn Gly Pro 

1475 1480 1485 

Gly Lys Arg Glu Ala Arg Thr Val Pro Leu Asp Thr Arg Asn lie Arg 

1490 1495 1500 

Leu Val Gin Phe Tyr lie Gin lie Gly Ser Lys Thr Ser Gly lie Thr 
1505 1510 1515 1520 

Cys lie Lys Pro Arg Thr Arg Asn Glu Gly Leu lie Val Gin Tyr Ser 

1525 1530 1535 

Asn Asp Asn Gly lie Leu Trp His Leu Leu Arg Glu Leu Asp Phe Met 

1540 1545 1550 

Ser Phe Leu Glu Pro Gin lie lie Ser lie Asp Leu Pro Gin Asp Ala 

1555 1560 1565 

Lys Thr Pro Ala Thr Ala Phe Arg Trp Trp Gin Pro Gin His Gly Lys 

1570 1575 1580 

His Ser Ala Gin Trp Ala Leu Asp Asp Val Leu lie Gly Met Asn Asp 
1585 1590 1595 1600 

Ser Ser Gin Thr Gly Phe Gin Asp Lys Phe Asp Gly Ser lie Asp Leu 

1605 1610 1615 

Gin Ala Asn Trp Tyr Arg lie Gin Gly Gly Gin Val Asp lie Asp Cys 

1620 1625 1630 

Leu Ser Met Asp Thr Ala Leu lie Phe Thr Glu Asn lie Gly Lys Pro 

1635 1640 1645 

Arg Tyr Ala Glu Thr Trp Asp Phe His Val Ser Ala Ser Thr Phe Leu 

1650 1655 1660 

Gin Phe Glu Met Ser Met Gly Cys Ser Lys Pro Phe Ser Asn Ser His 
1665 1670 1675 1680 

Ser Val Gin Leu Gin Tyr Ser Leu Asn Asn Gly Lys Asp Trp His Leu 

1685 1690 1695 

Val Thr Glu Glu Cys Val Pro Pro Thr lie Gly Cys Leu His Tyr Thr 

1700 1705 1710 

Glu Ser Ser lie Tyr Thr Ser Glu Arg Phe Gin Asn Trp Lys Arg lie 

1715 1720 1725 

Thr Val Tyr Leu Pro Leu Ser Thr lie Ser Pro Arg Thr Arg Phe Arg 

1730 1735 1740 

Trp lie Gin Ala Asn Tyr Thr Val Gly Ala Asp Ser Trp Ala lie Asp 
1745 1750 1755 1760 

Asn Val Val Leu Ala Ser Gly Cys Pro Trp Met Cys Ser Gly Arg Gly 

1765 1770 1775 

lie Cys Asp Ala Gly Arg Cys Val Cys Asp Arg Gly Phe Gly Gly Pro 

1780 1785 1790 

Tyr Cys Val Pro Val Val Pro Leu Pro Ser lie Leu Lys Asp Asp Phe 

1795 1800 1805 

Asn Gly Asn Leu His Pro Asp Leu Trp Pro Glu Val Tyr Gly Ala Glu 

1810 1815 1820 

Arg Gly Asn Leu Asn Gly Glu Thr lie Lys Ser Gly Thr Ser Leu lie 
1825 1830 1835 1840 

Phe Lys Gly Glu Gly Leu Arg Met Leu lie Ser Arg Asp Leu Asp Cys 
1845 1850 1855 
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Thr Asn Thr Met Tyr Val Gin Phe Ser Leu Arg Phe lie Ala Lys Ser 

1860 1865 1870 

Thr Pro Glu Arg Ser His Ser lie Leu Leu Gin Phe Ser lie Ser Gly 

1875 1880 1885 

Gly lie Thr Trp His Leu Met Asp Glu Phe Tyr Phe Pro Gin Thr Thr 

1890 1895 1900 

Asn lie Leu Phe lie Asn Val Pro Leu Pro Tyr Thr Ala Gin Thr Asn 
1905 1910 1915 1920 

Ala Thr Arg Phe Arg Leu Trp Gin Pro Tyr Asn Asn Gly Lys Lys Glu 

1925 1930 1935 

Glu lie Trp lie Val Asp Asp Phe lie lie Asp Gly Asn Asn Val Asn 

1940 1945 1950 

Asn Pro Val Met Leu Leu Asp Thr Phe Asp Phe Gly Pro Arg Glu Asp 

1955 1960 1965 

Asn Trp Phe Phe Tyr Pro Gly Gly Asn lie Gly Leu Tyr Cys Pro Tyr 

1970 1975 1980 

Ser Ser Lys Gly Ala Pro Glu Glu Asp Ser Ala Met Val Phe Val Ser 
1985 1990 1995 2000 

Asn Glu Val Gly Glu His Ser lie Thr Thr Arg Asp Leu Asn Val Asn 

2005 2010 2015 

Glu Asn Thr lie lie Gin Phe Glu lie Asn Val Gly Cys Ser Thr Asp 

2020 2025 2030 

Ser Ser Ser Ala Asp Pro Val Arg Leu Glu Phe Ser Arg Asp Phe Gly 

2035 2040 2045 

Ala Thr Trp His Leu Leu Leu Pro Leu Cys Tyr His Ser Ser Ser His 

2050 2055 2060 

Val Ser Ser Leu Cys Ser Thr Glu His His Pro Ser Ser Thr Tyr Tyr 
2065 2070 2075 2080 

Ala Gly Thr Met Gin Gly Trp Arg Arg Glu Val Val His Phe Gly Lys 

2085 2090 2095 

Leu His Leu Cys Gly Ser Val Arg Phe Arg Trp Tyr Gin Gly Phe Tyr 

2100 2105 2110 

Pro Ala Gly Ser Gin Pro Val Thr Trp Ala lie Asp Asn Val Tyr lie 

2115 2120 2125 

Gly Pro Gin Cys Glu Glu Met Cys Asn Gly Gin Gly Ser Cys lie Asn 

2130 2135 2140 

Gly Thr Lys Cys lie Cys Asp Pro Gly Tyr Ser Gly Pro Thr Cys Lys 
2145 2150 2155 2160 

lie Ser Thr Lys Asn Pro Asp Phe Leu Lys Asp Asp Phe Glu Gly Gin 

2165 2170 2175 

Leu Glu Ser Asp Arg Phe Leu Leu Met Ser Gly Gly Lys Pro Ser Arg 

2180 2185 2190 

Lys Cys Gly lie Leu Ser Ser Gly Asn Asn Leu Phe Phe Asn Glu Asp 

2195 2200 2205 

Gly Leu Arg Met Leu Met Thr Arg Asp Leu Asp Leu Ser His Ala Arg 

2210 2215 2220 

Phe Val Gin Phe Phe Met Arg Leu Gly Cys Gly Lys Gly Val Pro Asp 
2225 2230 2235 2240 

Pro Arg Ser Gin Pro Val Leu Leu Gin Tyr Ser Leu Asn Gly Gly Leu 

2245 2250 2255 

Ser Trp Ser Leu Leu Gin Glu Phe Leu Phe Ser Asn Ser Ser Asn Val 

2260 2265 2270 

Gly Arg Tyr lie Ala Leu Glu lie Pro Leu Lys Ala Arg Ser Gly Ser 

2275 2280 2285 

Thr Arg Leu Arg Trp Trp Gin Pro Ser Glu Asn Gly His Phe Tyr Ser 

2290 2295 2300 

Pro Trp Val lie Asp Gin lie Leu lie Gly Gly Asn lie Ser Gly Asn 
2305 2310 2315 2320 

Thr Val Leu Glu Asp Asp Phe Thr Thr Leu Asp Ser Arg Lys Trp Leu 

2325 2330 2335 

Leu His Pro Gly Gly Thr Lys Met Pro Val Cys Gly Ser Thr Gly Asp 
2340 2345 2350 
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Ala Leu Val Phe lie Glu Lys Ala Ser Thr Arg Tyr Val Val Ser Thr 

2355 2360 2365 

Asp Val Ala Val Asn Glu Asp Ser Phe Leu Gin lie Asp Phe Ala Ala 

2370 2375 2380 

Ser Cys Ser Val Thr Asp Ser Cys Tyr Ala lie Glu Leu Glu Tyr Ser 
2385 2390 2395 2400 

Val Asp Leu Gly Leu Ser Trp His Pro Leu Val Arg Asp Cys Leu Pro 

2405 2410 2415 

Thr Asn Val Glu Cys Ser Arg Tyr His Leu Gin Arg lie Leu Val Ser 

2420 2425 2430 

Asp Thr Phe Asn Lys Trp Thr Arg lie Thr Leu Pro Leu Pro Pro Tyr 

2435 2440 2445 

Thr Arg Ser Gin Ala Thr Arg Phe Arg Trp His Gin Pro Ala Pro Phe 

2450 2455 2460 

Asp Lys Gin Gin Thr Trp Ala lie Asp Asn Val Tyr lie Gly Asp Gly 
2465 2470 2475 2480 

Cys lie Asp Met Cys Ser Gly His Gly Arg Cys lie Gin Gly Asn Cys 

2485 2490 2495 

Val Cys Asp Glu Gin Trp Gly Gly Leu Tyr Cys Asp Asp Pro Glu Thr 

2500 2505 2510 

Ser Leu Pro Thr Gin Leu Lys Asp Asn Phe Asn Arg Ala Pro Ser Ser 

2515 2520 2525 

Gin Asn Trp Leu Thr Val Asn Gly Gly Lys Leu Ser Thr Val Cys Gly 

2530 2535 2540 

Ala Val Ala Ser Gly Met Ala Leu His Phe Ser Gly Gly Cys Ser Arg 
2545 2550 2555 2560 

Leu Leu Val Thr Val Asp Leu Asn Leu Thr Asn Ala Glu Phe lie Gin 

2565 2570 2575 

Phe Tyr Phe Met Tyr Gly Cys Leu lie Thr Pro Asn Asn Arg Asn Gin 

2580 2585 2590 

Gly Val Leu Leu Glu Tyr Ser Val Asn Gly Gly lie Thr Trp Asn Leu 

2595 2600 2605 

Leu Met Glu lie Phe Tyr Asp Gin Tyr Ser Lys Pro Gly Phe Val Asn 

2610 2615 2620 

lie Leu Leu Pro Pro Asp Ala Lys Glu lie Ala Thr Arg Phe Arg Trp 
2625 2630 2635 2640 

Trp Gin Pro Arg His Asp Gly Leu Asp Gin Asn Asp Trp Ala lie Asp 

2645 2650 2655 

Asn Val Leu lie Ser Gly Ser Ala Asp Gin Arg Thr Val Met Leu Asp 

2660 2665 2670 

Thr Phe Ser Ser Ala Pro Val Pro Gin His Glu Arg Ser Pro Ala Asp 

2675 2680 2685 

Ala Gly Pro Val Gly Arg lie Ala Phe Asp Met Phe Met Glu Asp Lys 

2690 2695 2700 

Thr Ser Val Asn Glu His Trp Leu Phe His Asp Asp Cys Thr Val Glu 
2705 2710 2715 2720 

Arg Phe Cys Asp Ser Pro Asp Gly Val Met Leu Cys Gly Ser His Asp 

2725 2730 2735 

Gly Arg Glu Val Tyr Ala Val Thr His Asp Leu Thr Pro Thr Glu Gly 

2740 2745 2750 

Trp lie Met Gin Phe Lys lie Ser Val Gly Cys Lys Val Ser Glu Lys 

2755 2760 2765 

lie Ala Gin Asn Gin lie His Val Gin Tyr Ser Thr Asp Phe Gly Val 

2770 2775 2780 

Ser Trp Asn Tyr Leu Val Pro Gin Cys Leu Pro Ala Asp Pro Lys Cys 
2785 2790 2795 2800 

Ser Gly Ser Val Ser Gin Pro Ser Val Phe Phe Pro Thr Lys Gly Trp 

2805 2810 2815 

Lys Arg lie Thr Tyr Pro Leu Pro Glu Ser Leu Val Gly Asn Pro Val 

2820 2825 2830 

Arg Phe Arg Phe Tyr Gin Lys Tyr Ser Asp Met Gin Trp Ala lie Asp 
2835 2840 2845 
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Asn Phe Tyr Leu Gly Pro Gly Cys Leu Asp Asn Cys Arg Gly His Gly 

2850 2855 2860 

Asp Cys Leu Arg Glu Gin Cys lie Cys Asp Pro Gly Tyr Ser Gly Pro 
2865 2870 2875 2880 

Asn Cys Tyr Leu Thr His Thr Leu Lys Thr Phe Leu Lys Glu Arg Phe 

2885 2890 2895 

Asp Ser Glu Glu lie Lys Pro Asp Leu Trp Met Ser Leu Glu Gly Gly 

2900 2905 2910 

Ser Thr Cys Thr Glu Cys Gly lie Leu Ala Glu Asp Thr Ala Leu Tyr 

2915 2920 2925 

Phe Gly Gly Ser Thr Val Arg Gin Ala Val Thr Gin Asp Leu Asp Leu 

2930 2935 2940 

Arg Gly Ala Lys Phe Leu Gin Tyr Trp Gly Arg lie Gly Ser Glu Asn 
2945 2950 2955 2960 

Asn Met Thr Ser Cys His Arg Pro lie Cys Arg Lys Glu Gly Val Leu 

2965 2970 2975 

Leu Asp Tyr Ser Thr Asp Gly Gly lie Thr Trp Thr Leu Leu His Glu 

2980 2985 2990 

Met Asp Tyr Gin Lys Tyr lie Ser Val Arg His Asp Tyr lie Leu Leu 

2995 3000 3005 

Pro Glu Asp Ala Leu Thr Asn Thr Thr Arg Leu Arg Trp Trp Gin Pro 

3010 3015 3020 

Phe Val lie Ser Asn Gly lie Val Val Ser Gly Val Glu Arg Ala Gin 
3025 3030 3035 3040 

Trp Ala Leu Asp Asn lie Leu lie Gly Gly Ala Glu lie Asn Pro Ser 

3045 3050 3055 

Gin Leu Val Asp Thr Phe Asp Asp Glu Gly Thr Ser His Glu Glu Asn 

3060 3065 3070 

Trp Ser Phe Tyr Pro Asn Ala Val Arg Thr Ala Gly Phe Cys Gly Asn 

3075 3080 3085 

Pro Ser Phe His Leu Tyr Trp Pro Asn Lys Lys Lys Asp Lys Thr His 

3090 3095 3100 

Asn Ala Leu Ser Ser Arg Glu Leu lie lie Gin Pro Gly Tyr Met Met 
3105 3110 3115 3120 

Gin Phe Lys lie Val Val Gly Cys Glu Ala Thr Ser Cys Gly Asp Leu 

3125 3130 3135 

His Ser Val Met Leu Glu Tyr Thr Lys Asp Ala Arg Ser Asp Ser Trp 

3140 3145 3150 

Gin Leu Val Gin Thr Gin Cys Leu Pro Ser Ser Ser Asn Ser lie Gly 

3155 3160 3165 

Cys Ser Pro Phe Gin Phe His Glu Ala Thr lie Tyr Asn Ser Val Asn 

3170 3175 3180 

Ser Ser Ser Trp Lys Arg lie Thr lie Gin Leu Pro Asp His Val Ser 
3185 3190 3195 3200 

Ser Ser Ala Thr Gin Phe Arg Trp lie Gin Lys Gly Glu Glu Thr Glu 

3205 3210 3215 

Lys Gin Ser Trp Ala lie Asp His Val Tyr lie Gly Glu Ala Cys Pro 

3220 3225 3230 

Lys Leu Cys Ser Gly His Gly Tyr Cys Thr Thr Gly Ala lie Cys lie 

3235 3240 3245 

Cys Asp Glu Ser Phe Gin Gly Asp Asp Cys Ser Val Phe Ser His Asp 

3250 3255 3260 

Leu Pro Ser Tyr lie Lys Asp Asn Phe Glu Ser Ala Arg Val Thr Glu 
3265 3270 3275 3280 

Ala Asn Trp Glu Thr lie Gin Gly Gly Val lie Gly Ser Gly Cys Gly 

3285 3290 3295 

Gin Leu Ala Pro Tyr Ala His Gly Asp Ser Leu Tyr Phe Asn Gly Cys 

3300 3305 3310 

Gin lie Arg Gin Ala Ala Thr Lys Pro Leu Asp Leu Thr Arg Ala Ser 

3315 3320 3325 

Lys lie Met Phe Val Leu Gin lie Gly Ser Met Ser Gin Thr Asp Ser 
3330 3335 3340 
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Cys Asn Ser Asp Leu Ser Gly Pro His Ala Val Asp Lys Ala Val Leu 
3345 3350 3355 3360 

Leu Gin Tyr Ser Val Asn Asn Gly lie Thr Trp His Val lie Ala Gin 

3365 3370 3375 

His Gin Pro Lys Asp Phe Thr Gin Ala Gin Arg Val Ser Tyr Asn Val 

3380 3385 3390 

Pro Leu Glu Ala Arg Met Lys Gly Val Leu Leu Arg Trp Trp Gin Pro 

3395 3400 3405 

Arg His Asn Gly Thr Gly His Asp Gin Trp Ala Leu Asp His Val Glu 

3410 3415 3420 

Val Val Leu Val Ser Thr Arg Lys Gin Asn Tyr Met Met Asn Phe Ser 
3425 3430 3435 3440 

Arg Gin His Gly Leu Arg His Phe Tyr Asn Arg Arg Arg Arg Ser Leu 
3445 3450 3455 

Arg Arg Tyr Pro 
3460 



<210> 47 

<211> 1742 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (163) . . . (1530) 
<400> 47 

cacagctctc tttcccaagg agtaatcaga gggtgagaac gtggagcctg gtggacaggt 60 
gaaagcactg ggatctttct gcccagaaag gggaaagttg cacatttata tcctagaggg 12 0 
aagcgacagc agtgcttctc cctgtgctga ggtacaggag cc atg tgg eta gaa 174 

Met Trp Leu Glu 
1 

ate etc etc act tea gtg ctg ggc ttt gec ate tac tgg ttc ate tec 222 
lie Leu Leu Thr Ser Val Leu Gly Phe Ala lie Tyr Trp Phe lie Ser 
5 10 15 20 

egg gac aaa gag gaa act ttg cca ctt gaa gat ggg tgg tgg ggg cca 270 
Arg Asp Lys Glu Glu Thr Leu Pro Leu Glu Asp Gly Trp Trp Gly Pro 
25 30 35 

ggc acg agg tec gca gee agg gag gac gac age ate cgc cct ttc aag 318 
Gly Thr Arg Ser Ala Ala Arg Glu Asp Asp Ser lie Arg Pro Phe Lys 
40 45 50 

gtg gaa acg tea gat gag gag ate cac gac tta cac cag agg ate gat 3 66 
Val Glu Thr Ser Asp Glu Glu lie His Asp Leu His Gin Arg lie Asp 
55 60 65 

aag ttc cgt ttc ace cca cct ttg gag gac age tgc ttc cac tat ggc 414 
Lys Phe Arg Phe Thr Pro Pro Leu Glu Asp Ser Cys Phe His Tyr Gly 
70 75 80 

ttc aac tec aac tac ctg aag aaa gtc ate tec tac tgg egg aat gaa 462 
Phe Asn Ser Asn Tyr Leu Lys Lys Val lie Ser Tyr Trp Arg Asn Glu 
85 90 95 100 

ttt gac tgg aag aag cag gtg gag att etc aac aga tac cct cac ttc 510 
Phe Asp Trp Lys Lys Gin Val Glu lie Leu Asn Arg Tyr Pro His Phe 
105 110 115 
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aag act aag att gaa ggg ctg gac ate cac ttc ate cac gtg aag ccc 558 
Lys Thr Lys lie Glu Gly Leu Asp lie His Phe lie His Val Lys Pro 
120 125 130 

ccc cag ctg ccc gca ggc cat acc ccg aag ccc ttg ctg atg gtg cac 606 
Pro Gin Leu Pro Ala Gly His Thr Pro Lys Pro Leu Leu Met Val His 
135 140 145 

ggc tgg ccc ggc tct ttc tac gag ttt tat aag ate ate cca etc ctg 654 
Gly Trp Pro Gly Ser Phe Tyr Glu Phe Tyr Lys lie lie Pro Leu Leu 
150 155 160 

act gac ccc aag aac cat ggc ctg age gat gag cac gtt ttt gaa gtc 702 
Thr Asp Pro Lys Asn His Gly Leu Ser Asp Glu His Val Phe Glu Val 
165 170 175 180 

ate tgc cct tec ate cct ggc tat ggc ttc tea gag gca tec tec aag 750 
lie Cys Pro Ser lie Pro Gly Tyr Gly Phe Ser Glu Ala Ser Ser Lys 
185 190 195 

aag ggg ttc aac teg gtg gee acc gee agg ate ttt tac aag ctg atg 798 
Lys Gly Phe Asn Ser Val Ala Thr Ala Arg lie Phe Tyr Lys Leu Met 
200 205 210 

ctg egg ctg ggc ttc cag gaa ttc tac att caa gga ggg gac tgg ggg 846 
Leu Arg Leu Gly Phe Gin Glu Phe Tyr lie Gin Gly Gly Asp Trp Gly 
215 220 225 

tec ctg ate tgc act aat atg gee cag ctg gtg ccc age cac gtg aaa 894 
Ser Leu lie Cys Thr Asn Met Ala Gin Leu Val Pro Ser His Val Lys 
230 235 240 

ggc ctg cac ttg aac atg get ttg gtt tta age aac ttc tct acc ctg 942 
Gly Leu His Leu Asn Met Ala Leu Val Leu Ser Asn Phe Ser Thr Leu 
245 250 255 260 

acc etc etc ctg gga cag cgt ttc ggg agg ttt ctt ggc etc act gag 990 
Thr Leu Leu Leu Gly Gin Arg Phe Gly Arg Phe Leu Gly Leu Thr Glu 
265 270 275 

agg gat gtg gag ctg ctg tac ccc gtc aag gag aag gta ttc tac age 1038 
Arg Asp Val Glu Leu Leu Tyr Pro Val Lys Glu Lys Val Phe Tyr Ser 
280 285 290 

ctg atg agg gag age ggc tac atg cac ate cag tgc acc aag cct gac 1086 
Leu Met Arg Glu Ser Gly Tyr Met His lie Gin Cys Thr Lys Pro Asp 
295 300 305 

acc gta ggc tct get ctg aat gac tct cct gtg ggt ctg get gee tat 1134 
Thr Val Gly Ser Ala Leu Asn Asp Ser Pro Val Gly Leu Ala Ala Tyr 
310 315 320 

att eta gag aag ttt tec acc tgg acc aat acg gaa ttc cga tac ctg 1182 
lie Leu Glu Lys Phe Ser Thr Trp Thr Asn Thr Glu Phe Arg Tyr Leu 
325 330 335 340 

gag gat gga ggc ctg gaa agg aag ttc tec ctg gac gac ctg ctg acc 123 0 
Glu Asp Gly Gly Leu Glu Arg Lys Phe Ser Leu Asp Asp Leu Leu Thr 
345 350 355 

aac gtc atg etc tac tgg aca aca ggc acc ate ate tec tec cag cgc 1278 
Asn Val Met Leu Tyr Trp Thr Thr Gly Thr lie lie Ser Ser Gin Arg 
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360 



365 



370 



ttc tac aag gag aac ctg gga cag ggc tgg atg acc cag aag cat gag 1326 
Phe Tyr Lys Glu Asn Leu Gly Gin Gly Trp Met Thr Gin Lys His Glu 
375 380 385 

egg atg aag gtc tat gtg ccc act ggc ttc tct gec ttc cct ttt gag 1374 
Arg Met Lys Val Tyr Val Pro Thr Gly Phe Ser Ala Phe Pro Phe Glu 
390 395 400 

eta ttg cac acg cct gaa aag tgg gtg agg ttc aag tac cca aag etc 1422 
Leu Leu His Thr Pro Glu Lys Trp Val Arg Phe Lys Tyr Pro Lys Leu 
405 410 415 420 

ate tec tat tec tac atg gtt cgt ggg ggc cac ttt gcg gee ttt gag 1470 
lie Ser Tyr Ser Tyr Met Val Arg Gly Gly His Phe Ala Ala Phe Glu 
425 430 435 

gag ccg gag ctg etc gee cag gac ate cgc aag ttc ctg teg gtg ctg 1518 
Glu Pro Glu Leu Leu Ala Gin Asp lie Arg Lys Phe Leu Ser Val Leu 
440 445 450 

gag egg caa tga cccacccctc tccccccgcc tgccacctcc ccccacaagt 1570 
Glu Arg Gin * 
455 

gccctccagg cttttcttgg ggaagatacc ccttttctga ggaatgagtt tgcctccgtc 1630 
ccctgcccat getgggagee cacgctcacc ccctcacccc tccaagctca ctccccaacc 1690 
cccaactccg tgtggtaagc aacatggctt tgatgataaa cgactttact ct 1742 

<210> 48 

<211> 455 

<212> PRT 

<213> Homo Sapiens 

<400> 48 

Met Trp Leu Glu lie Leu Leu Thr Ser Val Leu Gly Phe Ala lie Tyr 

15 10 15 

Trp Phe lie Ser Arg Asp Lys Glu Glu Thr Leu Pro Leu Glu Asp Gly 

20 25 30 

Trp Trp Gly Pro Gly Thr Arg Ser Ala Ala Arg Glu Asp Asp Ser lie 

35 40 45 

Arg Pro Phe Lys Val Glu Thr Ser Asp Glu Glu lie His Asp Leu His 

50 55 60 

Gin Arg lie Asp Lys Phe Arg Phe Thr Pro Pro Leu Glu Asp Ser Cys 
65 70 75 80 

Phe His Tyr Gly Phe Asn Ser Asn Tyr Leu Lys Lys Val lie Ser Tyr 

85 90 95 

Trp Arg Asn Glu Phe Asp Trp Lys Lys Gin Val Glu lie Leu Asn Arg 

100 105 110 

Tyr Pro His Phe Lys Thr Lys lie Glu Gly Leu Asp lie His Phe lie 

115 120 125 

His Val Lys Pro Pro Gin Leu Pro Ala Gly His Thr Pro Lys Pro Leu 

130 135 140 

Leu Met Val His Gly Trp Pro Gly Ser Phe Tyr Glu Phe Tyr Lys lie 
145 150 155 160 

lie Pro Leu Leu Thr Asp Pro Lys Asn His Gly Leu Ser Asp Glu His 

165 170 175 

Val Phe Glu Val lie Cys Pro Ser lie Pro Gly Tyr Gly Phe Ser Glu 

180 185 190 

Ala Ser Ser Lys Lys Gly Phe Asn Ser Val Ala Thr Ala Arg lie Phe 
195 200. 205 



115 



Tyr 


Lys 


Leu 


Met 


Leu 


Arg 


Leu 


Gly 


Phe 


Gin 


Glu 


Phe 


Tyr 


He 


Gin 


Gly 




210 










215 










220 










Gly Asp 


Trp 


Gly 


Ser 


Leu 


lie 


Cys 


Thr 


Asn 


Met 


Ala 


Gin 


Leu 


Val 


Pro 


225 










230 










235 










240 


Ser 


His 


Val 


Lys 


Gly 


Leu 


His 


Leu 


Asn 


Met 


Ala 


Leu 


Val 


Leu 


Ser 


Asn 










245 










250 










255 




Phe 


Ser 


Thr 


Leu 


Thr 


Leu 


Leu 


Leu 


Gly 


Gin 


Arg 


Phe 


Gly 


Arg 


Phe 


Leu 








260 










265 










270 






Gly 


Leu 


Thr 


Glu 


Arg 


Asp 


Val 


Glu 


Leu 


Leu 


Tyr 


Pro 


Val 


Lys 


Glu 


Lys 






275 










280 










285 








Val 


Phe 


Tyr 


Ser 


Leu 


Met 


Arg 


Glu 


Ser 


Gly 


Tyr 


Met 


His 


He 


Gin 


Cys 




290 










295 










300 










Thr 


Lys 


Pro 


Asp 


Thr 


Val 


Gly 


Ser 


Ala 


Leu 


Asn 


Asp 


Ser 


Pro 


Val 


Gly 


305 










310 










315 










320 


Leu 


Ala 


Ala 


Tyr 


lie 


Leu 


Glu 


Lys 


Phe 


Ser 


Thr 


Trp 


Thr 


Asn 


Thr 


Glu 










325 










330 










335 




Phe 


Arg 


Tyr 


Leu 


Glu 


Asp 


Gly 


Gly 


Leu 


Glu 


Arg 


Lys 


Phe 


Ser 


Leu 


Asp 








340 










345 










350 






Asp 


Leu 


Leu 


Thr 


Asn 


Val 


Met 


Leu 


Tyr 


Trp 


Thr 


Thr 


Gly 


Thr 


He 


He 






355 










360 










365 








Ser 


Ser 


Gin 


Arg 


Phe 


Tyr 


Lys 


Glu 


Asn 


Leu 


Gly 


Gin 


Gly 


Trp 


Met 


Thr 




370 










375 










380 










Gin 


Lys 


His 


Glu 


Arg 


Met 


Lys 


Val 


Tyr 


Val 


Pro 


Thr 


Gly 


Phe 


Ser 


Ala 


385 










390 










395 










400 


Phe 


Pro 


Phe 


Glu 


Leu 


Leu 


His 


Thr 


Pro 


Glu 


Lys 


Trp 


Val 


Arg 


Phe 


Lys 










405 










410 










415 




Tyr 


Pro 


Lys 


Leu 


He 


Ser 


Tyr 


Ser 


Tyr 


Met 


Val 


Arg 


Gly 


Gly 


His 


Phe 








420 










425 










430 






Ala 


Ala 


Phe 


Glu 


Glu 


Pro 


Glu 


Leu 


Leu 


Ala 


Gin 


Asp 


He 


Arg 


Lys 


Phe 






435 










440 










445 








Leu 


Ser 


Val 


Leu 


Glu 


Arg 


Gin 





















450 455 



<210> 49 

<211> 1805 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (249) . . . (1253) 
<400> 49 

aagagactga actgtatctg cctctatttc caaaagactc acgttcaact ttcgctcaca 60 
caaagccggg aaaattttat tagtcctttt tttaaaaaaa gttaatataa aattatagca 120 
aaaaaaaaaa ggaacctgaa ctttagtaac acagctggaa caatcgcagc ggcggcggca 180 
gcggcgggag aagaggttta atttagttga ttttctgtgg ttgttggttg ttcgctagtc 240 
tcacggtg atg gaa get gca cat ttt ttc gaa ggg acc gag aag ctg ctg 2 90 
Met Glu Ala Ala His Phe Phe Glu Gly Thr Glu Lys Leu Leu 
15 10 

gag gtt tgg ttc tec egg cag cag ccc gac gca aac caa gga tct ggg 338 
Glu Val Trp Phe Ser Arg Gin Gin Pro Asp Ala Asn Gin Gly Ser Gly 
15 20 25 30 

gat ctt cgc act ate cca aga tct gag tgg gac ata ctt ttg aag gat 386 
Asp Leu Arg Thr He Pro Arg Ser Glu Trp Asp He Leu Leu Lys Asp 
35 40 45 

gtg caa tgt tea ate ata agt gtg aca aaa act gac aag cag gaa get 434 
Val Gin Cys Ser He He Ser Val Thr Lys Thr Asp Lys Gin Glu Ala 



116 



50 55 60 

tat gta etc agt gag agt age atg ttt gtc tec aag aga cgt ttc att 482 
Tyr Val Leu Ser Glu Ser Ser Met Phe Val Ser Lys Arg Arg Phe lie 
65 70 75 

ttg aag aca tgt ggt ace ace etc ttg ctg aaa gca ctg gtt ccc ctg 530 
Leu Lys Thr Cys Gly Thr Thr Leu Leu Leu Lys Ala Leu Val Pro Leu 
80 85 90 

ttg aag ctt get agg gat tac agt ggg ttt gac tea att caa age ttc 578 
Leu Lys Leu Ala Arg Asp Tyr Ser Gly Phe Asp Ser lie Gin Ser Phe 
95 100 105 110 

ttt tat tct cgt aag aat ttc atg aag cct tct cac caa ggg tac cca 626 
Phe Tyr Ser Arg Lys Asn Phe Met Lys Pro Ser His Gin Gly Tyr Pro 
115 120 125 

cac egg aat ttc cag gaa gaa ata gag ttt ctt aat gca att ttc cca 674 
His Arg Asn Phe Gin Glu Glu lie Glu Phe Leu Asn Ala lie Phe Pro 
130 135 140 

aat gga gca gga tat tgt atg gga cgt atg aat tct gac tgt tgg tac 722 
Asn Gly Ala Gly Tyr Cys Met Gly Arg Met Asn Ser Asp Cys Trp Tyr 
145 150 155 

tta tat act ctg gat ttc cca gag agt egg gta ate agt cag cca gat 770 
Leu Tyr Thr Leu Asp Phe Pro Glu Ser Arg Val lie Ser Gin Pro Asp 
160 165 170 

caa ace ttg gaa att ctg atg agt gag ctt gac cca gca gtt atg gac 818 
Gin Thr Leu Glu lie Leu Met Ser Glu Leu Asp Pro Ala Val Met Asp 
175 180 185 190 

cag ttc tac atg aaa gat ggt gtt act gca aag gat gtc act cgt gag 866 
Gin Phe Tyr Met Lys Asp Gly Val Thr Ala Lys Asp Val Thr Arg Glu 
195 200 205 

agt gga att cgt gac ctg ata cca ggt tct gtc att gat gee aca atg 914 
Ser Gly lie Arg Asp Leu lie Pro Gly Ser Val lie Asp Ala Thr Met 
210 215 220 

ttc aat cct tgt ggg tat teg atg aat gga atg aaa teg gat gga act 962 
Phe Asn Pro Cys Gly Tyr Ser Met Asn Gly Met Lys Ser Asp Gly Thr 
225 230 235 

tat tgg act att cac ate act cca gaa cca gaa ttt tct tat gtt age 1010 
Tyr Trp Thr lie His lie Thr Pro Glu Pro Glu Phe Ser Tyr Val Ser 
240 245 250 

ttt gaa aca aac tta agt cag ace tec tat gat gac ctg ate agg aaa 1058 
Phe Glu Thr Asn Leu Ser Gin Thr Ser Tyr Asp Asp Leu lie Arg Lys 
255 260 265 270 

gtt gta gaa gtc ttc aag cca gga aaa ttt gtg ace ace ttg ttt gtt 1106 
Val Val Glu Val Phe Lys Pro Gly Lys Phe Val Thr Thr Leu Phe Val 
275 280 285 

aat cag agt tct aaa tgt cgc aca gtg ctt get teg ccc cag aag att 1154 
Asn Gin Ser Ser Lys Cys Arg Thr Val Leu Ala Ser Pro Gin Lys lie 
290 295 300 
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gaa ggt ttt aag cgt ctt gat tgc cag agt get atg ttc aat gat tac 1202 
Glu Gly Phe Lys Arg Leu Asp Cys Gin Ser Ala Met Phe Asn Asp Tyr 
305 310 315 



aat ttt gtt ttt acc agt ttt get aag aag cag caa caa cag cag agt 1250 
Asn Phe Val Phe Thr Ser Phe Ala Lys Lys Gin Gin Gin Gin Gin Ser 
320 325 330 

tga ttaagaaaaa tgaagaaaaa aegcaaaaag agaacacatg tagaaggtgg 13 03 

* 



tggatgcttt 
tgeagaaage 
caaggagtta 
ttgctgtgaa 
ttgtgaaagc 
aattccccac 
gactgttcta 
tattctttac 
caattaaagt 



ctagatgtcg 
cctagatgta 
gatatcttgc 
attgaagtgg 
aactcaattt 
agacaaggct 
ttaaattget 
taatgttatt 
ttttcttcca 



atgctggggg 
atgatagtgt 
atgaatgetc 
atgtagaaaa 
ggtttatgca 
ttcgtcctca 
gecagaattt 
gaaaccaatt 
tg 



cagtgettte 
aatcattttg 
tcttctgtgt 
aaccttttac 
cagtgtaata 
ttaggtgttg 
tacatccagt 
tctacttcat 



cataaccacc 
aattgtatgc 
ttaggtattc 
tatatgaaac 
tttctccaag 
gcctcagcct 
tacctccact 
actgatgttt 



actgtgtagt 
attattatat 
tctgccactc 
tttacaacac 
tatcatccaa 
aaccctctag 
ttctagaaca 
ttggaaacag 



1363 
1423 
1483 
1543 
1603 
1663 
1723 
1783 
1805 



<210> 50 

<211> 334 

<212> PRT 

<213> Homo Sapiens 

<400> 50 

Met Glu Ala Ala His Phe Phe Glu Gly Thr Glu 

15 10 
Trp Phe Ser Arg Gin Gin Pro Asp Ala Asn Gin 

20 25 
Arg Thr lie Pro Arg Ser Glu Trp Asp lie Leu 

35 40 
Cys Ser lie lie Ser Val Thr Lys Thr Asp Lys 

50 55 
Leu Ser Glu Ser Ser Met Phe Val Ser Lys Arg 
65 70 75 

Thr Cys Gly Thr Thr Leu Leu Leu Lys Ala Leu 

85 90 
Leu Ala Arg Asp Tyr Ser Gly Phe Asp Ser lie 

100 105 
Ser Arg Lys Asn Phe Met Lys Pro Ser His Gin 

115 120 
Asn Phe Gin Glu Glu lie Glu Phe Leu Asn Ala 

130 135 
Ala Gly Tyr Cys Met Gly Arg Met Asn Ser Asp 
145 150 155 

Thr Leu Asp Phe Pro Glu Ser Arg Val lie Ser 

165 170 
Leu Glu lie Leu Met Ser Glu Leu Asp Pro Ala 

180 185 
Tyr Met Lys Asp Gly Val Thr Ala Lys Asp Val 

195 200 
lie Arg Asp Leu lie Pro Gly Ser Val lie Asp 

210 215 
Pro Cys Gly Tyr Ser Met Asn Gly Met Lys Ser 
225 230 235 

Thr He His He Thr Pro Glu Pro Glu Phe Ser 

245 250 
Thr Asn Leu Ser Gin Thr Ser Tyr Asp Asp Leu 
260 265 



Lys Leu 

Gly Ser 

Leu Lys 

45 
Gin Glu 
60 

Arg Phe 

Val Pro 

Gin Ser 

Gly Tyr 
125 
He Phe 
140 

Cys Trp 

Gin Pro 

Val Met 

Thr Arg 
205 
Ala Thr 
220 

Asp Gly 
Tyr Val 
He Arg 



Leu Glu Val 
15 

Gly Asp Leu 
30 

Asp Val Gin 

Ala Tyr Val 

He Leu Lys 
80 

Leu Leu Lys 
95 

Phe Phe Tyr 
110 

Pro His Arg 

Pro Asn Gly 

Tyr Leu Tyr 
160 

Asp Gin Thr 
175 

Asp Gin Phe 
190 

Glu Ser Gly 

Met Phe Asn 

Thr Tyr Trp 
240 

Ser Phe Glu 

255 
Lys Val Val 
270 
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Glu Val Phe Lys Pro Gly Lys Phe Val Thr Thr Leu Phe Val Asn Gin 

275 280 285 

Ser Ser Lys Cys Arg Thr Val Leu Ala Ser Pro Gin Lys lie Glu Gly 

290 295 300 

Phe Lys Arg Leu Asp Cys Gin Ser Ala Met Phe Asn Asp Tyr Asn Phe 
305 310 315 320 

Val Phe Thr Ser Phe Ala Lys Lys Gin Gin Gin Gin Gin Ser 
325 330 



<210> 51 
<211> 3707 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (231) . . . (3299) 
<400> 51 

gtgtgtccct ccagtgccgc ttgccccttg ttctcccaag caccaggggg acccctgtct 60 
tagattcaag ttgcatcact agactaacag ctctgggaac agaggacact gaggactagt 120 
ttgggaaatg aaaaacatct gcaatgagag gtaattttat tctcctcttc cttttaccct 180 
agtctcactc tccatagtag gacctggatc tttgcatcag agaaaacata atg aac 236 

Met Asn 
1 

aat aac tgg aat gtg tgt ttc ttt ctt ttc tgc cct agt att act aga 284 
Asn Asn Trp Asn Val Cys Phe Phe Leu Phe Cys Pro Ser lie Thr Arg 
5 10 15 

aca ttt gca teg gga aaa aca gaa aag gtg ate ttt caa gca etc aag 332 
Thr Phe Ala Ser Gly Lys Thr Glu Lys Val lie Phe Gin Ala Leu Lys 
20 25 30 

gag tta ggt ctt ccc agt gga aag aat gat gaa att gag ccc aca gca 3 80 
Glu Leu Gly Leu Pro Ser Gly Lys Asn Asp Glu lie Glu Pro Thr Ala 
35 40 45 50 

ttt tct tat gaa aag ttc tat gaa ctg aca caa aag att tgt cct egg 428 
Phe Ser Tyr Glu Lys Phe Tyr Glu Leu Thr Gin Lys lie Cys Pro Arg 
55 60 65 

aca gat ata gaa gat ctt ttc aaa aaa ate aat gga gac aaa act gat 476 
Thr Asp lie Glu Asp Leu Phe Lys Lys lie Asn Gly Asp Lys Thr Asp 
70 75 80 

tat tta acg gta gac caa tta gtg age ttt eta aat gaa cat caa cga 524 
Tyr Leu Thr Val Asp Gin Leu Val Ser Phe Leu Asn Glu His Gin Arg 
85 90 95 

gat cct cga ttg aat gaa att tta ttt cca ttt tat gat gee aaa agg 572 
Asp Pro Arg Leu Asn Glu lie Leu Phe Pro Phe Tyr Asp Ala Lys Arg 
100 105 110 

gca atg cag ate att gag atg tat gaa cct gat gaa gat ttg aag aaa 620 
Ala Met Gin lie lie Glu Met Tyr Glu Pro Asp Glu Asp Leu Lys Lys 
115 120 125 130 

aaa ggc ctt ata tea agt gat ggg ttt tgc aga tat ctg atg tea gat 668 
Lys Gly Leu lie Ser Ser Asp Gly Phe Cys Arg Tyr Leu Met Ser Asp 
135 140 145 
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gaa aac gcc cca gtc ttc eta gat cgt tta gaa ctt tac caa gaa atg 716 
Glu Asn Ala Pro Val Phe Leu Asp Arg Leu Glu Leu Tyr Gin Glu Met 
150 155 160 

gac cat cct ctg get cac tac ttc ate agt tct tec cat aac act tat 764 
Asp His Pro Leu Ala His Tyr Phe lie Ser Ser Ser His Asn Thr Tyr 
165 170 175 

etc act ggc aga cag ttc ggc ggg aag tct teg gta gaa atg tac aga 812 
Leu Thr Gly Arg Gin Phe Gly Gly Lys Ser Ser Val Glu Met Tyr Arg 
180 185 190 

cag gtt etc ctg get ggt tgc aga tgt gtt gaa ctt gac tgc tgg gat 860 
Gin Val Leu Leu Ala Gly Cys Arg Cys Val Glu Leu Asp Cys Trp Asp 
195 200 205 210 

gga aaa ggt gag gac caa gaa cca ata ata act cat gga aaa gca atg 908 
Gly Lys Gly Glu Asp Gin Glu Pro lie lie Thr His Gly Lys Ala Met 
215 220 225 

tgt aca gat ate ctt ttt aag gat gta att caa gcc ate aag gaa act 956 
Cys Thr Asp lie Leu Phe Lys Asp Val lie Gin Ala lie Lys Glu Thr 
230 235 240 

gca ttt gtc aca tea gaa tat cct gta att etc tec ttt gaa aat cac 1004 
Ala Phe Val Thr Ser Glu Tyr Pro Val lie Leu Ser Phe Glu Asn His 
245 250 255 

tgc age aaa tat caa cag tac aag atg tec aaa tat tgc gaa gat eta 1052 
Cys Ser Lys Tyr Gin Gin Tyr Lys Met Ser Lys Tyr Cys Glu Asp Leu 
260 265 270 

ttt ggg gat etc ctg ttg aaa caa gca ctt gaa tea cat cca ctg gaa 1100 
Phe Gly Asp Leu Leu Leu Lys Gin Ala Leu Glu Ser His Pro Leu Glu 
275 280 285 290 

cca ggc aga cct ttg cca tec ccc aat gac etc aaa aga aaa ata etc 1148 
Pro Gly Arg Pro Leu Pro Ser Pro Asn Asp Leu Lys Arg Lys lie Leu 
295 300 305 

ata aaa aac aag egg ctg aaa cct gaa gtt gaa aaa aaa cag ctg gaa 1196 
lie Lys Asn Lys Arg Leu Lys Pro Glu Val Glu Lys Lys Gin Leu Glu 
310 315 320 

get ttg aga age atg atg gaa get gga gaa tct gcc tec cca gca aac 1244 
Ala Leu Arg Ser Met Met Glu Ala Gly Glu Ser Ala Ser Pro Ala Asn 
325 330 335 

ate tta gag gac gat aat gaa gag gag ate gaa agt get gac caa gag 1292 
lie Leu Glu Asp Asp Asn Glu Glu Glu lie Glu Ser Ala Asp Gin Glu 
340 345 350 

gag gaa get cac ccc gaa ttc aaa ttt gga aat gaa ctt tct get gat 1340 
Glu Glu Ala His Pro Glu Phe Lys Phe Gly Asn Glu Leu Ser Ala Asp 
355 360 365 370 

gac ttg ggt cac aag gaa get gtt gca aat age gtc aag aag ggc ctg 1388 
Asp Leu Gly His Lys Glu Ala Val Ala Asn Ser Val Lys Lys Gly Leu 
375 380 385 

gtc act gta gaa gat gag cag gcg tgg atg gca tct tat aaa tat gta 143 6 
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Val Thr Val Glu Asp Glu Gin Ala Trp Met Ala Ser Tyr Lys Tyr Val 
390 395 400 



ggt get acc act aat ate cat cca tat ttg tec aca atg ate aac tat 1484 
Gly Ala Thr Thr Asn lie His Pro Tyr Leu Ser Thr Met lie Asn Tyr 
405 410 415 

gec cag cct gta aag ttt caa ggt ttc cat gtg gca gaa gaa cgc aat 1532 
Ala Gin Pro Val Lys Phe Gin Gly Phe His Val Ala Glu Glu Arg Asn 
420 425 430 

att cat tat aac atg tct tct ttt aat gaa tea gtc ggt ctt ggc tac 1580 
lie His Tyr Asn Met Ser Ser Phe Asn Glu Ser Val Gly Leu Gly Tyr 
435 440 445 450 

ttg aag aca cat gca att gaa ttt gtc aat tat aac aaa egg caa atg 1628 
Leu Lys Thr His Ala lie Glu Phe Val Asn Tyr Asn Lys Arg Gin Met 
455 460 465 

agt cgc att tac ccc aag gga ggc cga gtc gat tec agt aat tac atg 1676 
Ser Arg lie Tyr Pro Lys Gly Gly Arg Val Asp Ser Ser Asn Tyr Met 
470 475 480 

cct cag att ttc tgg aac get ggc tgc cag atg gtt tea ctg aac tat 1724 
Pro Gin lie Phe Trp Asn Ala Gly Cys Gin Met Val Ser Leu Asn Tyr 
485 490 495 

caa acc cca gat tta gcg atg caa ttg aat cag gga aaa ttt gag tat 1772 
Gin Thr Pro Asp Leu Ala Met Gin Leu Asn Gin Gly Lys Phe Glu Tyr 
500 505 510 

aat gga teg tgc ggg tac ctt etc aaa cca gat ttc atg agg egg cct 1820 
Asn Gly Ser Cys Gly Tyr Leu Leu Lys Pro Asp Phe Met Arg Arg Pro 
515 520 525 530 

gat cga aca ttt gac ccc ttc tct gaa acg cct gtt gat ggg gtt att 1868 
Asp Arg Thr Phe Asp Pro Phe Ser Glu Thr Pro Val Asp Gly Val He 
535 540 545 

gca gee act tgc tea gtg cag gtt ata tea ggt caa ttc tta tea gat 1916 
Ala Ala Thr Cys Ser Val Gin Val He Ser Gly Gin Phe Leu Ser Asp 
550 555 560 

aag aaa att ggc acc tac gta gag gtg gat atg tat ggg ttg ccc act 1964 
Lys Lys He Gly Thr Tyr Val Glu Val Asp Met Tyr Gly Leu Pro Thr 
565 570 575 

gac acc ata cgt aag gaa ttc cga act cgc atg gtt atg aat aat gga 2012 
Asp Thr He Arg Lys Glu Phe Arg Thr Arg Met Val Met Asn Asn Gly 
580 585 590 

etc aat cca gtt tac aat gaa gag tea ctt gta ttt egg aag gtg ate 2060 
Leu Asn Pro Val Tyr Asn Glu Glu Ser Leu Val Phe Arg Lys Val He 
595 600 605 610 

ctg ccg gac ctg get gtc ttg aga ata get gtg tat gat gat aac aac 2108 
Leu Pro Asp Leu Ala Val Leu Arg He Ala Val Tyr Asp Asp Asn Asn 
615 620 625 

aag ctg att ggc cag agg att cct ccg ctt gat ggc etc caa gee gga 2156 
Lys Leu He Gly Gin Arg He Pro Pro Leu Asp Gly Leu Gin Ala Gly 
630 635 640 
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tat cga cac att tec ctt cga aat gag gga aat aaa cca tta tea eta 2204 
Tyr Arg His lie Ser Leu Arg Asn Glu Gly Asn Lys Pro Leu Ser Leu 
645 650 655 

cca aca att ttc tgc aat att gtt ctt aaa aca tat gtg cct gat gga 2252 
Pro Thr lie Phe Cys Asn lie Val Leu Lys Thr Tyr Val Pro Asp Gly 
660 665 670 

ttt gga gat ate gtg gat get tta tea gat cca aag aca ttt etc tea 2300 
Phe Gly Asp lie Val Asp Ala Leu Ser Asp Pro Lys Thr Phe Leu Ser 
675 680 685 690 

att aca gaa aag aga gca gac caa atg aga get atg ggc att gag act 2348 
lie Thr Glu Lys Arg Ala Asp Gin Met Arg Ala Met Gly lie Glu Thr 
695 700 705 

agt gac ata gee gac gtg ccc agt gac act tec aaa aat gac aag aaa 2396 
Ser Asp lie Ala Asp Val Pro Ser Asp Thr Ser Lys Asn Asp Lys Lys 
710 715 720 

gga aag gee aac acc gee aaa gca aat gtg ace cct cag agt age tct 2444 
Gly Lys Ala Asn Thr Ala Lys Ala Asn Val Thr Pro Gin Ser Ser Ser 
725 730 735 

gag etc aga cca acc acc acg get gee ctg ccg tct ggt gtg gaa gee 2492 
Glu Leu Arg Pro Thr Thr Thr Ala Ala Leu Pro Ser Gly Val Glu Ala 
740 745 750 

aag aaa ggt att gaa ctt ate cct caa gta agg ata gaa gac tta aag 2540 
Lys Lys Gly lie Glu Leu lie Pro Gin Val Arg lie Glu Asp Leu Lys 
755 760 765 770 

cag atg aag get tac ttg aag cat tta aag aaa cag cag aag gag eta 2588 
Gin Met Lys Ala Tyr Leu Lys His Leu Lys Lys Gin Gin Lys Glu Leu 
775 780 785 

aat tct tta aag aag aaa cat gca aag gaa cac agt acc atg cag aag 2 63 6 
Asn Ser Leu Lys Lys Lys His Ala Lys Glu His Ser Thr Met Gin Lys 
790 795 800 

tta cac tgc acg caa gtt gac aaa att gtg gca cag tat gac aaa gag 2 684 
Leu His Cys Thr Gin Val Asp Lys lie Val Ala Gin Tyr Asp Lys Glu 
805 810 815 

aag teg act cat gag aaa ate eta gag aag gca atg aag aag aaa ggg 2732 
Lys Ser Thr His Glu Lys lie Leu Glu Lys Ala Met Lys Lys Lys Gly 
820 825 830 

gga agt aat tgt ctt gaa atg aag aaa gaa aca gaa att aaa att cag 2780 
Gly Ser Asn Cys Leu Glu Met Lys Lys Glu Thr Glu lie Lys lie Gin 
835 840 845 850 

acg ctg aca tea gat cac aaa tct aag gtc aag gag att gta gca cag 2828 
Thr Leu Thr Ser Asp His Lys Ser Lys Val Lys Glu lie Val Ala Gin 
855 860 865 

cac aca aag gaa tgg tea gaa atg ate aat act cac agt get gag gag 2876 
His Thr Lys Glu Trp Ser Glu Met lie Asn Thr His Ser Ala Glu Glu 
870 875 880 

caa gaa ate cga gac ctg cac etc age cag cag tgt gag ctg ctg aaa 2924 
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Gin Glu lie Arg Asp Leu His Leu Ser Gin Gin Cys Glu Leu Leu Lys 
885 890 895 



aag eta etc ate aat gee cac gag cag caa ace cag cag ctg aaa ctg 
Lys Leu Leu lie Asn Ala His Glu Gin Gin Thr Gin Gin Leu Lys Leu 
900 905 910 



2972 



tec cat gac agg gaa age aag gaa atg cga gca cac cag get aag att 
Ser His Asp Arg Glu Ser Lys Glu Met Arg Ala His Gin Ala Lys lie 
915 920 925 930 



3020 



tct atg gaa aat age aaa gee ate age caa gat aaa tct ate aag aat 
Ser Met Glu Asn Ser Lys Ala lie Ser Gin Asp Lys Ser lie Lys Asn 
935 940 945 



3068 



aaa gca gaa egg gaa agg cga gtc agg gag tta aac age age aac act 3116 
Lys Ala Glu Arg Glu Arg Arg Val Arg Glu Leu Asn Ser Ser Asn Thr 
950 955 960 



aaa aag ttt ctg gaa gaa aga aag aga ctt gee atg aag cag tec aaa 
Lys Lys Phe Leu Glu Glu Arg Lys Arg Leu Ala Met Lys Gin Ser Lys 
965 970 975 
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gaa atg gat cag ttg aaa aaa gtc cag ctt gaa cat eta gaa ttc eta 3212 
Glu Met Asp Gin Leu Lys Lys Val Gin Leu Glu His Leu Glu Phe Leu 
980 985 990 

gag aaa cag aat gag cag gcg aag gag atg cag cag atg gtg aaa ttg 32 60 
Glu Lys Gin Asn Glu Gin Ala Lys Glu Met Gin Gin Met Val Lys Leu 
995 1000 1005 1010 



gaa gee gag atg gac cgc aga cca gca aca gta gta tga aactccaaaa 
Glu Ala Glu Met Asp Arg Arg Pro Ala Thr Val Val * 
1015 1020 



3309 



tgcaaactga 
acaaactcca 
ctgaaaccag 
tttccttggc 
gagtccaacc 
atgagcttgg 
caaaacaaac 



agcagcaaac 
tggatgaaag 
agagacttgg 
caaacaaaaa 
attgataata 
tgtgaacaac 
aaaacagtgc 



ccacaaagca 
ctgtttattt 
aatgtctgac 
tagctacaaa 
caacttaaac 
tcttcctttg 
attagcaatt 



tcaaaagact 
tgtttccttt 
tgacttctat 
tccacaaaaa 
atgtttgcta 
tgatgectta 
tcatagca 



cactcacaaa 
atgtgtaaac 
ttaacagctt 
tttactattc 
taaaatacca 
ggacatgttg 



acttctgaac 3369 
aagatgatat 3429 
gagtattgea 3489 
cagtaaggca 3549 
tcacaagtaa 3609 
taactgeagg 3669 
3707 



<210> 52 

<211> 1022 

<212> PRT 

<213> Homo Sapiens 



<400> 52 
Met Asn Asn 
1 

Thr Arg Thr 

Leu Lys Glu 
35 

Thr Ala Phe 
50 

Pro Arg Thr 
65 

Thr Asp Tyr 
Gin Arg Asp 



Asn Trp 
5 

Phe Ala 
20 

Leu Gly 

Ser Tyr 

Asp lie 

Leu Thr 

85 
Pro Arg 



Asn Val 
Ser Gly 
Leu Pro 



Glu Lys 
55 

Glu Asp 
70 

Val Asp 



Cys 

Lys 

Ser 

40 

Phe 



Leu 
Gin 
Leu Asn Glu 



Phe 

Thr 

25 

Gly 

Tyr 

Phe 

Leu 

He 



Phe Leu 
10 

Glu Lys 

Lys Asn 

Glu Leu 

Lys . Lys 
75 

Val Ser 
90 

Leu Phe 



Phe Cys 

Val He 

Asp Glu 

45 
Thr Gin 
60 

He Asn 
Phe Leu 
Pro Phe 



Pro Ser 

15 
Phe Gin 
30 

He Glu 

Lys He 

Gly Asp 

Asn Glu 
95 

Tyr Asp 



He 

Ala 

Pro 

Cys 

Lys 

80 

His 

Ala 
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100 










105 










110 






Lys 


Arg 


Ala 


Met 


Gin 


He 


He 


Glu 


Met 


Tyr 


Glu 


Pro 


Asp 


Glu 


Asp 


Leu 






115 










120 










125 








Lys 


Lys 


Lys 


Gly 


Leu 


He 


Ser 


Ser 


Asp 


Gly 


Phe 


Cys 


Arg 


Tyr 


Leu 


Met 




130 










135 










140 










Ser 


Asp 


Glu 


Asn 


Ala 


Pro 


Val 


Phe 


Leu 


Asp 


Arg 


Leu 


Glu 


Leu 


Tyr 


Gin 


145 










150 










155 










160 


Glu 


Met 


Asp 


His 


Pro 


Leu 


Ala 


His 


Tyr 


Phe 


He 


Ser 


Ser 


Ser 


His 


Asn 










165 










170 










175 




Thr 


Tyr 


Leu 


Thr 


Gly 


Arg 


Gin 


Phe 


Gly 


Gly 


Lys 


Ser 


Ser 


Val 


Glu 


Met 








180 










185 










190 






Tyr 


Arg 


Gin 


Val 


Leu 


Leu 


Ala 


Gly 


Cys 


Arg 


Cys 


Val 


Glu 


Leu 


Asp 


Cys 






195 










200 










205 








Trp 


Asp 


Gly 


Lys 


Gly 


Glu 


Asp 


Gin 


Glu 


Pro 


He 


He 


Thr 


His 


Gly 


Lys 




210 










215 










220 










Ala 


Met 


Cys 


Thr 


Asp 


He 


Leu 


Phe 


Lys 


Asp 


Val 


He 


Gin 


Ala 


He 


Lys 


225 










230 










235 










240 


Glu 


Thr 


Ala 


Phe 


Val 


Thr 


Ser 


Glu 


Tyr 


Pro 


Val 


He 


Leu 


Ser 


Phe 


Glu 










245 










250 










255 




Asn 


His 


Cys 


Ser 


Lys 


Tyr 


Gin 


Gin 


Tyr 


Lys 


Met 


Ser 


Lys 


Tyr 


Cys 


Glu 








260 










265 










270 






Asp 


Leu 


Phe 


Gly 


Asp 


Leu 


Leu 


Leu 


Lys 


Gin 


Ala 


Leu 


Glu 


Ser 


His 


Pro 






275 










280 










285 








Leu 


Glu 


Pro 


Gly 


Arg 


Pro 


Leu 


Pro 


Ser 


Pro 


Asn 


Asp 


Leu 


Lys 


Arg 


Lys 




290 










295 










300 










lie 


Leu 


He 


Lys 


Asn 


Lys 


Arg 


Leu 


Lys 


Pro 


Glu 


Val 


Glu 


Lys 


Lys 


Gin 


305 










310 










315 










320 


Leu 


Glu 


Ala 


Leu 


Arg 


Ser 


Met 


Met 


Glu 


Ala 


Gly 


Glu 


Ser 


Ala 


Ser 


Pro 










325 










330 










335 




Ala 


Asn 


He 


Leu 


Glu 


Asp 


Asp 


Asn 


Glu 


Glu 


Glu 


He 


Glu 


Ser 


Ala 


Asp 








340 










345 










350 






Gin 


Glu 


Glu 


Glu 


Ala 


His 


Pro 


Glu 


Phe 


Lys 


Phe 


Gly 


Asn 


Glu 


Leu 


Ser 






355 










360 










365 








Ala 


Asp 


Asp 


Leu 


Gly 


His 


Lys 


Glu 


Ala 


Val 


Ala 


Asn 


Ser 


Val 


Lys 


Lys 




370 










375 










380 










Gly 


Leu 


Val 


Thr 


Val 


Glu 


Asp 


Glu 


Gin 


Ala 


Trp 


Met 


Ala 


Ser 


Tyr 


Lys 


385 










390 










395 










400 


Tyr 


Val 


Gly 


Ala 


Thr 


Thr 


Asn 


He 


His 


Pro 


Tyr 


Leu 


Ser 


Thr 


Met 


He 










405 










410 










415 




Asn 


Tyr 


Ala 


Gin 


Pro 


Val 


Lys 


Phe 


Gin 


Gly 


Phe 


His 


Val 


Ala 


Glu 


Glu 








420 










425 










430 






Arg 


Asn 


He 


His 


Tyr 


Asn 


Met 


Ser 


Ser 


Phe 


Asn 


Glu 


Ser 


Val 


Gly 


Leu 






435 










440 










445 








Gly 


Tyr 


Leu 


Lys 


Thr 


His 


Ala 


He 


Glu 


Phe 


Val 


Asn 


Tyr 


Asn 


Lys 


Arg 




450 










455 










460 










Gin 


Met 


Ser 


Arg 


He 


Tyr 


Pro 


Lys 


Gly 


Gly 


Arg 


Val 


Asp 


Ser 


Ser 


Asn 


465 










470 










475 










480 


Tyr 


Met 


Pro 


Gin 


He 


Phe 


Trp 


Asn 


Ala 


Gly 


Cys 


Gin 


Met 


Val 


Ser 


Leu 










485 










490 










495 




Asn 


Tyr 


Gin 


Thr 


Pro 


Asp 


Leu 


Ala 


Met 


Gin 


Leu 


Asn 


Gin 


Gly 


Lys 


Phe 








500 










505 










510 






Glu 


Tyr 


Asn 


Gly 


Ser 


Cys 


Gly 


Tyr 


Leu 


Leu 


Lys 


Pro 


Asp 


Phe 


Met 


Arg 






515 










520 










525 








Arg 


Pro 


Asp 


Arg 


Thr 


Phe 


Asp 


Pro 


Phe 


Ser 


Glu 


Thr 


Pro 


Val 


Asp 


Gly 




530 










535 










540 










Val 


He 


Ala 


Ala 


Thr 


Cys 


Ser 


Val 


Gin 


Val 


He 


Ser 


Gly 


Gin 


Phe 


Leu 


545 










550 










555 










560 


Ser 


Asp 


Lys 


Lys 


He 


Gly 


Thr 


Tyr 


Val 


Glu 


Val 


Asp 


Met 


Tyr 


Gly 


Leu 










565 










570 










575 




Pro 


Thr 


Asp 


Thr 


He 


Arg 


Lys 


Glu 


Phe 


Arg 


Thr 


Arg 


Met 


Val 


Met 


Asn 








580 










585 










590 






Asn 


Gly 


Leu 


Asn 


Pro 


Val 


Tyr 


Asn 


Glu 


Glu 


Ser 


Leu 


Val 


Phe 


Arg 


Lys 
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595 600 605 

Val lie Leu Pro Asp Leu Ala Val Leu Arg lie Ala Val Tyr Asp Asp 

610 615 620 

Asn Asn Lys Leu lie Gly Gin Arg lie Pro Pro Leu Asp Gly Leu Gin 
625 630 635 640 

Ala Gly Tyr Arg His lie Ser Leu Arg Asn Glu Gly Asn Lys Pro Leu 

645 650 655 

Ser Leu Pro Thr lie Phe Cys Asn lie Val Leu Lys Thr Tyr Val Pro 

660 665 670 

Asp Gly Phe Gly Asp lie Val Asp Ala Leu Ser Asp Pro Lys Thr Phe 

675 680 685 

Leu Ser lie Thr Glu Lys Arg Ala Asp Gin Met Arg Ala Met Gly lie 

690 695 700 

Glu Thr Ser Asp lie Ala Asp Val Pro Ser Asp Thr Ser Lys Asn Asp 
705 710 715 720 

Lys Lys Gly Lys Ala Asn Thr Ala Lys Ala Asn Val Thr Pro Gin Ser 

725 730 735 

Ser Ser Glu Leu Arg Pro Thr Thr Thr Ala Ala Leu Pro Ser Gly Val 

740 745 750 

Glu Ala Lys Lys Gly lie Glu Leu lie Pro Gin Val Arg lie Glu Asp 

755 760 765 

Leu Lys Gin Met Lys Ala Tyr Leu Lys His Leu Lys Lys Gin Gin Lys 

770 775 780 

Glu Leu Asn Ser Leu Lys Lys Lys His Ala Lys Glu His Ser Thr Met 
785 790 795 800 

Gin Lys Leu His Cys Thr Gin Val Asp Lys lie Val Ala Gin Tyr Asp 

805 810 815 

Lys Glu Lys Ser Thr His Glu Lys lie Leu Glu Lys Ala Met Lys Lys 

820 825 830 

Lys Gly Gly Ser Asn Cys Leu Glu Met Lys Lys Glu Thr Glu lie Lys 

835 840 845 

lie Gin Thr Leu Thr Ser Asp His Lys Ser Lys Val Lys Glu lie Val 

850 855 860 

Ala Gin His Thr Lys Glu Trp Ser Glu Met lie Asn Thr His Ser Ala 
865 870 875 880 

. Glu Glu Gin Glu lie Arg Asp Leu His Leu Ser Gin Gin Cys Glu Leu 
885 890 895 

Leu Lys Lys Leu Leu lie Asn Ala His Glu Gin Gin Thr Gin Gin Leu 

900 905 910 

Lys Leu Ser His Asp Arg Glu Ser Lys Glu Met Arg Ala His Gin Ala 

915 920 925 

Lys lie Ser Met Glu Asn Ser Lys Ala lie Ser Gin Asp Lys Ser lie 

930 935 940 

Lys Asn Lys Ala Glu Arg Glu Arg Arg Val Arg Glu Leu Asn Ser Ser 
945 950 955 960 

Asn Thr Lys Lys Phe Leu Glu Glu Arg Lys Arg Leu Ala Met Lys Gin 

965 970 975 

Ser Lys Glu Met Asp Gin Leu Lys Lys Val Gin Leu Glu His Leu Glu 

980 985 990 

Phe Leu Glu Lys Gin Asn Glu Gin Ala Lys Glu Met Gin Gin Met Val 

995 1000 1005 

Lys Leu Glu Ala Glu Met Asp Arg Arg Pro Ala Thr Val Val 
1010 1015 1020 



<210> 53 
<211> 1443 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 
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<222> (127) . . . (1383) 



<400> 53 

ggcaggtgca ggcgccgcgg ggccggatcc tccgcgcggc cgagtccatc tcctgggaaa 60 

tggggcggac agtgtttcct tgactgacta ttgtgagcgc cctctctctc cggcggagcg 120 

gagacc atg gcc ccc act cag ggc ccc egg gec ccg ctg gaa ttc gga 168 

Met Ala Pro Thr Gin Gly Pro Arg Ala Pro Leu Glu Phe Gly 
15 10 

ggg ccc ctg ggc gcc gcg get ctg eta ctg ctg ctg ccc gcc acc atg 216 
Gly Pro Leu Gly Ala Ala Ala Leu Leu Leu Leu Leu Pro Ala Thr Met 
15 20 25 30 

ttc cac ctg etc ctg gcg gcc cgt teg ggc ccc gcg cgc ctg ctg ggt 264 
Phe His Leu Leu Leu Ala Ala Arg Ser Gly Pro Ala Arg Leu Leu Gly 
35 40 45 

cca ccc gcg tec ctg ccc ggg ctg gag gtg ctg tgg age cca egg gcg 312 
Pro Pro Ala Ser Leu Pro Gly Leu Glu Val Leu Trp Ser Pro Arg Ala 
50 55 60 

ctg ctg ctg tgg etc gcc tgg etc ggc ctg cag gcg gcg etc tac eta 360 
Leu Leu Leu Trp Leu Ala Trp Leu Gly Leu Gin Ala Ala Leu Tyr Leu 
65 70 75 

ctg ccg gcg cgc aag gtg gcc gaa ggg cag gaa ttg aag gac aag agt 408 
Leu Pro Ala Arg Lys Val Ala Glu Gly Gin Glu Leu Lys Asp Lys Ser 
80 85 90 

cgc ctg cgc tat cct att aac ggc ttc cag gcc ctg gtg ctg aca gcc 456 
Arg Leu Arg Tyr Pro lie Asn Gly Phe Gin Ala Leu Val Leu Thr Ala 
95 100 105 110 

ctg ttg gtg ggg ctg ggg atg tea gcg ggg ctg cct ctg ggg gcg etc 504 
Leu Leu Val Gly Leu Gly Met Ser Ala Gly Leu Pro Leu Gly Ala Leu 
115 120 125 

ccg gaa atg etc ctg ccc ttg gcg ttt gtc gcc acc etc acc get ttc 552 
Pro Glu Met Leu Leu Pro Leu Ala Phe Val Ala Thr Leu Thr Ala Phe 
130 135 140 

ate ttc age etc ttt etc tac atg aag gcg cag gta gcc cca gtt teg 600 
lie Phe Ser Leu Phe Leu Tyr Met Lys Ala Gin Val Ala Pro Val Ser 
145 150 155 

gcc ctg gca cct ggg ggg aac tea ggc aat ccg att tac gac ttt ttt 648 
Ala Leu Ala Pro Gly Gly Asn Ser Gly Asn Pro lie Tyr Asp Phe Phe 
160 165 170 

ctg gga cga gag etc aac cct cgt ate tgt ttc ttc gac ttc aaa tat 696 
Leu Gly Arg Glu Leu Asn Pro Arg lie Cys Phe Phe Asp Phe Lys Tyr 
175 180 185 190 

ttc tgt gaa ctg cga ccc ggc etc ate ggc tgg gtc etc ate aac ctg 744 
Phe Cys Glu Leu Arg Pro Gly Leu lie Gly Trp Val Leu lie Asn Leu 
195 200 205 

gcc ctg ttg atg aag gag gca gag ctt cga ggc agt ccc tea ctg gcc 792 
Ala Leu Leu Met Lys Glu Ala Glu Leu Arg Gly Ser Pro Ser Leu Ala 
210 215 220 

atg tgg ctg gtc aat ggc ttc cag ttg etc tac gtg ggt gat gcc etc 840 
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Met Trp Leu Val Asn Gly Phe Gin Leu Leu Tyr Val Gly Asp Ala Leu 
225 230 235 



tgg cac gag gag gcc gtc etc acc acc atg gat ate aca cat gac ggg 888 
Trp His Glu Glu Ala Val Leu Thr Thr Met Asp lie Thr His Asp Gly 
240 245 250 

ttt ggc ttc atg ctg gcg ttt ggg gac atg gcc tgg gtg ccc ttc acc 936 
Phe Gly Phe Met Leu Ala Phe Gly Asp Met Ala Trp Val Pro Phe Thr 
255 260 265 270 

tac age ctg cag gcc cag ttc ctg ctg cac cac ccg cag ccc ctg ggg 984 
Tyr Ser Leu Gin Ala Gin Phe Leu Leu His His Pro Gin Pro Leu Gly 
275 280 285 

ttg ccc atg gcc tct gtc ate tgc etc ate aat get att ggt tac tac 1032 
Leu Pro Met Ala Ser Val lie Cys Leu lie Asn Ala lie Gly Tyr Tyr 
290 295 300 

ate ttc cgt ggg gcg aat tec cag aaa aac act ttc cga aag aat cct 1080 
lie Phe Arg Gly Ala Asn Ser Gin Lys Asn Thr Phe Arg Lys Asn Pro 
305 310 315 

tct gac ccc aga gtg get ggg ctt gag acc ate tct aca gcc aca ggg 1128 
Ser Asp Pro Arg Val Ala Gly Leu Glu Thr lie Ser Thr Ala Thr Gly 
320 325 330 

egg aaa ctg ctg gtg tct ggg tgg tgg ggt atg gtc cgc cat ccc aac 117 6 
Arg Lys Leu Leu Val Ser Gly Trp Trp Gly Met Val Arg His Pro Asn 
335 340 345 350 

tat ctt gga gac etc ate atg get ctg get tgg tec ttg ccc tgc ggg 1224 
Tyr Leu Gly Asp Leu lie Met Ala Leu Ala Trp Ser Leu Pro Cys Gly 
355 360 365 

gtg tea cac ctg ctg ccc tac ttc tac etc etc tac ttc acc gcg ctg 1272 
Val Ser His Leu Leu Pro Tyr Phe Tyr Leu Leu Tyr Phe Thr Ala Leu 
370 375 380 

ctg gtg cac cgt gag gcc egg gat gag egg cag tgc ctg cag aag tac 132 0 
Leu Val His Arg Glu Ala Arg Asp Glu Arg Gin Cys Leu Gin Lys Tyr 
385 390 395 

ggc ctg gcc tgg cag gag tac tgc egg cgt gtg cct tac cgc ate atg 1368 
Gly Leu Ala Trp Gin Glu Tyr Cys Arg Arg Val Pro Tyr Arg lie Met 
400 405 410 

ccc tac ate tac tga ggatgaacaa cctcagagaa gaggtggttt agagcaagga 1423 

Pro Tyr lie Tyr * 

415 

aaaaaatgaa accagtgacc 1443 

<210> 54 
<211> 418 
<212> PRT 

<213> Homo Sapiens 
<400> 54 

Met Ala Pro Thr Gin Gly Pro Arg Ala Pro Leu Glu Phe Gly Gly Pro 

15 10 15 

Leu Gly Ala Ala Ala Leu Leu Leu Leu Leu Pro Ala Thr Met Phe His 
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20 



Leu 


Leu 


Leu 


Ala 


Ala 


Arg 


Ser 


Gly 






35 










40 


Ala 


Ser 


Leu 


Pro 


Gly 


Leu 


Glu 


Val 




50 










55 




Leu 


Trp 


Leu 


Ala 


Trp 


Leu 


Gly 


Leu 


65 










70 






Ala 


Arg 


Lys 


Val 


Ala 


Glu 


Gly Gin 










85 








Arg 


Tyr 


Pro 


He 


Asn 


Gly 


Phe 


Gin 








100 










Val 


Gly 


Leu 


Gly Met 


Ser 


Ala 


Glv 

vj j-y 






115 










120 


Met 


Leu 


Leu 


Pro 


Leu 


Ala 


Phe 


Val 




130 










135 




Ser 


Leu 


Phe 


Leu 


Tyr 


Met 


Lys 


Ala 


145 










150 






Ala 


Pro 


Gly 


Gly Asn 


Ser 


Gly 


Asn 










165 








Arg 


Glu 


Leu 


Asn 


Pro 


Arg 


He 


Cys 








180 










Glu 


Leu 


Arg 


Pro 


vj J. y 


Leu 


He 


Glv 






195 










200 


Leu 


Met 


Lys 


Glu 


Ala 


Glu 


Leu 


Arg 




210 










215 




Leu 


Val 


Asn 


Gly 


Phe 


Gin 


Leu 


Leu 


225 










230 






Glu 


Glu 


Ala 


Val 


Leu 


Thr 


Thr 


Met 










245 








Phe 


Met 


Leu 


Ala 


Phe 


Gly Asp 


Met 








260 










Leu 


Gin 


Ala 


Gin 


Phe 


Leu 


Leu 


His 






275 










280 


Met 


Ala 


Ser 


Val 


He 


Cys 


Leu 


He 




290 










295 




Arg 


Gly 


Ala 


Asn 


Ser 


Gin 


Lys 


Asn 


305 










310 






Pro 


Arg 


Val 


Ala 


Gly 


Leu 


Glu 


Thr 










325 








Leu 


Leu 


Val 


Ser 


Gly 


Trp 


Trp 


Gly 








340 










Gly Asp 


Leu 


He 


Met 


Ala 


Leu 


Ala 






355 










360 


His 


Leu 


Leu 


Pro 


Tyr 


Phe 


Tyr 


Leu 




370 










375 




His 


Arg 


Glu 


Ala 


Arg 


Asp 


Glu 


Arg 


385 










390 






Ala 


Trp 


Gin 


Glu 


Tyr 


Cys 


Arg 


Arg 



405 



He Tyr 



25 










30 






Pro 


Ala 


Arg 


Leu 


Leu 


Gly 


Pro 


Pro 










45 








Leu 


Trp 


Ser 


Pro 


Arg 


Ala 


Leu 


Leu 








60 










Gin 


Ala 


Ala 


Leu 


Tyr 


Leu 


Leu 


Pro 






75 










80 


Glu 


Leu 


Lys 


Asp 


Lys 


Ser 


Arg 


Leu 




90 










95 




Ala 


Leu 


Val 


Leu 


Thr 


Ala 


Leu 


Leu 


105 










110 






Leu 


Pro 


Leu 


Gly Ala 


Leu 


Pro 


Glu 
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Ala 


Thr 


Leu 


Thr 


Ala 


Phe 


He 


Phe 








140 










Gin 


Val 


Ala 


Pro 


Val 


Ser 


Ala 


Leu 






155 










160 


Pro 


He 


Tvr 


Asp 


Phe 


Phe 


Leu 


Glv 




170 










175 




Phe 


Phe 




Phe 


Lys 


Tvr 


Phe 


Cys 


185 










190 






Trp 


Val 


Leu 


He 


Asn 


Leu 


Ala 


Leu 










205 








Gly 


Ser 


Pro 


Ser 


Leu 


Ala 


Met 


Tro 








220 










Tyr 


Val 


Gly Asp 


Ala 


Leu 


Trr> 


His 






235 










240 


Asp 


He 


Thr 


His 




Gly 


Phe 


Glv 




250 










255 




Ala 


Trp 


Val 


Pro 


Phe 


Thr 


Tvr 


Ser 


265 










270 






His 


Pro 


Gin 


Pro 


Leu 


Glv 


Leu 


Pro 










285 








Asn 


Ala 


He 


Gly 


Tyr 


Tyr 


He 


Phe 








300 










Thr 


Phe 


Arg 


Lys 


Asn 


Pro 


Ser 


Asp 






315 










320 


He 


Ser 


Thr 


Ala 


Thr 


Gly Arg 


Lys 




330 










335 




Met 


Val 


Arg 


His 


Pro 


Asn 


Tyr 


Leu 


345 










350 






Trp 


Ser 


Leu 


Pro 


Cys 


Gly Val 


Ser 










365 








Leu 


Tvr 


Phe 


Thr 


Ala 


Leu 


Leu 


Val 








380 










Gin 


Cys 


Leu 


Gin 


Lys 


Tyr 


Gly 


Leu 






395 










400 


Val 


Pro 


Tyr 


Arg 


He 


Met 


Pro 


Tyr 




410 










415 
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<400> 55 

atg ctt ctg ctg ggc ate eta ace ctg get ttc gee ggg cga ace get 48 

Met Leu Leu Leu Gly lie Leu Thr Leu Ala Phe Ala Gly Arg Thr Ala 

15 10 15 

gga ggc tct gag cca gag egg gag gta gtc gtt ccc ate cga ctg gac 96 

Gly Gly Ser Glu Pro Glu Arg Glu Val Val Val Pro lie Arg Leu Asp 

20 25 30 

ccg gac att aac ggc cgc cgc tac tac tgg egg ggt ccc gag gac tec 144 

Pro Asp lie Asn Gly Arg Arg Tyr Tyr Trp Arg Gly Pro Glu Asp Ser 

35 40 45 

ggg gat cag gga etc att ttt cag ate aca gca ttt cag gag gac ttt 192 

Gly Asp Gin Gly Leu lie Phe Gin He Thr Ala Phe Gin Glu Asp Phe 

50 55 60 

tac eta cac ctg acg ccg gat get cag ttc ttg get ccc gee ttc tec 240 

Tyr Leu His Leu Thr Pro Asp Ala Gin Phe Leu Ala Pro Ala Phe Ser 

65 70 75 80 

act gag cat ctg ggc gtc ccc etc cag ggg etc ace ggg ggc tct tea 288 

Thr Glu His Leu Gly Val Pro Leu Gin Gly Leu Thr Gly Gly Ser Ser 

85 90 95 

gac ctg cga cgc tgc ttc tat tct ggg gac gtg aac gee gag ccg gac 33 6 

Asp Leu Arg Arg Cys Phe Tyr Ser Gly Asp Val Asn Ala Glu Pro Asp 

100 105 110 

teg ttc get get gtg age ctg tgc ggg ggg etc cgc gga gee ttt ggc 384 

Ser Phe Ala Ala Val Ser Leu Cys Gly Gly Leu Arg Gly Ala Phe Gly 

115 120 125 

tac cga ggc gee gag tat gtc att age ccg ctg ccc aat get age gcg 432 

Tyr Arg Gly Ala Glu Tyr Val He Ser Pro Leu Pro Asn Ala Ser Ala 

130 135 140 

ccg gcg gcg cag cgc aac age cag ggc gca cac ctt etc cag cgc egg 480 

Pro Ala Ala Gin Arg Asn Ser Gin Gly Ala His Leu Leu Gin Arg Arg 

145 150 155 160 

ggt gtt ccg ggc ggg cct tec gga gac ccc ace tct cgc tgc ggg gtg 528 

Gly Val Pro Gly Gly Pro Ser Gly Asp Pro Thr Ser Arg Cys Gly Val 

165 170 175 

gee teg ggc tgg aac ccc gee ate eta egg gee ctg gac cct tac aag 576 

Ala Ser Gly Trp Asn Pro Ala He Leu Arg Ala Leu Asp Pro Tyr Lys 

180 185 190 

ccg egg egg gcg ggc ttc ggg gag agt cgt age egg cgc agg tct ggg 624 

Pro Arg Arg Ala Gly Phe Gly Glu Ser Arg Ser Arg Arg Arg Ser Gly 

195 200 205 

cgc gee aag cgt ttc gtg tct ate ccg egg tac gtg gag acg ctg gtg 672 

Arg Ala Lys Arg Phe Val Ser He Pro Arg Tyr Val Glu Thr Leu Val 

210 215 220 

gtc gcg gac gag tea atg gtc aag ttc cac ggc gcg gac ctg gaa cat 720 

Val Ala Asp Glu Ser Met Val Lys Phe His Gly Ala Asp Leu Glu His 

225 230 235 240 

tat ctg ctg acg ctg ctg gca acg gcg gcg cga etc tac cgc cat ccc 768 
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Tyr Leu Leu Thr Leu Leu Ala Thr Ala Ala Arg Leu Tyr Arg His Pro 
245 250 255 



age ate etc aac ccc ate aac ate gtt gtg gtc aag gtg ctg ctt ctt 816 
Ser lie Leu Asn Pro lie Asn lie Val Val Val Lys Val Leu Leu Leu 
260 265 270 

aga gat cgt gac tec ggg ccc aag gtc ace ggc aat gcg gee ctg acg 864 
Arg Asp Arg Asp Ser Gly Pro Lys Val Thr Gly Asn Ala Ala Leu Thr 
275 280 285 

ctg cgc aac ttc tgt gee tgg cag aag aag ctg aac aaa gtg agt gac 912 
Leu Arg Asn Phe Cys Ala Trp Gin Lys Lys Leu Asn Lys Val Ser Asp 
290 295 300 

aag cac ccc gag tac tgg gac act gee ate etc ttc ace agg cag gac 960 
Lys His Pro Glu Tyr Trp Asp Thr Ala lie Leu Phe Thr Arg Gin Asp 
305 310 315 320 

ctg tgt gga gee ace ace tgt gac acc ctg ggc atg get gat gtg ggt 1008 
Leu Cys Gly Ala Thr Thr Cys Asp Thr Leu Gly Met Ala Asp Val Gly 
325 330 335 

acc atg tgt gac ccc aag aga age tgc tct gtc att gag gac gat ggg 1056 
Thr Met Cys Asp Pro Lys Arg Ser Cys Ser Val lie Glu Asp Asp Gly 
340 345 350 

ctt cca tea gee ttc acc act gee cac gag ctg ggc cac gtg ttc aac 1104 
Leu Pro Ser Ala Phe Thr Thr Ala His Glu Leu Gly His Val Phe Asn 
355 360 365 

atg ccc cat gac aat gtg aaa gtc tgt gag gag gtg ttt ggg aag etc 1152 
Met Pro His Asp Asn Val Lys Val Cys Glu Glu Val Phe Gly Lys Leu 
370 375 380 

cga gee aac cac atg atg tec ccg acc etc ate cag ate gac cgt gee 12 00 
Arg Ala Asn His Met Met Ser Pro Thr Leu He Gin He Asp Arg Ala 
385 390 395 ^ 400 

aac ccc tgg tea gee tgc agt get gee ate ate acc gac ttc ctg gac 1248 
Asn Pro Trp Ser Ala Cys Ser Ala Ala He He Thr Asp Phe Leu Asp 
405 410 415 

age ggg cac ggt gac tgc etc ctg gac caa ccc age aag ccc ate tec 1296 
Ser Gly His Gly Asp Cys Leu Leu Asp Gin Pro Ser Lys Pro He Ser 
420 425 430 

ctg ccc gag gat ctg ccg ggc gee age tac acc ctg age cag cag tgc 1344 
Leu Pro Glu Asp Leu Pro Gly Ala Ser Tyr Thr Leu Ser Gin Gin Cys 
435 440 445 

gag ctg get ttt ggc gtg ggc tec aag ccc tgt cct tac atg cag tac 13 92 
Glu Leu Ala Phe Gly Val Gly Ser Lys Pro Cys Pro Tyr Met Gin Tyr 
450 455 460 

tgc acc aag ctg tgg tgc acc ggg aag gee aag gga cag atg gtg tgc 1440 
Cys Thr Lys Leu Trp Cys Thr Gly Lys Ala Lys Gly Gin Met Val Cys 
465 470 475 480 

cag acc cgc cac ttc ccc tgg gee gat ggc acc age tgt ggc gag ggc 14 88 
Gin Thr Arg His Phe Pro Trp Ala Asp Gly Thr Ser Cys Gly Glu Gly 
485 490 495 
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aag etc tgc etc aaa ggg gee tgc gtg gag aga cac aac etc aac aag 153 6 
Lys Leu Cys Leu Lys Gly Ala Cys Val Glu Arg His Asn Leu Asn Lys 
500 505 510 

cac agg gtg gat ggt tec tgg gee aaa tgg gat ccc tat ggc ccc tgc 1584 
His Arg Val Asp Gly Ser Trp Ala Lys Trp Asp Pro Tyr Gly Pro Cys 
515 520 525 

teg cgc aca tgt ggt ggg ggc gtg cag ctg gee agg agg cag tgc ace 1632 
Ser Arg Thr Cys Gly Gly Gly Val Gin Leu Ala Arg Arg Gin Cys Thr 
530 535 540 

aac ccc ace cct gee aac ggg ggc aag tac tgc gag gga gtg agg gtg 1680 
Asn Pro Thr Pro Ala Asn Gly Gly Lys Tyr Cys Glu Gly Val Arg Val 
545 550 555 560 

aaa tac cga tec tgc aat ctg gag ccc tgc ccc age tea gee tec gga 172 8 
Lys Tyr Arg Ser Cys Asn Leu Glu Pro Cys Pro Ser Ser Ala Ser Gly 
565 570 575 

aag age ttc egg gag gag cag tgt gag get ttc aac ggc tac aac cac 1776 
Lys Ser Phe Arg Glu Glu Gin Cys Glu Ala Phe Asn Gly Tyr Asn His 
580 585 590 

age acc aac egg etc act etc gee gtg gca tgg gtg ccc aag tac tec 1824 
Ser Thr Asn Arg Leu Thr Leu Ala Val Ala Trp Val Pro Lys Tyr Ser 
595 600 605 

ggc gtg tct ccc egg gac aag tgc aag etc ate tgc cga gee aat ggc 1872 
Gly Val Ser Pro Arg Asp Lys Cys Lys Leu lie Cys Arg Ala Asn Gly 
610 615 620 

act ggc tac ttc tat gtg ctg gca ccc aag gtg gtg gac ggc acg ctg 1920 
Thr Gly Tyr Phe Tyr Val Leu Ala Pro Lys Val Val Asp Gly Thr Leu 
625 630 635 640 

tgc tct cct gac tec acc tec gtc tgt gtc caa ggc aag tgc ate aag 1968 
Cys Ser Pro Asp Ser Thr Ser Val Cys Val Gin Gly Lys Cys lie Lys 
645 650 655 

get ggc tgt gat ggg aac ctg ggc tec aag aag aga ttc gac aag tgt 2016 
Ala Gly Cys Asp Gly Asn Leu Gly Ser Lys Lys Arg Phe Asp Lys Cys 
660 665 670 

ggg gtg tgt ggg gga gac aat aag age tgc aag aag gtg act gga etc 2064 
Gly Val Cys Gly Gly Asp Asn Lys Ser Cys Lys Lys Val Thr Gly Leu 
675 680 685 

ttc acc aag ccc atg cat ggc tac aat ttc gtg gtg gee ate ccc gca 2112 
Phe Thr Lys Pro Met His Gly Tyr Asn Phe Val Val Ala He Pro Ala 
690 695 700 

ggc gee tea age ate gac ate cgc cag cgc ggt tac aaa ggg ctg ate 2160 
Gly Ala Ser Ser He Asp He Arg Gin Arg Gly Tyr Lys Gly Leu He 
705 710 715 720 

ggg gat gac aac tac ctg get ctg aag aac age caa ggc aag tac ctg 2208 
Gly Asp Asp Asn Tyr Leu Ala Leu Lys Asn Ser Gin Gly Lys Tyr Leu 
725 730 735 

etc aac ggg cat ttc gtg gtg teg gcg gtg gag egg gac ctg gtg gtg 2256 
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Leu Asn Gly His Phe Val Val Ser Ala Val Glu Arg Asp Leu Val Val 
740 745 750 



aag ggc agt ctg ctg egg tac age ggc acg ggc aca gcg gtg gag age 2304 
Lys Gly Ser Leu Leu Arg Tyr Ser Gly Thr Gly Thr Ala Val Glu Ser 
755 760 765 

ctg cag get tec egg ccc ate ctg gag ccg ctg ace gtg gag gtc etc 2352 
Leu Gin Ala Ser Arg Pro lie Leu Glu Pro Leu Thr Val Glu Val Leu 
770 775 780 

tec gtg ggg aag atg aca ccg ccc egg gtc cgc tac tec ttc tat ctg 2400 
Ser Val Gly Lys Met Thr Pro Pro Arg Val Arg Tyr Ser Phe Tyr Leu 
785 790 795 800 

ccc aaa gag cct egg gag gac aag tec tct cat ccc aag gac ccc egg 2448 
Pro Lys Glu Pro Arg Glu Asp Lys Ser Ser His Pro Lys Asp Pro Arg 
805 810 815 

gga ccc tct gtc ttg cac aac age gtc etc age etc tec aac cag gtg 2496 
Gly Pro Ser Val Leu His Asn Ser Val Leu Ser Leu Ser Asn Gin Val 
820 825 830 

gag cag ccg gac gac agg ccc cct gca cgc tgg gtg get ggc age tgg 2544 
Glu Gin Pro Asp Asp Arg Pro Pro Ala Arg Trp Val Ala Gly Ser Trp 
835 840 845 

ggg ccg tgc tec gcg age tgc ggc agt ggc ctg cag aag egg gcg gtg 2 592 
Gly Pro Cys Ser Ala Ser Cys Gly Ser Gly Leu Gin Lys Arg Ala Val 
850 855 860 

gac tgc egg ggc tec gee ggg cag cgc acg gtc cct gee tgt gat gca 2 640 
Asp Cys Arg Gly Ser Ala Gly Gin Arg Thr Val Pro Ala Cys Asp Ala 
865 870 875 880 

gee cat egg ccc gtg gag aca caa gee tgc ggg gag ccc tgc ccc ace 2 688 
Ala His Arg Pro Val Glu Thr Gin Ala Cys Gly Glu Pro Cys Pro Thr 
885 890 895 

tgg gag etc age gee tgg tea ccc tgc tec aag age tgc ggc egg gga 2736 
Trp Glu Leu Ser Ala Trp Ser Pro Cys Ser Lys Ser Cys Gly Arg Gly 
900 905 910 

ttt cag agg cgc tea etc aag tgt gtg ggc cac gga ggc egg ctg ctg 2784 
Phe Gin Arg Arg Ser Leu Lys Cys Val Gly His Gly Gly Arg Leu Leu 
915 920 925 

gee egg gac cag tgc aac ttg cac cgc aag ccc cag gag ctg gac ttc 2832 
Ala Arg Asp Gin Cys Asn Leu His Arg Lys Pro Gin Glu Leu Asp Phe 
930 935 940 

tgc gtc ctg agg ccg tgc tga 2 853 

Cys Val Leu Arg Pro Cys * 
945 950 
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Met 


Leu 


Leu 


Leu 


Gly 


He 


Leu 


Thr 


Leu 


Ala 


Phe 


Ala 


Gly 


Arg 


Thr 


Ala 


1 








5 










10 










15 




Gly 


Gly 


Ser 


Glu 


Pro 


Glu 


Arg 


Glu 


Val 


Val 


Val 


Pro 


He 


Arg 


Leu 


Asp 








20 










25 










30 






Pro 


Asp 


He 


Asn 


Gly 


Arg 


Arg 


Tyr 


Tyr 


Trp 


Arg 


Gly 


Pro 


Glu 


Asp 


Ser 






35 










40 










45 








Gly 


Asp 


Gin 


Gly 


Leu 


He 


Phe 


Gin 


He 


Thr 


Ala 


Phe 


Gin 


Glu 


Asp 


Phe 




50 










55 










60 










Tyr 


Leu 


His 


Leu 


Thr 


Pro 


Asp 


Ala 


Gin 


Phe 


Leu 


Ala 


Pro 


Ala 


Phe 


Ser 


65 










70 










75 










80 


Thr 


Glu 


His 


Leu 


Gly 


Val 


Pro 


Leu 


Gin 


Gly 


Leu 


Thr 


Gly 


Gly 


Ser 


Ser 










85 










90 










95 




Asp 


Leu 


Arg 


Arg 


Cys 


Phe 


Tyr 


Ser 


Gly 


Asp 


Val 


Asn 


Ala 


Glu 


Pro 


Asp 








100 










105 










110 






Ser 


Phe 


Ala 


Ala 


Val 


Ser 


Leu 


Cys 


Gly 


Gly 


Leu 


Arg 


Gly 


Ala 


Phe 


Gly 






115 










120 










125 








Tyr 


Arg 


Gly 


Ala 


Glu 


Tyr 


Val 


He 


Ser 


Pro 


Leu 


Pro 


Asn 


Ala 


Ser 


Ala 




130 










135 










140 










Pro 


Ala 


Ala 


Gin 


Arg 


Asn 


Ser 


Gin 


Gly 


Ala 


His 


Leu 


Leu 


Gin 


Arg 


Arg 


145 










150 










155 










160 


Gly 


Val 


Pro 


Gly 


Gly 


Pro 


Ser 


Gly 


Asp 


Pro 


Thr 


Ser 


Arg 


Cys 


Gly 


Val 










165 










170 










175 




Ala 


Ser 


Gly 


Trp 


Asn 


Pro 


Ala 


He 


Leu 


Arg 


Ala 


Leu 


Asp 


Pro 


Tyr 


Lys 








180 










185 










190 






Pro 


Arg 


Arg 


Ala 


Gly 


Phe 


Gly 


Glu 


Ser 


Arg 


Ser 


Arg Arg 


Arg 


Ser 


Gly 






195 










200 










205 








Arg 


Ala 


Lys 


Arg 


Phe 


Val 


Ser 


He 


Pro 


Arg 


Tyr 


Val 


Glu 


Thr 


Leu 


Val 




210 










215 










220 










Val 


Ala 


Asp 


Glu 


Ser 


Met 


Val 


Lys 


Phe 


His 


Gly Ala 


Asp 


Leu 


Glu 


His 


225 










230 










235 










240 


Tyr 


Leu 


Leu 


Thr 


Leu 


Leu 


Ala 


Thr 


Ala 


Ala 


Arg 


Leu 


Tyr 


Arg 


His 


Pro 










245 










250 










255 




Ser 


He 


Leu 


Asn 


Pro 


He 


Asn 


He 


Val 


Val 


Val 


Lys 


Val 


Leu 


Leu 


Leu 








260 










265 










270 






Arg 


Asp 


Arg 


Asp 


Ser 


Gly 


Pro 


Lys 


Val 


Thr 


Gly Asn Ala 


Ala 


Leu 


Thr 






275 










280 










285 








Leu 


Arg 


Asn 


Phe 


Cys 


Ala 


Trp 


Gin 


Lys 


Lys 


Leu 


Asn 


Lys 


Val 


Ser 


Asp 




290 










295 










300 










Lys 


His 


Pro 


Glu 


Tyr 


Trp 


Asp 


Thr 


Ala 


He 


Leu 


Phe 


Thr 


Arg 


Gin 


Asp 


305 










310 










315 










320 


Leu 


Cys 


Gly 


Ala 


Thr 


Thr 


Cys 


Asp 


Thr 


Leu 


Gly Met 


Ala 


Asp 


Val 


Gly 










325 










330 










335 




Thr 


Met 


Cys 


Asp 


Pro 


Lys 


Arg 


Ser 


Cys 


Ser 


Val 


He 


Glu 


Asp 


Asp 


Gly 








340 










345 










350 






Leu 


Pro 


Ser 


Ala 


Phe 


Thr 


Thr 


Ala 


His 


Glu 


Leu 


Gly His 


Val 


Phe 


Asn 






355 










360 










365 








Met 


Pro 


His 


Asp 


Asn 


Val 


Lys 


Val 


Cys 


Glu 


Glu 


Val 


Phe 


Gly 


Lys 


Leu 




370 










375 










380 










Arg 


Ala 


Asn 


His 


Met 


Met 


Ser 


Pro 


Thr 


Leu 


He 


Gin 


He 


Asp 


Arg 


Ala 


385 










390 










395 










400 


Asn 


Pro 


Trp 


Ser 


Ala 


Cys 


Ser 


Ala 


Ala 


He 


He 


Thr 


Asp 


Phe 


Leu 


Asp 










405 










410 










415 




Ser 


Gly 


His 


Gly 


Asp 


Cys 


Leu 


Leu 


Asp 


Gin 


Pro 


Ser 


Lys 


Pro 


He 


Ser 








420 










425 










430 






Leu 


Pro 


Glu 


Asp 


Leu 


Pro 


Gly 


Ala 


Ser 


Tyr 


Thr 


Leu 


Ser 


Gin 


Gin 


Cys 






435 










440 










445 








Glu 


Leu 


Ala 


Phe 


Gly 


Val 


Gly 


Ser 


Lys 


Pro 


Cys 


Pro 


Tyr 


Met 


Gin 


Tyr 




450 










455 










460 










Cys 


Thr 


Lys 


Leu 


Trp 


Cys 


Thr 


Gly 


Lys 


Ala 


Lys 


Gly Gin 


Met 


Val 


Cys 


465 










470 










475 










480 


Gin 


Thr 


Arg 


His 


Phe 


Pro 


Trp 


Ala 


Asp 


Gly 


Thr 


Ser 


Cys 


Gly 


Glu 


Gly 










485 










490 










495 
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Lys 


Leu 


Cys 


Leu 


Lys 


Gly 


Ala 


Cys 








500 










His 


Arg 


Val 


Asp 


Gly 


Ser 


Trp 


Ala 






515 










520 


Ser 


Arg 


Thr 


Cys 


Gly 


Gly 


Gly 


Val 




530 










535 




Asn 


Pro 


Thr 


Pro 


Ala 


Asn 


Gly 


Gly 


545 










550 






Lys 


Tyr 


Arg 


Ser 


Cys 


Asn 


Leu 


Glu 










565 








Lys 


Ser 


Phe 


Arg 


Glu 


Glu 


Gin 


Cys 








580 










Ser 


Thr 


Asn 


Arg 


Leu 


Thr 


Leu 


Ala 






595 










600 


Gly Val 


Ser 


Pro 


Arg 


Asp 


Lys 


Cys 




610 










615 




Thr 


Gly 


Tyr 


Phe 


Tyr 


Val 


Leu 


Ala 


625 










630 






Cys 


Ser 


Pro 


Asp 


Ser 


Thr 


Ser 


Val 










645 








Ala 


Gly 


Cys 


Asp 


Gly Asn 


Leu 


Gly 








660 










Gly Val 


Cys 


Gly Gly Asp 


Asn 


Lys 






675 










680 


Phe 


Thr 


Lys 


Pro 


Met 


His 


Gly 


Tyr 




690 










695 




Gly 


Ala 


Ser 


Ser 


lie 


Asp 


He 


Arg 


705 










710 






Gly Asp 


Asp 


Asn 


Tvr 


Leu 


Ala 


Leu 










TOR 
/ J 








Leu 


Asn 


Gly 


His 


Phe 


Val 


Val 


Ser 








740 










Lys 


Gly 


Ser 


Leu 


Leu 


Arg 


Tyr 


Ser 






755 










760 


Leu 


Gin 


Ala 


Ser 


Arg 


Pro 


He 


Leu 




770 










775 




Ser 


Val 


Gly 


Lys 


Met 


Thr 


Pro 


Pro 


785 










790 






Pro 


Lys 


Glu 


Pro 


Arg 


Glu 


Asp 


Lys 










805 








Gly 


Pro 


Ser 


Val 


Leu 


His 


Asn 


Ser 








820 










Glu 


Gin 


Pro 


Asp 


Asp 


Arg 


Pro 


Pro 






835 










840 


Gly 


Pro 


Cys 


Ser 


Ala 


Ser 


Cys 


Gly 




850 










855 




Asp 


Cys 


Arg 


Gly 


Ser 


Ala 


Gly 


Gin 


865 










870 






Ala 


His 


Arg 


Pro 


Val 


Glu 


Thr 


Gin 










885 








Trp 


Glu 


Leu 


Ser 


Ala 


Trp 


Ser 


Pro 








900 










Phe 


Gin 


Arg 


Arg 


Ser 


Leu 


Lys 


Cys 






915 










920 


Ala 


Arg 


Asp 


Gin 


Cys 


Asn 


Leu 


His 




930 










935 




Cys 


Val 


Leu 


Arg 


Pro 


Cys 






945 










950 
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Val 


Glu 


Arg 


His 


Asn 


Leu 


Asn 


Lys 


505 










510 






Lys 


Trp 


Asp 


Pro 


Tyr 


Gly 


Pro 


Cys 










525 








Gin 


Leu 


Ala 


Arg 


Arg 


Gin 


Cys 


Thr 








540 










Lys 


Tyr 


Cys 


Glu 


Gly 


Val 


Arg 


Val 






555 










560 


Pro 


Cys 


Pro 


Ser 


Ser 


Ala 


Ser 


Gly 




570 










575 




Glu 


Ala 


Phe 


Asn 


Gly 


Tyr 


Asn 


His 


585 










590 






Val 


Ala 


Trp 


Val 


Pro 


Lys 


Tyr 


Ser 










605 








Lys 


Leu 


He 


Cys 


Arg 


Ala 


Asn 


Gly 








620 










Pro 


Lys 


Val 


Val 


Asp 


Gly 


Thr 


Leu 






635 










640 


Cys 


Val 


Gin 


Gly 


Lys 


Cys 


He 


Lys 




650 










655 




Ser 


Lys 


Lys 


Arg 


Phe 


Asp 


Lys 


Cys 


665 










670 






Ser 


Cys 


Lys 


Lys 


Val 


Thr 


Gly 


Leu 










685 








Asn 


Phe 


Val 


Val 


Ala 


He 


Pro 


Ala 








700 










Gin 


Arg 


Gly 


Tyr 


Lys 


Gly 


Leu 


He 






715 










720 


Lys 


Asn 


Ser 


Gin 


Gly 


Lys 


Tyr 


Leu 




730 










735 




Ala 


Val 


Glu 


Arg 


Asp 


Leu 


Val 


Val 


745 










750 






Gly 


Thr 


Gly 


Thr 


Ala 


Val 


Glu 


Ser 










765 








Glu 


Pro 


Leu 


Thr 


Val 


Glu 


Val 


Leu 








780 










Arg 


Val 


Arg 


Tyr 


Ser 


Phe 


Tyr 


Leu 






795 










800 


Ser 


Ser 


His 


Pro 


Lys 


Asp 


Pro 


Arg 




810 










815 




Val 


Leu 


Ser 


Leu 


Ser 


Asn 


Gin 


Val 


825 










830 






Ala 


Arg 


Trp 


Val 


Ala 


Gly 


Ser 


Trp 










845 








Ser 


Gly 


Leu 


Gin 


Lys 


Arg 


Ala 


Val 








860 










Arg 


Thr 


Val 


Pro 


Ala 


Cys 


Asp 


Ala 






875 










880 


Ala 


Cys 


Gly 


Glu 


Pro 


Cys 


Pro 


Thr 




890 










895 




Cys 


Ser 


Lys 


Ser 


Cys 


Gly 


Arg 


Gly 


905 










910 






Val 


Gly 


His 


Gly 


Gly 


Arg 


Leu 


Leu 










925 








Arg 


Lys 


Pro 


Gin 


Glu 


Leu 


Asp 


Phe 



940 



134 



<212> DNA 

<213> Homo Sapiens 



<220> 
<221> CDS 

<222> (110) . . . (1906) 
<400> 57 

cgaacttggg gggagtgcac agaagaactt cgggagcgca cgcgggacca gggaccaggc 60 
tgagactcgg ggcgccagtc cgggcagggg cagcgggagc cggccggag atg ccc tgt 118 

Met Pro Cys 
1 

ate caa gec caa tat ggg aca cca gca ccg agt ccg gga ccc cgt gac 16 6 
lie Gin Ala Gin Tyr Gly Thr Pro Ala Pro Ser Pro Gly Pro Arg Asp 
5 10 15 

cac ctg gca age gac ccc ctg acc cct gag ttc ate aag ccc ace atg 214 
His Leu Ala Ser Asp Pro Leu Thr Pro Glu Phe lie Lys Pro Thr Met 
20 25 30 35 

gac ctg gee age ccc gag gca gec ccc get gee ccc act gee ctg ccc 262 
Asp Leu Ala Ser Pro Glu Ala Ala Pro Ala Ala Pro Thr Ala Leu Pro 
40 45 50 

age ttc age acc ttc atg gac ggc tac aca gga gag ttt gac acc ttc 310 
Ser Phe Ser Thr Phe Met Asp Gly Tyr Thr Gly Glu Phe Asp Thr Phe 
55 60 65 

etc tac cag ctg cca gga aca gtc cag cca tgc tec tea gee tec tec 358 
Leu Tyr Gin Leu Pro Gly Thr Val Gin Pro Cys Ser Ser Ala Ser Ser 
70 75 80 

teg gec tec tec aca tec teg tec tea gec acc tec cct gee tct get 406 
Ser Ala Ser Ser Thr Ser Ser Ser Ser Ala Thr Ser Pro Ala Ser Ala 
85 90 95 

tec ttc aag ttc gag gac ttc cag gtg tac ggc tgc tac ccc ggc ccc 454 
Ser Phe Lys Phe Glu Asp Phe Gin Val Tyr Gly Cys Tyr Pro Gly Pro 
100 105 110 115 

ctg age ggc cca gtg gat gag gee ctg tec tec agt ggc tct gac tac 502 
Leu Ser Gly Pro Val Asp Glu Ala Leu Ser Ser Ser Gly Ser Asp Tyr 
120 125 130 

tat ggc age ccc tgc teg gee ccg teg ccc tec acg ccc age ttc cag 550 
Tyr Gly Ser Pro Cys Ser Ala Pro Ser Pro Ser Thr Pro Ser Phe Gin 
135 140 145 

ccg ccc cag etc tct ccc tgg gat ggc tec ttc ggc cac ttc teg ccc 598 
Pro Pro Gin Leu Ser Pro Trp Asp Gly Ser Phe Gly His Phe Ser Pro 
150 155 160 

age cag act tac gaa ggc ctg egg gca tgg aca gag cag ctg ccc aaa 646 
Ser Gin Thr Tyr Glu Gly Leu Arg Ala Trp Thr Glu Gin Leu Pro Lys 
165 170 175 

gee tct ggg ccc cca cag cct cca gee ttc ttt tec ttc agt cct ccc 694 
Ala Ser Gly Pro Pro Gin Pro Pro Ala Phe Phe Ser Phe Ser Pro Pro 
180 185 190 195 

acc ggc ccc age ccc age ctg gee cag age ccc ctg aag ttg ttc ccc 742 



135 



Thr Gly Pro Ser Pro Ser Leu Ala Gin Ser Pro Leu Lys Leu Phe Pro 
200 205 210 



tea cag gec acc cac cag ctg ggg gag gga gag age tat tec atg cct 790 
Ser Gin Ala Thr His Gin Leu Gly Glu Gly Glu Ser Tyr Ser Met Pro 
215 220 225 

acg gee ttc cca ggt ttg gca ccc act tct cca cac ctt gag ggc teg 838 
Thr Ala Phe Pro Gly Leu Ala Pro Thr Ser Pro His Leu Glu Gly Ser 
230 235 240 

ggg ata ctg gat aca ccc gtg acc tea acc aag gee egg age ggg gee 886 
Gly lie Leu Asp Thr Pro Val Thr Ser Thr Lys Ala Arg Ser Gly Ala 
245 250 255 

cca ggt gga agt gaa ggc cgc tgt get gtg tgt ggg gac aac get tea 934 
Pro Gly Gly Ser Glu Gly Arg Cys Ala Val Cys Gly Asp Asn Ala Ser 
260 265 270 275 

tgc cag cat tat ggt gtc cgc aca tgt gag ggc tgc aag ggc ttc ttc 982 
Cys Gin His Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe 
280 285 290 

aag cgc aca gtg cag aaa aac gee aag tac ate tgc ctg get aac aag 1030 
Lys Arg Thr Val Gin Lys Asn Ala Lys Tyr lie Cys Leu Ala Asn Lys 
295 300 305 

gac tgc cct gtg gac aag agg egg cga aac cgc tgc cag ttc tgc cgc 1078 
Asp Cys Pro Val Asp Lys Arg Arg Arg Asn Arg Cys Gin Phe Cys Arg 
310 315 320 

ttc cag aag tgc ctg gcg gtg ggc atg gtg aag gaa gtt gtc cga aca 112 6 
Phe Gin Lys Cys Leu Ala Val Gly Met Val Lys Glu Val Val Arg Thr 
325 330 335 

gac age ctg aag ggg egg egg ggc egg eta cct tea aaa ccc aag cag 1174 
Asp Ser Leu Lys Gly Arg Arg Gly Arg Leu Pro Ser Lys Pro Lys Gin 
340 345 350 355 

ccc cca gat gee tec cct gee aat etc etc act tec ctg gtc cgt gca 1222 
Pro Pro Asp Ala Ser Pro Ala Asn Leu Leu Thr Ser Leu Val Arg Ala 
360 365 370 

cac ctg gac tea ggg ccc age act gee aaa ctg gac tac tec aag ttc 1270 
His Leu Asp Ser Gly Pro Ser Thr Ala Lys Leu Asp Tyr Ser Lys Phe 
375 380 385 

cag gag ctg gtg ctg ccc cac ttt ggg aag gaa gat get ggg gat gta 1318 
Gin Glu Leu Val Leu Pro His Phe Gly Lys Glu Asp Ala Gly Asp Val 
390 395 400 

cag cag ttc tac gac ctg etc tec ggt tct ctg gag gtc ate cgc aag 1366 
Gin Gin Phe Tyr Asp Leu Leu Ser Gly Ser Leu Glu Val lie Arg Lys 
405 410 415 

tgg gcg gag aag ate cct ggc ttt get gag ctg tea ccg get gac cag 1414 
Trp Ala Glu Lys lie Pro Gly Phe Ala Glu Leu Ser Pro Ala Asp Gin 
420 425 430 435 

gac ctg ttg ctg gag teg gee ttc ctg gag etc ttc ate etc cgc ctg 1462 
Asp Leu Leu Leu Glu Ser Ala Phe Leu Glu Leu Phe lie Leu Arg Leu 
440 445 450 



136 



gcg tac agg tct aag cca ggc gag ggc aag etc ate ttc tgc tea ggc 1510 
Ala Tyr Arg Ser Lys Pro Gly Glu Gly Lys Leu lie Phe Cys Ser Gly 
455 460 465 



ctg gtg eta cac egg ctg cag tgt gee cgt ggc ttc ggg gac tgg att 1558 
Leu Val Leu His Arg Leu Gin Cys Ala Arg Gly Phe Gly Asp Trp lie 
470 475 480 

gac agt ate ctg gee ttc tea agg tec ctg cac age ttg ctt gtc gat 1606 
Asp Ser lie Leu Ala Phe Ser Arg Ser Leu His Ser Leu Leu Val Asp 
485 490 495 

gtc cct gee ttc gee tgc etc tct gee ctt gtc etc ate acc gac egg 1654 
Val Pro Ala Phe Ala Cys Leu Ser Ala Leu Val Leu lie Thr Asp Arg 
500 505 510 515 

cat ggg ctg cag gag ccg egg egg gtg gag gag ctg cag aac cgc ate 1702 
His Gly Leu Gin Glu Pro Arg Arg Val Glu Glu Leu Gin Asn Arg lie 
520 525 530 

gee age tgc ctg aag gag cac gtg gca get gtg gcg ggc gag ccc cag 1750 
Ala Ser Cys Leu Lys Glu His Val Ala Ala Val Ala Gly Glu Pro Gin 
535 540 545 

cca gee age tgc ctg tea cgt ctg ttg ggc aaa ctg ccc gag ctg egg 1798 
Pro Ala Ser Cys Leu Ser Arg Leu Leu Gly Lys Leu Pro Glu Leu Arg 
550 555 560 

acc ctg tgc acc cag ggc ctg cag cgc ate ttc tac etc aag ctg gag 1846 
Thr Leu Cys Thr Gin Gly Leu Gin Arg lie Phe Tyr Leu Lys Leu Glu 
565 570 575 

gac ttg gtg ccc cct cca ccc ate att gac aag ate ttc atg gac acg 1894 
Asp Leu Val Pro Pro Pro Pro lie lie Asp Lys lie Phe Met Asp Thr 
580 585 590 595 

ctg ccc ttc tga cccctgcctg cctgggaaca cgtgtgcaca tgcgcactct 1946 
Leu Pro Phe * 



ctcatatgcc 
ttagctgcag 
aaggcccttg 
cccgcctggc 
cgtgctgtaa 
cgggctggga 
ggctctctct 
aagacaaatg 
gacttttctg 



accccatgtg 
aacagaggga 
ggggaggggg 
caccggcctt 
ataageccag 
ggaagggatg 
tcctaccctc 
acagattctg 
attaatatat 



cctttagtcc 
cctgctcacc 
atgecttcat 
tatgtttttt 
tactgctgta 
ggccccggcc 
cttccacatg 
accatttata 
ttaatatatt 



acggacccca 
tgeccaaagg 
gggggtgacc 
gtaagataaa 
aatacaggaa 
ttcctgggca 
tacatgtaca 
tttgtgtatt 
gaataaaaaa 



gagcaccccc 
ggatgaaggg 
cacgatgtgt 
ccgtttttaa 
gaaagagctt 
gcctttccag 
taaactgtca 
ttccaggatt 
tagacatgta 



aagcctgggc 
agggaggctc 
tcttatcccc 
cacatagcgc 
gaggtgggag 
cctcctgctg 
ctctaggaag 
tatagtatgt 
gttgg 



2006 
2066 
2126 
2186 
2246 
2306 
2366 
2426 
2481 



<210> 58 

<211> 598 

<212> PRT 

<213> Homo Sapiens 



<400> 58 

Met Pro Cys lie Gin Ala Gin Tyr Gly Thr Pro Ala Pro Ser Pro Gly 

15 10 15 

Pro Arg Asp His Leu Ala Ser Asp Pro Leu Thr Pro Glu Phe lie Lys 

20 25 30 

Pro Thr Met Asp Leu Ala Ser Pro Glu Ala Ala Pro Ala Ala Pro Thr 
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35 










40 










45 








Ala 


Leu 


Pro 


Ser 


Phe 


Ser 


Thr 


Phe 


Met 


Asp 


Gly 


Tyr 


Thr 


Gly 


Glu 


Phe 




50 










55 










60 










Asp 


Thr 


Phe 


Leu 


Tyr 


Gin 


Leu 


Pro 


Gly 


Thr 


Val 


Gin 


Pro 


Cys 


Ser 


Ser 


65 










70 










75 










80 


Ala 


Ser 


Ser 


Ser 


Ala 


Ser 


Ser 


Thr 


Ser 


Ser 


Ser 


Ser 


Ala 


Thr 


Ser 


Pro 










85 










90 










95 




Ala 


Ser 


Ala 


Ser 


Phe 


Lys 


Phe 


Glu 


Asp 


Phe 


Gin 


Val 


Tyr 


Gly 


Cys 


Tyr 








100 










105 










110 






Pro 


Gly 


Pro 


Leu 


Ser 


Gly 


Pro 


Val 


Asp 


Glu 


Ala 


Leu 


Ser 


Ser 


Ser 


Gly 






115 










120 










125 








Ser 


Asp 


Tyr 


Tyr 


Gly 


Ser 


Pro 


Cys 


Ser 


Ala 


Pro 


Ser 


Pro 


Ser 


Thr 


Pro 




130 










135 










140 










Ser 


Phe 


Gin 


Pro 


Pro 


Gin 


Leu 


Ser 


Pro 


Trp 


Asp 


Gly 


Ser 


Phe 


Gly 


His 


145 










150 










155 










160 


Phe 


Ser 


Pro 


Ser 


Gin 


Thr 


Tyr 


Glu 


Gly 


Leu 


Arg 


Ala 


Trp 


Thr 


Glu 


Gin 










165 










170 










175 




Leu 


Pro 


Lys 


Ala 


Ser 


Gly 


Pro 


Pro 


Gin 


Pro 


Pro 


Ala 


Phe 


Phe 


Ser 


Phe 








180 










185 










190 






Ser 


Pro 


Pro 


Thr 


Gly 


Pro 


Ser 


Pro 


Ser 


Leu 


Ala 


Gin 


Ser 


Pro 


Leu 


Lys 






195 










200 










205 








Leu 


Phe 


Pro 


Ser 


Gin 


Ala 


Thr 


His 


Gin 


Leu 


Gly 


Glu 


Gly 


Glu 


Ser 


Tyr 




210 










215 










220 










Ser 


Met 


Pro 


Thr 


Ala 


Phe 


Pro 


Gly 


Leu 


Ala 


Pro 


Thr 


Ser 


Pro 


His 


Leu 


225 










230 










235 










240 


Glu 


Gly 


Ser 


Gly 


He 


Leu 


Asp 


Thr 


Pro 


Val 


Thr 


Ser 


Thr 


Lys 


Ala 


Arg 










245 










250 










255 




Ser 


Gly 


Ala 


Pro 


Gly 


Gly 


Ser 


Glu 


Gly 


Arg 


Cys 


Ala 


Val 


Cys 


Gly 


Asp 








260 










265 










270 






Asn 


Ala 


Ser 


Cys 


Gin 


His 


Tyr 


Gly 


Val 


Arg 


Thr 


Cys 


Glu 


Gly 


Cys 


Lys 






275 










280 










285 








Gly 


Phe 


Phe 


Lys 


Arg 


Thr 


Val 


Gin 


Lys 


Asn 


Ala 


Lys 


Tyr 


He 


Cys 


Leu 




290 










295 










300 










Ala 


Asn 


Lys 


Asp 


Cys 


Pro 


Val 


Asp 


Lys 


Arg 


Arg 


Arg 


Asn 


Arg 


Cys 


Gin 


305 










310 










315 










320 


Phe 


Cys 


Arg 


Phe 


Gin 


Lys 


Cys 


Leu 


Ala 


Val 


Gly 


Met 


Val 


Lys 


Glu 


Val 










325 










330 










335 




Val 


Arg 


Thr 


Asp 


Ser 


Leu 


Lys 


Gly 


Arg 


Arg 


Gly 


Arg 


Leu 


Pro 


Ser 


Lys 








340 










345 










350 






Pro 


Lys 


Gin 


Pro 


Pro 


Asp 


Ala 


Ser 


Pro 


Ala 


Asn 


Leu 


Leu 


Thr 


Ser 


Leu 






355 










360 










365 








Val 


Arg 


Ala 


His 


Leu 


Asp 


Ser 


Gly 


Pro 


Ser 


Thr 


Ala 


Lys 


Leu 


Asp 


Tyr 




370 










375 










380 










Ser 


Lys 


Phe 


Gin 


Glu 


Leu 


Val 


Leu 


Pro 


His 


Phe 


Gly 


Lys 


Glu 


Asp 


Ala 


385 










390 










395 










400 


Gly 


Asp 


Val 


Gin 


Gin 


Phe 


Tyr 


Asp 


Leu 


Leu 


Ser 


Gly 


Ser 


Leu 


Glu 


Val 










405 










410 










415 




He 


Arg 


Lys 


Trp 


Ala 


Glu 


Lys 


He 


Pro 


Gly 


Phe 


Ala 


Glu 


Leu 


Ser 


Pro 








420 










425 










430 






Ala 


Asp 


Gin 


Asp 


Leu 


Leu 


Leu 


Glu 


Ser 


Ala 


Phe 


Leu 


Glu 


Leu 


Phe 


He 






435 










440 










445 








Leu 


Arg 


Leu 


Ala 


Tyr 


Arg 


Ser 


Lys 


Pro 


Gly 


Glu 


Gly 


Lys 


Leu 


He 


Phe 




450 










455 










460 










Cys 


Ser 


Gly 


Leu 


Val 


Leu 


His 


Arg 


Leu 


Gin 


Cys 


Ala 


Arg 


Gly 


Phe 


Gly 


465 










470 










475 










480 


Asp 


Trp 


He 


Asp 


Ser 


He 


Leu 


Ala 


Phe 


Ser 


Arg 


Ser 


Leu 


His 


Ser 


Leu 










485 










490 










495 




Leu 


Val 


Asp 


Val 


Pro 


Ala 


Phe 


Ala 


Cys 


Leu 


Ser 


Ala 


Leu 


Val 


Leu 


lie 








500 










505 










510 






Thr 


Asp 


Arg 


His 


Gly 


Leu 


Gin 


Glu 


Pro 


Arg 


Arg 


Val 


Glu 


Glu 


Leu 


Gin 






515 










520 










525 








Asn 


Arg 


He 


Ala 


Ser 


Cys 


Leu 


Lys 


Glu 


His 


Val 


Ala 


Ala 


Val 


Ala 


Gly 
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530 

Glu Pro Gin Pro Ala 
545 

Glu Leu Arg Thr Leu 
565 

Lys Leu Glu Asp Leu 
580 

Met Asp Thr Leu Pro 
595 



535 

Ser Cys Leu Ser Arg Leu 
550 555 
Cys Thr Gin Gly Leu Gin 
570 

Val Pro Pro Pro Pro lie 
585 

Phe 



540 

Leu Gly Lys Leu Pro 
560 

Arg lie Phe Tyr Leu 
575 

lie Asp Lys lie Phe 
590 



<210> 59 

<211> 1071 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (106) . . . (918) 



<400> 59 

tcgggccaga attcggcacg aggcggcacg agggcgacgg cctcacgggg ctttggaggt 60 
gaaagaggcc cagagtagag agagagagag accgacgtac acggg atg get acg gga 117 

Met Ala Thr Gly 
1 



acg cgc tat gec ggg aag gtg gtg gtc gtg acc ggg ggc ggg cgc ggc 165 
Thr Arg Tyr Ala Gly Lys Val Val Val Val Thr Gly Gly Gly Arg Gly 
5 10 15 20 



ate gga get ggg ate gtg cgc gee ttc gtg aac age ggg gee cga gtg 213 
lie Gly Ala Gly lie Val Arg Ala Phe Val Asn Ser Gly Ala Arg Val 
25 30 35 

gtt ate tgc gac aag gat gag tct ggg ggc egg gee ctg gag cag gag 261 
Val lie Cys Asp Lys Asp Glu Ser Gly Gly Arg Ala Leu Glu Gin Glu 
40 45 50 

etc cct gga get gtc ttt ate etc tgt gat gtg act cag gaa gat gat 309 
Leu Pro Gly Ala Val Phe lie Leu Cys Asp Val Thr Gin Glu Asp Asp 
55 60 65 

gtg aag acc ctg gtt tct gag acc ate cgc cga ttt ggc cgc ctg gat 357 
Val Lys Thr Leu Val Ser Glu Thr lie Arg Arg Phe Gly Arg Leu Asp 
70 75 80 

tgt gtt gtc aac aac get ggc cac cac cca ccc cca cag agg cct gag 405 
Cys Val Val Asn Asn Ala Gly His His Pro Pro Pro Gin Arg Pro Glu 
85 90 95 100 

gag acc tct gee cag gga ttc cgc cag ctg ctg gag ctg aac eta ctg 453 
Glu Thr Ser Ala Gin Gly Phe Arg Gin Leu Leu Glu Leu Asn Leu Leu 
105 110 115 

ggg acg tac acc ttg acc aag etc gee etc ccc tac ctg egg aag agt 501 
Gly Thr Tyr Thr Leu Thr Lys Leu Ala Leu Pro Tyr Leu Arg Lys Ser 
120 125 130 

caa ggg aat gtc ate aac ate tec age ctg gtg ggg gca ate ggc cag 549 
Gin Gly Asn Val lie Asn lie Ser Ser Leu Val Gly Ala lie Gly Gin 
135 140 145 



139 



gcc cag gca gtt ccc tat gtg gcc acc aag ggg gca gta aca gcc atg 597 
Ala Gin Ala Val Pro Tyr Val Ala Thr Lys Gly Ala Val Thr Ala Met 
150 155 160 

acc aaa get ttg gcc ctg gat gaa agt cca tat ggt gtc cga gtc aac 645 
Thr Lys Ala Leu Ala Leu Asp Glu Ser Pro Tyr Gly Val Arg Val Asn 
165 170 175 180 

tgt ate tec cca gga aac ate tgg acc ccg ctg tgg gag gag ctg gca 693 
Cys lie Ser Pro Gly Asn lie Trp Thr Pro Leu Trp Glu Glu Leu Ala 
185 190 195 

gcc tta atg cca gac cct agg gcc aca ate cga gag ggc atg ctg gcc 741 
Ala Leu Met Pro Asp Pro Arg Ala Thr lie Arg Glu Gly Met Leu Ala 
200 205 210 

cag cca ctg ggc cgc atg ggc cag ccc get gag gtc ggg get gcg gca 789 
Gin Pro Leu Gly Arg Met Gly Gin Pro Ala Glu Val Gly Ala Ala Ala 
215 220 225 

gtg ttc ctg gcc tec gaa gcc aac ttc tgc acg ggc att gaa ctg etc 837 
Val Phe Leu Ala Ser Glu Ala Asn Phe Cys Thr Gly lie Glu Leu Leu 
230 235 240 

gtg acg ggg ggt gca gag ctg ggg tac ggg tgc aag gcc agt egg age 885 
Val Thr Gly Gly Ala Glu Leu Gly Tyr Gly Cys Lys Ala Ser Arg Ser 
245 250 255 260 

acc ccc gtg gac gcc ccc gat ate cct tec tga tttctctcat ttctacttgg 938 
Thr Pro Val Asp Ala Pro Asp lie Pro Ser * 
265 270 

ggcccccttc ctaggactct cccaccccaa actccaacct gtatcagatg cagcccccaa 998 
gcccttagac tctaagccca gttagcaagg tgeegggtea ccctgcaggt tcccataaaa 1058 
aegatttgea gcc 1071 

<210> 60 
<211> 270 
<212> PRT 

<213> Homo Sapiens 
<400> 60 

Met Ala Thr Gly Thr Arg Tyr Ala Gly Lys Val Val Val Val Thr Gly 

15 10 15 

Gly Gly Arg Gly lie Gly Ala Gly lie Val Arg Ala Phe Val Asn Ser 

20 25 30 

Gly Ala Arg Val Val He Cys Asp Lys Asp Glu Ser Gly Gly Arg Ala 

35 40 45 

Leu Glu Gin Glu Leu Pro Gly Ala Val Phe He Leu Cys Asp Val Thr 

50 55 60 

Gin Glu Asp Asp Val Lys Thr Leu Val Ser Glu Thr He Arg Arg Phe 
65 70 75 80 

Gly Arg Leu Asp Cys Val Val Asn Asn Ala Gly His His Pro Pro Pro 

85 90 95 

Gin Arg Pro Glu Glu Thr Ser Ala Gin Gly Phe Arg Gin Leu Leu Glu 

100 105 110 

Leu Asn Leu Leu Gly Thr Tyr Thr Leu Thr Lys Leu Ala Leu Pro Tyr 

115 120 125 

Leu Arg Lys Ser Gin Gly Asn Val He Asn He Ser Ser Leu Val Gly 

130 135 140 

Ala He Gly Gin Ala Gin Ala Val Pro Tyr Val Ala Thr Lys Gly Ala 
145 150 155 160 
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Val Thr Ala Met Thr Lys Ala Leu Ala Leu Asp Glu Ser Pro Tyr Gly 

165 170 175 

Val Arg Val Asn Cys lie Ser Pro Gly Asn lie Trp Thr Pro Leu Trp 

180 185 190 

Glu Glu Leu Ala Ala Leu Met Pro Asp Pro Arg Ala Thr lie Arg Glu 

195 200 205 

Gly Met Leu Ala Gin Pro Leu Gly Arg Met Gly Gin Pro Ala Glu Val 

210 215 220 

Gly Ala Ala Ala Val Phe Leu Ala Ser Glu Ala Asn Phe Cys Thr Gly 
225 230 235 240 

lie Glu Leu Leu Val Thr Gly Gly Ala Glu Leu Gly Tyr Gly Cys Lys 

245 250 255 

Ala Ser Arg Ser Thr Pro Val Asp Ala Pro Asp lie Pro Ser 
260 265 270 



<210> 61 

<211> 2156 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (39) . . . (1502) 
<400> 61 

ctcagtcgta aagaggaaag gcagaatttt tccttgct atg get gga aca aac aca 56 

Met Ala Gly Thr Asn Thr 
1 5 

ctt ttg atg ctg gaa aac ttc ata gat gga aaa ttt tta cct tgt age 104 
Leu Leu Met Leu Glu Asn Phe lie Asp Gly Lys Phe Leu Pro Cys Ser 
10 15 20 

tea tat ata gat tct tac gac cca tea aca ggg gaa gtg tat tgc aga 152 
Ser Tyr lie Asp Ser Tyr Asp Pro Ser Thr Gly Glu Val Tyr Cys Arg 
25 30 35 

gtg cca aat agt gga aaa gac gag ate gaa gee gcg gtc aag gee gee 2 00 
Val Pro Asn Ser Gly Lys Asp Glu lie Glu Ala Ala Val Lys Ala Ala 
40 45 50 

aga gaa gee ttt ccc age tgg tea tec cgc age ccc cag gag cgc tea 248 
Arg Glu Ala Phe Pro Ser Trp Ser Ser Arg Ser Pro Gin Glu Arg Ser 
55 60 65 70 

egg gtc ctg aac cag gtg gcg gat ttg ctg gag cag tec ctg gag gag 296 
Arg Val Leu Asn Gin Val Ala Asp Leu Leu Glu Gin Ser Leu Glu Glu 
75 80 85 

ttt gee cag gee gag tct aaa gac caa ggg aaa acc tta gca ctg gca 344 
Phe Ala Gin Ala Glu Ser Lys Asp Gin Gly Lys Thr Leu Ala Leu Ala 
90 95 100 

aga acc atg gac att ccc egg tct gtg cag aac ttc agg ttc ttc get 392 
Arg Thr Met Asp lie Pro Arg Ser Val Gin Asn Phe Arg Phe Phe Ala 
105 110 115 

tec tec age ctg cac cac acg tea gag tgc acg cag atg gac cac ctg 440 
Ser Ser Ser Leu His His Thr Ser Glu Cys Thr Gin Met Asp His Leu 
120 125 130 



141 



ggc tgc atg cac tac acg gtg egg gec ccg gtg gga gtc get ggt ctg 488 
Gly Cys Met His Tyr Thr Val Arg Ala Pro Val Gly Val Ala Gly Leu 
135 140 145 150 

ate age ccc tgg aat ttg cca etc tac ttg ctg acc tgg aag ata get 536 
lie Ser Pro Trp Asn Leu Pro Leu Tyr Leu Leu Thr Trp Lys lie Ala 
155 160 165 

cca gcg atg get gca ggg aac act gtg ata gee aag ccc agt gag ctg 584 
Pro Ala Met Ala Ala Gly Asn Thr Val lie Ala Lys Pro Ser Glu Leu 
170 175 180 

act tea gtg act gcg tgg atg ttg tgc aaa etc ctg gat aaa gca ggt 632 
Thr Ser Val Thr Ala Trp Met Leu Cys Lys Leu Leu Asp Lys Ala Gly 
185 190 195 

gtt cca cca ggt gtg gtc aat att gtg ttt gga acc ggg ccc agg gtg 680 
Val Pro Pro Gly Val Val Asn lie Val Phe Gly Thr Gly Pro Arg Val 
200 205 210 

ggt gag gee ctg gtg tec cac cca gag gtg ccc ctg ate tec ttc acc 728 
Gly Glu Ala Leu Val Ser His Pro Glu Val Pro Leu lie Ser Phe Thr 
215 220 225 230 

ggg age cag ccc acc get gag egg ate acc cag ctg age get ccc cac 776 
Gly Ser Gin Pro Thr Ala Glu Arg lie Thr Gin Leu Ser Ala Pro His 
235 240 245 

tgc aaa aag etc tec ctg gag ctg ggg ggc aag aat cct gee ate ate 824 
Cys Lys Lys Leu Ser Leu Glu Leu Gly Gly Lys Asn Pro Ala lie lie 
250 255 260 

ttt gag gac gee aac ctg gat gag tgc att ccg gca acc gtc agg tec 87 2 
Phe Glu Asp Ala Asn Leu Asp Glu Cys lie Pro Ala Thr Val Arg Ser 
265 270 275 

age ttt gee aac cag ggt gaa ate tgt etc tgt acc age agg ate ttt 92 0 
Ser Phe Ala Asn Gin Gly Glu lie Cys Leu Cys Thr Ser Arg lie Phe 
280 285 290 

gtc cag aag age ate tat agt gaa ttt tta aag aga ttt gta gaa get 968 
Val Gin Lys Ser lie Tyr Ser Glu Phe Leu Lys Arg Phe Val Glu Ala 
295 300 305 310 

acc aga aag tgg aaa gtc ggc att ccc tct gat cca ctg gtg age ata 1016 
Thr Arg Lys Trp Lys Val Gly lie Pro Ser Asp Pro Leu Val Ser lie 
315 320 325 

ggt get ctg ata agt aaa gca cat ttg gag aaa gtc aga agt tac gtc 1064 
Gly Ala Leu lie Ser Lys Ala His Leu Glu Lys Val Arg Ser Tyr Val 
330 335 340 

aag aga get ctt get gaa ggt gee caa att tgg tgc ggt gag gga gtg 1112 
Lys Arg Ala Leu Ala Glu Gly Ala Gin lie Trp Cys Gly Glu Gly Val 
345 350 355 

gat aag ttg age etc cct gee agg aac cag gca ggc tac ttt atg ctt 1160 
Asp Lys Leu Ser Leu Pro Ala Arg Asn Gin Ala Gly Tyr Phe Met Leu 
360 365 370 

ccc acg gtg ata aca gac att aag gat gaa tec tgc tgc atg acg gaa 1208 
Pro Thr Val lie Thr Asp lie Lys Asp Glu Ser Cys Cys Met Thr Glu 
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375 



380 



385 



390 



gag ata ttt ggt cca gtg acg tgt gtc gtc ccc ttt gat agt gaa gag 
Glu lie Phe Gly Pro Val Thr Cys Val Val Pro Phe Asp Ser Glu Glu 
395 400 405 



1256 



gag gtg att gaa aga gcc aac aac gtt aag tat ggg ctg ggg get acc 
Glu Val lie Glu Arg Ala Asn Asn Val Lys Tyr Gly Leu Gly Ala Thr 
410 415 420 



1304 



gtg tgg tec age aat gtg ggg cgc gtc cac egg gtg get aag aag ctg 
Val Trp Ser Ser Asn Val Gly Arg Val His Arg Val Ala Lys Lys Leu 
425 430 435 



1352 



cag tct ggc ttg gtc tgg acc aac tgc tgg etc ate agg gag ctg aac 
Gin Ser Gly Leu Val Trp Thr Asn Cys Trp Leu lie Arg Glu Leu Asn 
440 445 450 



1400 



ctt cct ttc ggg ggg atg aag agt tct gga ata ggt aga gag gga gcc 
Leu Pro Phe Gly Gly Met Lys Ser Ser Gly lie Gly Arg Glu Gly Ala 
455 460 465 470 



1448 



aag gac tct tac gac ttc ttc act gag ate aaa acc ate acc gtt aaa 
Lys Asp Ser Tyr Asp Phe Phe Thr Glu lie Lys Thr lie Thr Val Lys 
475 480 485 



1496 



cac tga tetttgetaa tggtggagcc actatggeca atgcctggct gcaggcatca 
His * 



1552 



gttgttcaat 
gaaggttatc 
tgtctatttt 
tgccagttgt 
tgaactcttg 
gcaatcaggc 
gatcacttga 
ccaaaagttt 
aggctgaggt 
ttccactgca 
aaaa 



gtggtagatg 
tctagcttat 
caatgtggac 
caggctcctc 
ggaatctcca 
acagtgcctc 
gttcaggagt 
aaaaattagc 
gggaggatcg 
tttcagcctg 



aaaatcatgg 
cctcagttct 
teggaaaaaa 
ccaggttatg 
gataatcaga 
atgcctataa 
tcgagatcag 
ttggtgtggt 
cttgagccca 
ggggatacag 



catgaattcc 
tagtaacttt 
agacttataa 
ttttcatagt 
ttatttcatt 
tcccagcact 
cctaggcaac 
gccctctgcc 
ggcggttgag 
tgagaccttg 



agetatgect 
acccactagt 
gtaggaagat 
gtttctttca 
tggtaaattt 
ttgggaggcc 
atggtgaaat 
tatagcccca 
gctgcagtga 
tctttaaaaa 



tgacttggca 
gaagagatac 
agaacaatga 
tcatcttcat 
taaaaaatat 
aaggtgggtg 
cctgtcttta 
gctacttggg 
gecatgatea 
aaaaaaaaaa 



1612 
1672 
1732 
1792 
1852 
1912 
1972 
2032 
2092 
2152 
2156 



<210> 62 
<211> 487 
<212> PRT 

<213> Homo Sapiens 



<400> 62 
Met Ala Gly 
1 

Lys Phe Leu 

Gly Glu Val 
35 

Ala Ala Val 
50 

Ser Pro Gin 
65 

Glu Gin Ser 
Lys Thr Leu 



Thr Asn 
5 

Pro Cys 
20 

Tyr Cys 

Lys Ala 

Glu Arg 

Leu Glu 

85 
Ala Leu 
100 



Thr Leu 
Ser Ser 
Arg Val 



Ala Arg 

55 
Ser Arg 
70 

Glu Phe 



Leu 

Tyr 

Pro 

40 

Glu 



Val 
Ala 
Ala Arg Thr 



Met Leu 

10 
lie Asp 
25 

Asn Ser 

Ala Phe 

Leu Asn 

Gin Ala 
90 

Met Asp 
105 



Glu 

Ser 

Gly 

Pro 

Gin 

75 

Glu 

He 



Asn Phe 

Tyr Asp 

Lys Asp 

45 
Ser Trp 
60 

Val Ala 
Ser Lys 
Pro Arg 



He 

Pro 

30 

Glu 

Ser 

Asp 

Asp 

Ser 
110 



Asp 

15 

Ser 

He 

Ser 

Leu 

Gin 

95 

Val 



Gly 

Thr 

Glu 

Arg 

Leu 

80 

Gly 

Gin 
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Asn 


Phe 


Arg 


Phe 


Phe 


Ala 


Ser 


Ser 


Ser 


Leu 


His 


His 


Thr 


Ser 


Glu 


Cys 






115 










120 










125 








Thr 


Gin 


Met 


Asp 


His 


Leu 


Gly 


Cys 


Met 


His 


Tyr 


Thr 


Val 


Arg 


Ala 


Pro 




130 










135 










140 










Val 


Gly 


Val 


Ala 


Gly 


Leu 


He 


Ser 


Pro 


Trp 


Asn 


Leu 


Pro 


Leu 


Tyr 


Leu 


145 










150 










155 










160 


Leu 


Thr 


Trp 


Lys 


He 


Ala 


Pro 


Ala 


Met 


Ala 


Ala 


Gly 


Asn 


Thr 


Val 


He 










165 










170 










175 




Ala 


Lys 


Pro 


Ser 


Glu 


Leu 


Thr 


Ser 


Val 


Thr 


Ala 


Trp 


Met 


Leu 


Cys 


Lys 








180 










185 










190 






Leu 


Leu 


Asp 


Lys 


Ala 


Gly 


Val 


Pro 


Pro 


Gly 


Val 


Val 


Asn 


He 


Val 


Phe 






195 










200 










205 








Gly 


Thr 


Gly 


Pro 


Arg 


Val 


Gly 


Glu 


Ala 


Leu 


Val 


Ser 


His 


Pro 


Glu 


Val 




210 










215 










220 










Pro 


Leu 


He 


Ser 


Phe 


Thr 


Gly 


Ser 


Gin 


Pro 


Thr 


Ala 


Glu 


Arg 


He 


Thr 


225 










230 










235 










240 


Gin 


Leu 


Ser 


Ala 


Pro 


His 


Cys 


Lys 


Lys 


Leu 


Ser 


Leu 


Glu 


Leu 


Gly 


Gly 










245 










250 










255 




Lys 


Asn 


Pro 


Ala 


He 


He 


Phe 


Glu 


Asp 


Ala 


Asn 


Leu 


Asp 


Glu 


Cys 


He 








260 










265 










270 






Pro 


Ala 


Thr 


Val 


Arg 


Ser 


Ser 


Phe 


Ala 


Asn 


Gin 


Gly 


Glu 


He 


Cys 


Leu 






275 










280 










285 








Cys 


Thr 


Ser 


Arg 


He 


Phe 


Val 


Gin 


Lys 


Ser 


He 


Tyr 


Ser 


Glu 


Phe 


Leu 




290 










295 










300 










Lys 


Arg 


Phe 


Val 


Glu 


Ala 


Thr 


Arg 


Lys 


Trp 


Lys 


Val 


Gly 


He 


Pro 


Ser 


305 










310 










315 










320 


Asp 


Pro 


Leu 


Val 


Ser 


He 


Gly 


Ala 


Leu 


He 


Ser 


Lys 


Ala 


His 


Leu 


Glu 










325 










330 










335 




Lys 


Val 


Arg 


Ser 


Tyr 


Val 


Lys 


Arg 


Ala 


Leu 


Ala 


Glu 


Gly 


Ala 


Gin 


He 








340 










345 










350 






Trp 


Cys 


Gly 


Glu 


Gly 


Val 


Asp 


Lys 


Leu 


Ser 


Leu 


Pro 


Ala 


Arg 


Asn 


Gin 






355 










360 










365 








Ala 


Gly 


Tyr 


Phe 


Met 


Leu 


Pro 


Thr 


Val 


He 


Thr 


Asp 


He 


Lys 


Asp 


Glu 




370 










375 










380 










Ser 


Cys 


Cys 


Met 


Thr 


Glu 


Glu 


He 


Phe 


Gly 


Pro 


Val 


Thr 


Cys 


Val 


Val 


385 










390 










395 










400 


Pro 


Phe 


Asp 


Ser 


Glu 


Glu 


Glu 


Val 


He 


Glu 


Arg 


Ala 


Asn 


Asn 


Val 


Lys 










405 










410 










415 




Tyr 


Gly 


Leu 


Gly 


Ala 


Thr 


Val 


Trp 


Ser 


Ser 


Asn 


Val 


Gly 


Arg 


Val 


His 








420 










425 










430 






Arg 


Val 


Ala 


Lys 


Lys 


Leu 


Gin 


Ser 


Gly 


Leu 


Val 


Trp 


Thr 


Asn 


Cys 


Trp 






435 










440 










445 








Leu 


He 


Arg 


Glu 


Leu 


Asn 


Leu 


Pro 


Phe 


Gly 


Gly 


Met 


Lys 


Ser 


Ser 


Gly 




450 










455 










460 










He 


Gly 


Arg 


Glu 


Gly 


Ala 


Lys 


Asp 


Ser 


Tyr 


Asp 


Phe 


Phe 


Thr 


Glu 


He 


465 










470 










475 










480 


Lys 


Thr 


He 


Thr 


Val 


Lys 


His 





















485 



<210> 63 

<211> 1712 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (168) . . . (1505) 
<400> 63 

tagacaattc tttcagctag tttgagtgac gcactgacca gtgaagcgca gtgaagcagt 60 
gggaaccgga atatccaaag agtggtttga aggagaaaga agcattgtgg ctttatatcc 120 
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tctgggcctg ggtttcctga agtcaccaca catagaggag agagaaa atg get gag 17 6 

Met Ala Glu 
1 

tta aag tac att tct gga ttt ggg aat gag tgt tct tea gag gat cct 224 
Leu Lys Tyr lie Ser Gly Phe Gly Asn Glu Cys Ser Ser Glu Asp Pro 
5 10 15 

cgc tgc cca ggt tec ctg cca gaa gga cag aat aat cct cag gtc tgc 272 
Arg Cys Pro Gly Ser Leu Pro Glu Gly Gin Asn Asn Pro Gin Val Cys 
20 25 30 35 

ccc tac aat etc tat get gag cag etc tea gga teg get ttc act tgt 32 0 
Pro Tyr Asn Leu Tyr Ala Glu Gin Leu Ser Gly Ser Ala Phe Thr Cys 
40 45 50 

cca egg age ace aat aag aga age tgg ctg tat agg att eta cct tea 3 68 
Pro Arg Ser Thr Asn Lys Arg Ser Trp Leu Tyr Arg lie Leu Pro Ser 
55 60 65 

gtt tct cac aag ccc ttt gaa tec att gac gaa ggc cat gtc act cac 416 
Val Ser His Lys Pro Phe Glu Ser lie Asp Glu Gly His Val Thr His 
70 75 80 

aac tgg gat gaa gtt gat cct gat cct aac cag ctt aga tgg aaa cca 464 
Asn Trp Asp Glu Val Asp Pro Asp Pro Asn Gin Leu Arg Trp Lys Pro 
85 90 95 

ttt gag att cca aaa gca tct cag aag aaa gta gac ttt gtg agt ggc 512 
Phe Glu lie Pro Lys Ala Ser Gin Lys Lys Val Asp Phe Val Ser Gly 
100 105 110 115 

ctg cat ace ttg tgt gga get gga gac ata aag tct aac aat ggg ctt 560 
Leu His Thr Leu Cys Gly Ala Gly Asp lie Lys Ser Asn Asn Gly Leu 
120 125 ^ 130 

get ate cac att ttc etc tgc aat acc tec atg gag aac aga tgc ttt 608 
Ala lie His lie Phe Leu Cys Asn Thr Ser Met Glu Asn Arg Cys Phe 
135 140 145 

tac aat tea gat ggg gac ttc ttg att gtt ccg cag aaa ggg aac ctt 656 
Tyr Asn Ser Asp Gly Asp Phe Leu lie Val Pro Gin Lys Gly Asn Leu 
150 155 160 

etc att tac acc gag ttt ggc aag atg ctt gta cag ccc aat gag ate 704 
Leu lie Tyr Thr Glu Phe Gly Lys Met Leu Val Gin Pro Asn Glu lie 
165 170 175 

tgc gtc att cag aga gga atg egg ttc age ata gat gtc ttt gag gag 752 
Cys Val lie Gin Arg Gly Met Arg Phe Ser lie Asp Val Phe Glu Glu 
180 185 190 195 

acc agg ggc tac ate ttg gag gtc tat ggt gtc cac ttt gag tta cct 800 
Thr Arg Gly Tyr lie Leu Glu Val Tyr Gly Val His Phe Glu Leu Pro 
200 205 210 

gac ctt gga cca att ggg gee aat ggc ttg gec aat cct cgt gat ttc 848 
Asp Leu Gly Pro lie Gly Ala Asn Gly Leu Ala Asn Pro Arg Asp Phe 
215 220 225 

ttg ata ccc att gee tgg tat gag gat cgc caa gta cca ggt ggt tac 896 
Leu lie Pro lie Ala Trp Tyr Glu Asp Arg Gin Val Pro Gly Gly Tyr 
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230 235 240 

acg gtc att aat aaa tac cag ggc aag ctg ttt get gec aaa cag gat 944 
Thr Val lie Asn Lys Tyr Gin Gly Lys Leu Phe Ala Ala Lys Gin Asp 
245 250 255 

gtc tec ccg ttc aat gtt gtg gec tgg cac ggg aat tat aca ccc tac 992 
Val Ser Pro Phe Asn Val Val Ala Trp His Gly Asn Tyr Thr Pro Tyr 
260 265 270 275 

aag tac aac ctg aag aat ttc atg gtt ate aac tea gtg gee ttt gac 1040 
Lys Tyr Asn Leu Lys Asn Phe Met Val lie Asn Ser Val Ala Phe Asp 
280 285 290 

cat gca gac cca tec att ttc aca gta ttg act get aag tct gtc cgc 1088 
His Ala Asp Pro Ser lie Phe Thr Val Leu Thr Ala Lys Ser Val Arg 
295 300 305 

cct gga gtg gee att get gat ttt gtc ate ttc cca cct cga tgg ggg 1136 
Pro Gly Val Ala lie Ala Asp Phe Val lie Phe Pro Pro Arg Trp Gly 
310 315 320 

gtt get gat aag ace ttc agg cct cct tat tac cat agg aac tgc atg 1184 
Val Ala Asp Lys Thr Phe Arg Pro Pro Tyr Tyr His Arg Asn Cys Met 
325 330 335 

agt gag ttc atg gga etc ate cga ggt cac tat gag gca aag caa ggt 1232 
Ser Glu Phe Met Gly Leu lie Arg Gly His Tyr Glu Ala Lys Gin Gly 
340 345 350 355 

ggg ttc ctg cca ggg gga ggg agt eta cac age aca atg ace ccc cat 1280 
Gly Phe Leu Pro Gly Gly Gly Ser Leu His Ser Thr Met Thr Pro His 
360 365 370 

gga cct gat get gac tgc ttt gag aag gee age aag gtc aag ctg gca 1328 
Gly Pro Asp Ala Asp Cys Phe Glu Lys Ala Ser Lys Val Lys Leu Ala 
375 380 385 

cct gag agg att gee gat ggc ace atg gca ttt atg ttt gaa tea tct 1376 
Pro Glu Arg He Ala Asp Gly Thr Met Ala Phe Met Phe Glu Ser Ser 
390 395 400 

tta agt ctg gcg gtc aca aag tgg gga etc aag gee tec agg tgt ttg 1424 
Leu Ser Leu Ala Val Thr Lys Trp Gly Leu Lys Ala Ser Arg Cys Leu 
405 410 415 

gat gag aac tac cac aag tgc tgg gag cca etc aag age cac ttc act 1472 
Asp Glu Asn Tyr His Lys Cys Trp Glu Pro Leu Lys Ser His Phe Thr 
420 425 430 435 

ccc aac tec agg aac cca gca gaa cct aat tga gactggaaca ttgetaccat 1525 
Pro Asn Ser Arg Asn Pro Ala Glu Pro Asn * 
440 445 

aattaagagt agatttgtga agatttcttc agaatctcat gctttctggt agtattggag 1585 
gagggggttg gttaaaatga aaattcactt ttcatagtca agtaactcag aacttttatg 1645 
gaaaegcatt tgcaaagttc tatggctgtc accttaatta ctcaataaac ttgctggtgt 1705 
tctgtgg 1712 

<210> 64 
<211> 445 
<212> PRT 
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<213> Homo Sapiens 



<400> 64 



Met 


Ala 


Glu 


Leu 


Lys 


Tyr 


He 


Ser 


Gly 


Phe 


Gly 


Asn 


Glu 


Cys 


Ser 


Ser 


1 








5 










10 










15 




Glu 


Asp 


Pro 


Arg 


Cys 


Pro 


Gly 


Ser 


Leu 


Pro 


Glu 


Gly 


Gin 


Asn 


Asn 


Pro 








20 










25 










30 






Gin 


Val 


Cys 


Pro 


Tyr 


Asn 


Leu 


Tyr 


Ala 


Glu 


Gin 


Leu 


Ser 


Gly 


Ser 


Ala 






35 










40 










45 








Phe 


Thr 


Cys 


Pro 


Arg 


Ser 


Thr 


Asn 


Lys 


Arg 


Ser 


Trp 


Leu 


Tyr 


Arg 


He 




50 










55 










60 










Leu 


Pro 


Ser 


Val 


Ser 


His 


Lys 


Pro 


Phe 


Glu 


Ser 


He 


Asp 


Glu 


Gly 


His 


65 










70 










75 










80 


Val 


Thr 


His 


Asn 


Trp 


Asp 


Glu 


Val 


Asp 


Pro 


Asp 


Pro 


Asn 


Gin 


Leu 


Arg 










85 










90 










95 




Trp 


Lys 


Pro 


Phe 


Glu 


He 


Pro 


Lys 


Ala 


Ser 


Gin 


Lys 


Lys 


Val 


Asp 


Phe 








100 










105 










110 






Val 


Ser 


Gly 


Leu 


His 


Thr 


Leu 


Cys 


Gly 


Ala 


Gly 


Asp 


He 


Lys 


Ser 


Asn 






115 










120 










125 








Asn 


Gly 


Leu 


Ala 


He 


His 


He 


Phe 


Leu 


Cys 


Asn 


Thr 


Ser 


Met 


Glu 


Asn 




130 










135 










140 










Arg 


Cys 


Phe 


Tyr 


Asn 


Ser 


Asp 


Gly 


Asp 


Phe 


Leu 


He 


Val 


Pro 


Gin 


Lys 


145 










150 










155 










160 


Gly Asn 


Leu 


Leu 


He 


Tyr 


Thr 


Glu 


Phe 


Gly 


Lys 


Met 


Leu 


Val 


Gin 


Pro 










165 










170 










175 




Asn 


Glu 


He 


Cys 


Val 


He 


Gin 


Arg 


Gly 


Met 


Arg 


Phe 


Ser 


He 


Asp 


Val 








180 










185 










190 






Phe 


Glu 


Glu 


Thr 


Arg 


Gly 


Tyr 


He 


Leu 


Glu 


Val 


Tyr 


Gly 


Val 


His 


Phe 






195 










200 










205 








Glu 


Leu 


Pro 


Asp 


Leu 


Gly 


Pro 


He 


Gly 


Ala 


Asn 


Gly 


Leu 


Ala 


Asn 


Pro 




210 










215 










220 










Arg 


Asp 


Phe 


Leu 


He 


Pro 


He 


Ala 


Trp 


Tyr 


Glu 


Asp 


Arg 


Gin 


Val 


Pro 


225 










230 










235 










240 


Gly 


Gly 


Tyr 


Thr 


Val 


He 


Asn 


Lys 


Tyr 


Gin 


Gly 


Lys 


Leu 


Phe 


Ala 


Ala 










245 










250 










255 




Lys 


Gin 


Asp 


Val 


Ser 


Pro 


Phe 


Asn 


Val 


Val 


Ala 


Trp 


His 


Gly 


Asn 


Tyr 








260 










265 










270 






Thr 


Pro 


Tyr 


Lys 


Tyr 


Asn 


Leu 


Lys 


Asn 


Phe 


Met 


Val 


He 


Asn 


Ser 


Val 






275 










280 










285 








Ala 


Phe 


Asp 


His 


Ala 


Asp 


Pro 


Ser 


He 


Phe 


Thr 


Val 


Leu 


Thr 


Ala 


Lys 




290 










295 










300 










Ser 


Val 


Arg 


Pro 


Gly 


Val 


Ala 


He 


Ala 


Asp 


Phe 


Val 


He 


Phe 


Pro 


Pro 


305 










310 










315 










320 


Arg 


Trp 


Gly 


Val 


Ala 


Asp 


Lys 


Thr 


Phe 


Arg 


Pro 


Pro 


Tyr 


Tyr 


His 


Arg 










325 










330 










335 




Asn 


Cys 


Met 


Ser 


Glu 


Phe 


Met 


Gly 


Leu 


He 


Arg 


Gly 


His 


Tyr 


Glu 


Ala 








340 










345 










350 






Lys 


Gin 


Gly 


Gly 


Phe 


Leu 


Pro 


Gly 


Gly 


Gly 


Ser 


Leu 


His 


Ser 


Thr 


Met 






355 










360 










365 








Thr 


Pro 


His 


Gly 


Pro 


Asp 


Ala 


Asp 


Cys 


Phe 


Glu 


Lys 


Ala 


Ser 


Lys 


Val 




370 










375 










380 










Lys 


Leu 


Ala 


Pro 


Glu 


Arg 


He 


Ala 


Asp 


Gly 


Thr 


Met 


Ala 


Phe 


Met 


Phe 


385 










390 










395 










400 


Glu 


Ser 


Ser 


Leu 


Ser 


Leu 


Ala 


Val 


Thr 


Lys 


Trp 


Gly 


Leu 


Lys 


Ala 


Ser 










405 










410 










415 




Arg 


Cys 


Leu 


Asp 


Glu 


Asn 


Tyr 


His 


Lys 


Cys 


Trp 


Glu 


Pro 


Leu 


Lys 


Ser 








420 










425 










430 






His 


Phe 


Thr 


Pro 


Asn 


Ser 


Arg 


Asn 


Pro 


Ala 


Glu 


Pro 


Asn 












435 










440 










445 









<210> 65 



147 



<211> 2420 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (27) . . . (1247) 
<400> 65 

cgaccacctg tctggacacc acaaag atg cca ccc gtt ggg ggc aaa aag gcc 53 

Met Pro Pro Val Gly Gly Lys Lys Ala 
1 5 



aag aag ggc ate eta gaa cgt tta aat get gga gag att gtg att gga 101 
Lys Lys Gly lie Leu Glu Arg Leu Asn Ala Gly Glu lie Val lie Gly 
10 15 20 25 

gat gga ggg ttt gtc ttt gca ctg gag aag agg ggc tac gta aag gca 149 
Asp Gly Gly Phe Val Phe Ala Leu Glu Lys Arg Gly Tyr Val Lys Ala 
30 35 40 

gga ccc tgg act cct gaa get get gtg gag cac cca gaa gca gtt cgc 197 
Gly Pro Trp Thr Pro Glu Ala Ala Val Glu His Pro Glu Ala Val Arg 
45 50 55 

cag ctt cat cga gag ttc etc aga get ggc tea aac gtc atg cag acc 245 
Gin Leu His Arg Glu Phe Leu Arg Ala Gly Ser Asn Val Met Gin Thr 
60 65 70 

ttc acc ttc tat gcg agt gaa gac aag ctg gag aac agg ggc aac tat 2 93 
Phe Thr Phe Tyr Ala Ser Glu Asp Lys Leu Glu Asn Arg Gly Asn Tyr 
75 80 85 



gtc tta gag aag ata tct ggg cag gaa gtc aat gaa get get tgc gac 341 
Val Leu Glu Lys lie Ser Gly Gin Glu Val Asn Glu Ala Ala Cys Asp 
90 95 100 105 

ate gcc cga caa gtg get gat gaa gga gat get ttg gta gca gga gga 389 
lie Ala Arg Gin Val Ala Asp Glu Gly Asp Ala Leu Val Ala Gly Gly 
110 115 120 

gtg agt cag aca cct tea tac ctt age tgc aag agt gaa act gaa gtc 437 
Val Ser Gin Thr Pro Ser Tyr Leu Ser Cys Lys Ser Glu Thr Glu Val 
125 130 135 

aaa aaa gta ttt ctg caa cag tta gag gtc ttt atg aag aag aac gtg 485 
Lys Lys Val Phe Leu Gin Gin Leu Glu Val Phe Met Lys Lys Asn Val 
140 145 150 

gac ttc ttg att gca gag tat ttt gaa cac gtt gaa gaa get gtg tgg 533 
Asp Phe Leu lie Ala Glu Tyr Phe Glu His Val Glu Glu Ala Val Trp 
155 160 165 



gca gtt gaa acc ttg ata gca tec ggt 
Ala Val Glu Thr Leu lie Ala Ser Gly 
170 175 

tgc att ggc cca gaa gga gat ttg cat 
Cys He Gly Pro Glu Gly Asp Leu His 
190 

gca gtg cgc ctg gtg aaa gca gga gca 



aaa cct gtg gca gca acc atg 581 
Lys Pro Val Ala Ala Thr Met 
180 185 

ggc gtg ccc ccc ggc gag tgt 629 
Gly Val Pro Pro Gly Glu Cys 
195 200 

tec ate att ggt gtg aac tgc 677 



148 



Ala Val Arg Leu Val Lys Ala Gly Ala Ser lie lie Gly Val Asn Cys 
205 210 215 



cac ttt gac ccc acc att agt tta aaa aca gtg aag etc atg aag gag 
His Phe Asp Pro Thr lie Ser Leu Lys Thr Val Lys Leu Met Lys Glu 
220 225 230 



725 



ggc ttg gag get gee caa ctg aaa get cac ctg atg age cag ccc ttg 
Gly Leu Glu Ala Ala Gin Leu Lys Ala His Leu Met Ser Gin Pro Leu 
235 240 245 



773 



get tac cac act cct gac tgc aac aag cag gga ttc ate gat etc cca 
Ala Tyr His Thr Pro Asp Cys Asn Lys Gin Gly Phe lie Asp Leu Pro 
250 255 260 265 



821 



gaa ttc cca ttt gga ctg gaa ccc aga gtt gee acc aga tgg gat att 
Glu Phe Pro Phe Gly Leu Glu Pro Arg Val Ala Thr Arg Trp Asp lie 
270 275 280 



869 



caa aaa tac gee aga gag gee tac aac ctg ggg gtc agg tac att ggc 
Gin Lys Tyr Ala Arg Glu Ala Tyr Asn Leu Gly Val Arg Tyr lie Gly 
285 290 295 



917 



ggg tgc tgt gga ttt gag ccc tac cac ate agg gca att gca gag gag 
Gly Cys Cys Gly Phe Glu Pro Tyr His lie Arg Ala lie Ala Glu Glu 
300 305 310 



965 



ctg gee cca gaa agg ggc ttt ttg cca cca get tea gaa aaa cat ggc 
Leu Ala Pro Glu Arg Gly Phe Leu Pro Pro Ala Ser Glu Lys His Gly 
315 320 325 



1013 



age tgg gga agt ggt ttg gac atg cac acc aaa ccc tgg gtt aga gca 
Ser Trp Gly Ser Gly Leu Asp Met His Thr Lys Pro Trp Val Arg Ala 
330 335 340 345 



1061 



agg gee agg aag gaa tac tgg gag aat ctt egg ata gee tea ggc egg 
Arg Ala Arg Lys Glu Tyr Trp Glu Asn Leu Arg lie Ala Ser Gly Arg 
350 355 360 



1109 



cca tac aac cct tea atg tea aag cca gat ggc tgg gga gtg acc aaa 
Pro Tyr Asn Pro Ser Met Ser Lys Pro Asp Gly Trp Gly Val Thr Lys 
365 370 375 



1157 



gga aca gee gag ctg atg cag cag aaa gaa gee aca act gag cag cag 
Gly Thr Ala Glu Leu Met Gin Gin Lys Glu Ala Thr Thr Glu Gin Gin 
380 385 390 



1205 



ctg aaa gag etc ttt gaa aaa caa aaa ttc aaa tea cag tag 
Leu Lys Glu Leu Phe Glu Lys Gin Lys Phe Lys Ser Gin * 
395 400 405 



1247 



cctcgataga 
eggaaaaggg 
ttacctgaac 
ttttcttagg 
ctgtgaaaag 
acttgaagaa 
gcaaccagcc 
gacccttagt 
tcgaaattaa 
catttataaa 
ttggatccac 



agctattttt 
ggttaaaaag 
aaaatagaat 
agcaaaataa 
tattatggaa 
gttggtaggc 
agggacagat 
aacaaacaca 
atgtgtgatc 
acatgetagt 
agtttgaaaa 



gatgaatttc 
cagtgettte 
tacaaatagc 
gtacaaagta 
ateactgeag 
tagcaaagag 
aaagegctat 
atttatataa 
catcctagta 
tgagactttt 
atattgetae 



taggtgtttg 
atgaatgeca 
acttgataat 
aatcttgaac 
cacaggaaaa 
gatgagacat 
ggaaaggggc 
tgacccagca 
ttttctgttc 
caaatggatt 
aagacactta 



ggtcacagtt 
tcctacacat 
tttaaagtat 
aggttcacta 
gtaattcaga 
gaactgtcat 
ttccaagttc 
aaacacatca 
cattcctttt 
tttatgaccc 
aggagaccat 



cctacaaata 
attattgeta 
gttttagaaa 
agcacccacc 
tgttaatgcc 
aaaggactca 
ttttgaacat 
catcttactg 
cattctattt 
actactgggt 
cctgtttaag 



1307 
1367 
1427 
1487 
1547 
1607 
1667 
1727 
1787 
1847 
1907 
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tttattctta taagtaggtc agtcatatga gacctgatca ataaatatcc aatacccaga 1967 
gtcctgctct cagagttctt ctgtttcgtg acccactttt ctaccagtaa aagacataga 2027 
ccaatgggga ggaggggagg agagatggat atttcagccc tctccatcct agtcaacact 2087 
ggatccacct agtgcctctg ggccataagg ctgagcagag tgagcttgta ttagttggta 2147 
gcttttaaaa aatataataa aaaaaaagta gagattctcc aaactctagc ctggtttcct 2207 
agattgagaa ctatgatatt tttctctgat aatttaatat ctactctcct acaaaagctc 2267 
aagcctgaag atacaagact attagaagaa acatgactac cctcagtgta ttagaaaaga 2327 
ggtcatgcag ctttctaaac attattgaat tgtttgagct gttttgaaat tgtaattctt 2387 
ttcagctatt aaaaagaaga gcaatgagaa aaa 2420 



<210> 66 
<211> 406 
<212> PRT 

<213> Homo Sapiens 



<400> 66 



Met 


Pro 


Pro 


Val 


Glv 

VJJ - Jr 


Glv 


Lys 


Lys 


Ala 


Lys 


Lys 


Glv 


lie 


Leu 


Glu 


Arg 


1 








5 










10 










15 




Leu 


Asn 


Ala 


Glv 


Glu 


He 


Val 


He 


Glv 

XJ -*- Jr 


Asp 


Glv 


Glv 

VJX Jr 


Phe 


Val 


Phe 


Ala 








20 










25 










30 






Leu. 


Glu 


Lys 


Arg 


Glv 


Tvr 


Val 


Lys 


Ala 


Glv 


Pro 


Tro 


Thr 


Pro 


Glu 


Ala 






35 










40 










45 








Ala 


Val 


Glu 


His 


Pro 


Glu 


Ala 


Val 


Arg 


Gin 


Leu 


His 


Arg 


Glu 


Phe 


Leu 




50 










55 










60 










Arg 


Ala 


Glv 


Ser 


Asn 


Val 


Met 


Gin 


Thr 


Phe 


Thr 


Phe 


Tvr 

JT 


Ala 


Ser 


Glu 


65 










70 










75 










80 


Asp 


Lys 


Leu 


Glu 


Asn 


Arg 


Glv 

VJ J. JT 


Asn 


Tvr 


Val 


Leu 


Glu 


Lys 


lie 


Ser 


Glv 










85 










90 










95 




Gin 


Glu 


Val 


Asn 


Glu 


Ala 


Ala 


Cys 


Asp 


He 


Ala 


Arg 


Gin 


Val 


Ala 


Asp 








100 










105 










110 






Glu 


Gly 


Asp 


Ala 


Leu 


Val 


Ala 


Glv 


Glv 


Val 


Ser 


Gin 


Thr 


Pro 


Ser 


Tvr 
A Jr J - 






115 










120 










125 








Leu 


Ser 


Cys 


Lys 


Ser 


Glu 


Thr 


Glu 


Val 


Lys 


Lys 


Val 


Phe 


Leu 


Gin 


Gln 




130 










135 










140 










Leu 


Glu 


Val 


Phe 


Met 


Lys 


Lys 


Asn 


Val 


Asp 


Phe 


Leu 


He 


Ala 


Glu 


TVr 

Jr 


145 










150 










155 










160 


Phe 


Glu 


His 


Val 


Glu 


Glu 


Ala 


Val 


Tm 


Ala 


Val 


Glu 


Thr 


Leu 


He 


Ala 










165 










170 










175 




Ser 


Gly 


Lys 


Pro 


Val 


Ala 


Ala 


Thr 


Met 


Cys 


He 


Glv 


Pro 


Glu 


Glv 


Asp 








180 










185 










190 






Leu 


His 




val 


Pro 


pro 


m \y 
VjJ.y 




v. y o 




Val 


Arg 


Leu 


val 


Lys 


Alp 

Aid 






195 










200 










205 








Gly Ala 


Ser 


He 


He 


Gly 


Val 


Asn 


Cys 


His 


Phe 


Asp 


Pro 


Thr 


He 


Ser 




210 










215 










220 










Leu 


Lys 


Thr 


Val 


Lys 


Leu 


Met 


Lys 


Glu 


Gly 


Leu 


Glu 


Ala 


Ala 


Gin 


Leu 


225 










230 










235 










240 


Lys 


Ala 


His 


Leu 


Met 


Ser 


Gin 


Pro 


Leu 


Ala 


Tyr 


His 


Thr 


Pro 


Asp 


Cys 










245 










250 










255 




Asn 


Lys 


Gin 


Gly 


Phe 


He 


Asp 


Leu 


Pro 


Glu 


Phe 


Pro 


Phe 


Gly 


Leu 


Glu 








260 










265 










270 






Pro 


Arg 


Val 


Ala 


Thr 


Arg 


Trp 


Asp 


He 


Gin 


Lys 


Tyr 


Ala 


Arg 


Glu 


Ala 






275 










280 










285 








Tyr 


Asn 


Leu 


Gly 


Val 


Arg 


Tyr 


He 


Gly 


Gly 


Cys 


Cys 


Gly 


Phe 


Glu 


Pro 




290 










295 










300 










Tyr 


His 


He 


Arg 


Ala 


He 


Ala 


Glu 


Glu 


Leu 


Ala 


Pro 


Glu 


Arg 


Gly 


Phe 


305 










310 










315 










320 


Leu 


Pro 


Pro 


Ala 


Ser 


Glu 


Lys 


His 


Gly 


Ser 


Trp 


Gly 


Ser 


Gly 


Leu 


Asp 










325 










33 0 










335 




Met 


His 


Thr 


Lys 


Pro 


Trp 


Val 


Arg 


Ala 


Arg 


Ala 


Arg 


Lys 


Glu 


Tyr 


Trp 








340 










345 










350 






Glu 


Asn 


Leu 


Arg 


He 


Ala 


Ser 


Gly 


Arg 


Pro 


Tyr 


Asn 


Pro 


Ser 


Met 


Ser 






355 










360 










365 









150 



Lys Pro Asp Gly Trp 
370 

Gin Lys Glu Ala Thr 
385 

Gin Lys Phe Lys Ser 
405 



Gly Val Thr Lys Gly Thr 
375 

Thr Glu Gin Gin Leu Lys 
390 395 
Gin 



Ala Glu Leu Met Gin 
380 

Glu Leu Phe Glu Lys 
400 



<210> 67 

<211> 2057 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (133) . . . (1878) 



<400> 67 

cgtccggtga gaaaggaggg ccagccagtt gggtggggga gagggcccga ggcccggggg 60 
caggagtgca gggctctgag gcggggagag gagaggagag aagagccgcg gggggcccag 12 0 
cccggagcca gg atg ccc gcg ccg cgc gcc egg gag cag ccc cgc gtg ccc 171 
Met Pro Ala Pro Arg Ala Arg Glu Gin Pro Arg Val Pro 
15 10 

ggg gag cgc cag ccg ctg ctg cct cgc ggt gcg egg ggc cct cga egg 219 
Gly Glu Arg Gin Pro Leu Leu Pro Arg Gly Ala Arg Gly Pro Arg Arg 
15 20 25 



tgg egg egg gcg gcg ggc gcg gcc gtg ctg ctg gtg gag atg ctg gag 267 
Trp Arg Arg Ala Ala Gly Ala Ala Val Leu Leu Val Glu Met Leu Glu 
30 35 40 45 



cgc gcc gcc ttc ttc ggc gtc acc gcc aac etc gtg ctg tac etc aac 315 

Arg Ala Ala Phe Phe Gly Val Thr Ala Asn Leu Val Leu Tyr Leu Asn 

50 55 60 

age acc aac ttc aac tgg acc ggc gag cag gcg acg cgc gcc gcg ctg 3 63 

Ser Thr Asn Phe Asn Trp Thr Gly Glu Gin Ala Thr Arg Ala Ala Leu 

65 70 75 

gta ttc ctg ggc gcc tec tac ctg ctg gcg ccc gtg ggc ggc tgg ctg 411 

Val Phe Leu Gly Ala Ser Tyr Leu Leu Ala Pro Val Gly Gly Trp Leu 

80 85 90 

gcc gac gtg tac ctg ggc cgc tac cgc gcg gtc gcg etc age ctg ctg 459 

Ala Asp Val Tyr Leu Gly Arg Tyr Arg Ala Val Ala Leu Ser Leu Leu 
95 100 105 

etc tac ctg gcc gcc teg ggc ctg ctg ccc gcc acc gcc ttc ccc gac 507 

Leu Tyr Leu Ala Ala Ser Gly Leu Leu Pro Ala Thr Ala Phe Pro Asp 

110 115 120 125 

ggc cgc age tec ttc tgc gga gag atg ccc gcg teg ccg ctg gga cct 555 

Gly Arg Ser Ser Phe Cys Gly Glu Met Pro Ala Ser Pro Leu Gly Pro 

130 135 140 

gcc tgc ccc teg gcc ggc tgc ccg cgc tec teg ccc age ccc tac tgc 603 

Ala Cys Pro Ser Ala Gly Cys Pro Arg Ser Ser Pro Ser Pro Tyr Cys 

145 150 155 

gcg ccc gtc etc tac gcg ggc ctg ctg eta etc ggc ctg gcc gcc age 651 

Ala Pro Val Leu Tyr Ala Gly Leu Leu Leu Leu Gly Leu Ala Ala Ser 



151 



160 



165 



170 



tec gtc egg age aac etc ace tec ttc ggt gee gac cag gtg atg gat 699 
Ser Val Arg Ser Asn Leu Thr Ser Phe Gly Ala Asp Gin Val Met Asp 
175 180 185 

etc ggc cgc gac gee acc cgc cgc ttc ttc aac tgg ttt tac tgg age 747 
Leu Gly Arg Asp Ala Thr Arg Arg Phe Phe Asn Trp Phe Tyr Trp Ser 
190 195 200 205 

ate aac ctg ggt get gtg ctg teg ctg ctg gtg gtg gcg ttt att cag 795 
lie Asn Leu Gly Ala Val Leu Ser Leu Leu Val Val Ala Phe lie Gin 
210 215 220 

cag aac ate age ttc ctg ctg ggc tac age ate cct gtg ggc tgt gtg 843 
Gin Asn lie Ser Phe Leu Leu Gly Tyr Ser lie Pro Val Gly Cys Val 
225 230 235 

ggc ctg gca ttt ttc ate ttc etc ttt gee acc ccc gtc ttc ate acc 891 
Gly Leu Ala Phe Phe lie Phe Leu Phe Ala Thr Pro Val Phe lie Thr 
240 245 250 

aag ccc ccg atg ggc age caa gtg tec tct atg ctt aag etc get etc 939 
Lys Pro Pro Met Gly Ser Gin Val Ser Ser Met Leu Lys Leu Ala Leu 
255 260 265 

caa aac tgc tgc ccc cag ctg tgg caa cga cac teg gee aga gac cgt 987 
Gin Asn Cys Cys Pro Gin Leu Trp Gin Arg His Ser Ala Arg Asp Arg 
270 275 280 285 

caa tgt gee cgc gtg ctg gee gac gag agg tct ccc cag cca ggg get 1035 
Gin Cys Ala Arg Val Leu Ala Asp Glu Arg Ser Pro Gin Pro Gly Ala 
290 295 300 

tec ccg caa gag gac ate gee aac ttc cag gtg ctg gtg aag ate ttg 1083 
Ser Pro Gin Glu Asp lie Ala Asn Phe Gin Val Leu Val Lys lie Leu 
305 310 315 

ccc gtc atg gtg acc ctg gtg ccc tac tgg atg gtc tac ttc cag atg 1131 
Pro Val Met Val Thr Leu Val Pro Tyr Trp Met Val Tyr Phe Gin Met 
320 325 330 

cag tec acc tat gtc ctg cag ggt ctt cac etc cac ate cca aac att 1179 
Gin Ser Thr Tyr Val Leu Gin Gly Leu His Leu His lie Pro Asn lie 
335 340 345 

ttc cca gee aac ccg gee aac ate tct gtg gee ctg aga gee cag ggc 1227 
Phe Pro Ala Asn Pro Ala Asn lie Ser Val Ala Leu Arg Ala Gin Gly 
350 355 360 365 

age age tac acg ate ccg gaa gee tgg etc etc ctg gee aat gtt gtg 1275 
Ser Ser Tyr Thr lie Pro Glu Ala Trp Leu Leu Leu Ala Asn Val Val 
370 375 380 

gtg gtg ctg att ctg gtc cct ctg aag gac cgc ttg ate gac cct tta 1323 
Val Val Leu lie Leu Val Pro Leu Lys Asp Arg Leu lie Asp Pro Leu 
385 390 395 

ctg ctg egg tgc aag ctg ctt ccc tct get ctg cag aag atg gcg ctg 1371 
Leu Leu Arg Cys Lys Leu Leu Pro Ser Ala Leu Gin Lys Met Ala Leu 
400 405 410 



152 



ggg atg ttc ttt ggt ttt acc tec gtc att gtg gca gga gtc ctg gag 1419 
Gly Met Phe Phe Gly Phe Thr Ser Val lie Val Ala Gly Val Leu Glu 
415 420 425 

atg gag cgc tta cac tac ate cac cac aac gag acc gtg tec cag cag 1467 
Met Glu Arg Leu His Tyr lie His His Asn Glu Thr Val Ser Gin Gin 
430 435 440 445 

att ggg gag gtc ctg tac aac gcg gca cca ctg tec ate tgg tgg cag 1515 
lie Gly Glu Val Leu Tyr Asn Ala Ala Pro Leu Ser lie Trp Trp Gin 
450 455 460 

ate cct cag tac ctg etc att ggg ate agt gag ate ttt gee age ate 1563 
lie Pro Gin Tyr Leu Leu lie Gly lie Ser Glu lie Phe Ala Ser lie 
465 470 475 

cca ggc ctg gag ttt gee tac tea gag gee ccg cgc tec atg cag ggc 1611 
Pro Gly Leu Glu Phe Ala Tyr Ser Glu Ala Pro Arg Ser Met Gin Gly 
480 485 490 

gee ate atg ggc ate ttc ttc tgc ctg teg ggg gtg ggc tea ctg ttg 1659 
Ala lie Met Gly lie Phe Phe Cys Leu Ser Gly Val Gly Ser Leu Leu 
495 500 505 

ggc tec age eta gtg gca ctg ctg tec ttg ccc ggg ggc tgg ctg cac 1707 
Gly Ser Ser Leu Val Ala Leu Leu Ser Leu Pro Gly Gly Trp Leu His 
510 515 520 525 

tgc ccc aag gac ttt ggg aac ate aac aat tgc egg atg gac etc tac 17 55 
Cys Pro Lys Asp Phe Gly Asn lie Asn Asn Cys Arg Met Asp Leu Tyr 
530 535 540 

ttc ttc ctg ctg get ggc att cag gee gtc acg get etc eta ttt gtc 1803 
Phe Phe Leu Leu Ala Gly lie Gin Ala Val Thr Ala Leu Leu Phe Val 
545 550 555 

tgg ate get gga cgc tat gag agg gcg tec cag ggc cca gee tec cac 1851 
Trp lie Ala Gly Arg Tyr Glu Arg Ala Ser Gin Gly Pro Ala Ser His 
560 565 570 

age cgt ttc age agg gac agg ggc tga acaggcccta ttccagcccc 1898 
Ser Arg Phe Ser Arg Asp Arg Gly * 
575 580 

cttgcttcac tctaccggac agaeggcage agtcccagct ctggtttcct teteggttta 1958 
ttctgttaga atgaaatggt tcccataaat aaggggcatg agcccttcct cacgaaaaaa 2018 
aaaaaaaaaa aaaaaaaaag gtttgeggee gcaagctta 2057 

<210> 68 
<211> 581 
<212> PRT 

<213> Homo Sapiens 
<400> 68 

Met Pro Ala Pro Arg Ala Arg Glu Gin Pro Arg Val Pro Gly Glu Arg 

15 10 15 

Gin Pro Leu Leu Pro Arg Gly Ala Arg Gly Pro Arg Arg Trp Arg Arg 

20 25 30 

Ala Ala Gly Ala Ala Val Leu Leu Val Glu Met Leu Glu Arg Ala Ala 

35 40 45 

Phe Phe Gly Val Thr Ala Asn Leu Val Leu Tyr Leu Asn Ser Thr Asn 
50 55 60 
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Phe Asn Trp Thr Gly Glu Gin Ala Thr Arg Ala Ala Leu Val Phe Leu 
65 70 75 80 

Gly Ala Ser Tyr Leu Leu Ala Pro Val Gly Gly Trp Leu Ala Asp Val 

85 90 95 

Tyr Leu Gly Arg Tyr Arg Ala Val Ala Leu Ser Leu Leu Leu Tyr Leu 

100 105 110 

Ala Ala Ser Gly Leu Leu Pro Ala Thr Ala Phe Pro Asp Gly Arg Ser 

115 120 125 

Ser Phe Cys Gly Glu Met Pro Ala Ser Pro Leu Gly Pro Ala Cys Pro 

130 135 140 

Ser Ala Gly Cys Pro Arg Ser Ser Pro Ser Pro Tyr Cys Ala Pro Val 
145 150 155 160 

Leu Tyr Ala Gly Leu Leu Leu Leu Gly Leu Ala Ala Ser Ser Val Arg 

165 170 175 

Ser Asn Leu Thr Ser Phe Gly Ala Asp Gin Val Met Asp Leu Gly Arg 

180 185 190 

Asp Ala Thr Arg Arg Phe Phe Asn Trp Phe Tyr Trp Ser lie Asn Leu 

195 200 205 

Gly Ala Val Leu Ser Leu Leu Val Val Ala Phe lie Gin Gin Asn lie 

210 215 220 

Ser Phe Leu Leu Gly Tyr Ser lie Pro Val Gly Cys Val Gly Leu Ala 
225 230 235 240 

Phe Phe lie Phe Leu Phe Ala Thr Pro Val Phe lie Thr Lys Pro Pro 

245 250 255 

Met Gly Ser Gin Val Ser Ser Met Leu Lys Leu Ala Leu Gin Asn Cys 

260 265 270 

Cys Pro Gin Leu Trp Gin Arg His Ser Ala Arg Asp Arg Gin Cys Ala 

275 280 285 

Arg Val Leu Ala Asp Glu Arg Ser Pro Gin Pro Gly Ala Ser Pro Gin 

290 295 300 

Glu Asp lie Ala Asn Phe Gin Val Leu Val Lys lie Leu Pro Val Met 
305 310 315 320 

Val Thr Leu Val Pro Tyr Trp Met Val Tyr Phe Gin Met Gin Ser Thr 

325 330 335 

Tyr Val Leu Gin Gly Leu His Leu His lie Pro Asn lie Phe Pro Ala 

340 345 350 

Asn Pro Ala Asn lie Ser Val Ala Leu Arg Ala Gin Gly Ser Ser Tyr 

355 360 365 

Thr lie Pro Glu Ala Trp Leu Leu Leu Ala Asn Val Val Val Val Leu 

370 375 380 

lie Leu Val Pro Leu Lys Asp Arg Leu lie Asp Pro Leu Leu Leu Arg 
385 390 395 400 

Cys Lys Leu Leu Pro Ser Ala Leu Gin Lys Met Ala Leu Gly Met Phe 

405 410 415 

Phe Gly Phe Thr Ser Val lie Val Ala Gly Val Leu Glu Met Glu Arg 

420 425 430 

Leu His Tyr lie His His Asn Glu Thr Val Ser Gin Gin lie Gly Glu 

435 440 445 

Val Leu Tyr Asn Ala Ala Pro Leu Ser lie Trp Trp Gin lie Pro Gin 

450 455 460 

Tyr Leu Leu lie Gly lie Ser Glu lie Phe Ala Ser lie Pro Gly Leu 
465 470 475 480 

Glu Phe Ala Tyr Ser Glu Ala Pro Arg Ser Met Gin Gly Ala lie Met 

485 490 495 

Gly lie Phe Phe Cys Leu Ser Gly Val Gly Ser Leu Leu Gly Ser Ser 

500 505 510 

Leu Val Ala Leu Leu Ser Leu Pro Gly Gly Trp Leu His Cys Pro Lys 

515 520 525 

Asp Phe Gly Asn lie Asn Asn Cys Arg Met Asp Leu Tyr Phe Phe Leu 

530 535 540 

Leu Ala Gly lie Gin Ala Val Thr Ala Leu Leu Phe Val Trp lie Ala 
545 550 555 560 
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Gly Arg Tyr Glu Arg Ala Ser Gin Gly Pro Ala Ser His Ser Arg Phe 

565 570 575 

Ser Arg Asp Arg Gly 
580 



<210> 69 

<211> 2109 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . . (2109) 

<400> 69 

atg gac caa cat caa cat ttg aat aaa aca gca gag tea gca tct tea 48 
Met Asp Gin His Gin His Leu Asn Lys Thr Ala Glu Ser Ala Ser Ser 
15 10 15 

gag aaa aag aaa aca aga cgc tgc aat gga ttc aag atg ttc ttg gca 96 
Glu Lys Lys Lys Thr Arg Arg Cys Asn Gly Phe Lys Met Phe Leu Ala 
20 25 30 

gec ctg tea ttc age tat att get aaa gca eta ggt gga ate att atg 144 
Ala Leu Ser Phe Ser Tyr lie Ala Lys Ala Leu Gly Gly lie lie Met 
35 40 45 

aaa att tec ate act caa ata gaa agg aga ttt gac ata tec tct tct 192 
Lys lie Ser lie Thr Gin lie Glu Arg Arg Phe Asp lie Ser Ser Ser 
50 55 60 

ctt get ggt tta att gat gga age ttt gaa att gga aat ttg ctt gtg 240 
Leu Ala Gly Leu lie Asp Gly Ser Phe Glu lie Gly Asn Leu Leu Val 
65 70 75 80 

att gta ttt gta agt tac ttt gga tct aaa eta cac aga ccg aag tta 288 
lie Val Phe Val Ser Tyr Phe Gly Ser Lys Leu His Arg Pro Lys Leu 
85 90 95 

att gga att ggt tgt etc ctt atg gga act gga agt att ttg aca tct 336 
lie Gly lie Gly Cys Leu Leu Met Gly Thr Gly Ser lie Leu Thr Ser 
100 105 110 

tta cca cat ttc ttc atg gga tat tat agg tat tct aaa gaa ace cat 384 
Leu Pro His Phe Phe Met Gly Tyr Tyr Arg Tyr Ser Lys Glu Thr His 
115 120 125 

att aat cca tea gaa aat tea aca tea agt tta tea ace tgt tta att 432 
lie Asn Pro Ser Glu Asn Ser Thr Ser Ser Leu Ser Thr Cys Leu lie 
130 135 140 

aat caa ace tta tea ttc aat gga aca tea cct gag ata gta gaa aaa 480 
Asn Gin Thr Leu Ser Phe Asn Gly Thr Ser Pro Glu lie Val Glu Lys 
145 150 155 160 

gat tgt gta aag gaa tct ggg tea cac atg tgg ate tat gtc ttc atg 528 
Asp Cys Val Lys Glu Ser Gly Ser His Met Trp lie Tyr Val Phe Met 
165 170 175 

ggg aat atg ctt cgt ggc ata ggg gaa ace ccc ata gta cca ttg ggg 576 
Gly Asn Met Leu Arg Gly lie Gly Glu Thr Pro lie Val Pro Leu Gly 
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180 



185 



190 



att tea tac att gat gat ttt gca aaa gaa gga cat tct tec ttg tat 624 
lie Ser Tyr lie Asp Asp Phe Ala Lys Glu Gly His Ser Ser Leu Tyr 
195 200 205 

tta ggt agt ttg aat gca ata gga atg att ggt cca gtc att ggc ttt 672 
Leu Gly Ser Leu Asn Ala lie Gly Met lie Gly Pro Val lie Gly Phe 
210 215 220 

gca ctg gga tct ctg ttt get aaa atg tac gtg gat att gga tat gta 720 
Ala Leu Gly Ser Leu Phe Ala Lys Met Tyr Val Asp lie Gly Tyr Val 
225 230 235 ^ 240 

gat ctg age act ate aga ata act cct aag gac tct cgt tgg gtt gga 768 
Asp Leu Ser Thr lie Arg lie Thr Pro Lys Asp Ser Arg Trp Val Gly 
245 250 255 

get tgg tgg ctt ggt ttc ctt gtg tct gga eta ttt tec att att tct 816 
Ala Trp Trp Leu Gly Phe Leu Val Ser Gly Leu Phe Ser lie lie Ser 
260 265 270 

tec ata cca ttt ttt ttc ttg ccg aaa aat cca aat aaa cca caa aaa 864 
Ser lie Pro Phe Phe Phe Leu Pro Lys Asn Pro Asn Lys Pro Gin Lys 
275 280 285 

gaa aga aaa att tea eta tea ttg cat gtg ctg aaa aca aat gat gat 912 
Glu Arg Lys lie Ser Leu Ser Leu His Val Leu Lys Thr Asn Asp Asp 
290 295 300 

aga aat caa aca get aat ttg ace aac caa gga aaa aat gtt ace aaa 960 
Arg Asn Gin Thr Ala Asn Leu Thr Asn Gin Gly Lys Asn Val Thr Lys 
305 310 315 320 

aat gtg act ggt ttt ttc cag tct ttg aaa age ate ctt ace aat ccc 1008 
Asn Val Thr Gly Phe Phe Gin Ser Leu Lys Ser lie Leu Thr Asn Pro 
325 330 335 

ctg tat gtt ata ttt ctg ctt ttg aca ttg tta caa gta age age ttt 1056 
Leu Tyr Val lie Phe Leu Leu Leu Thr Leu Leu Gin Val Ser Ser Phe 
340 345 350 

att ggt tct ttt act tac gtc ttt aaa tat atg gag caa cag tac ggt 1104 
lie Gly Ser Phe Thr Tyr Val Phe Lys Tyr Met Glu Gin Gin Tyr Gly 
355 360 365 

cag tct gca tct cat get aac ttt ttg ttg gga ate ata acc att cct 1152 
Gin Ser Ala Ser His Ala Asn Phe Leu Leu Gly lie lie Thr lie Pro 
370 375 380 

acg gtt gca act gga atg ttt tta gga gga ttt ate att aaa aaa ttc 1200 
Thr Val Ala Thr Gly Met Phe Leu Gly Gly Phe lie lie Lys Lys Phe 
385 390 395 400 

aaa ttg tct tta gtt gga att gee aaa ttt tea ttt ctt act teg atg 1248 
Lys Leu Ser Leu Val Gly lie Ala Lys Phe Ser Phe Leu Thr Ser Met 
405 410 415 

ata tec ttc ttg ttt caa ctt eta tat ttc cct eta ate tgc gaa age 1296 
lie Ser Phe Leu Phe Gin Leu Leu Tyr Phe Pro Leu lie Cys Glu Ser 
420 425 430 
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aaa tea gtt gec ggc eta ace ttg acc tat gat gga aat aat tea gtg 1344 
Lys Ser Val Ala Gly Leu Thr Leu Thr Tyr Asp Gly Asn Asn Ser Val 
435 440 445 

gca tct cat gta gat gta cca ctt tct tat tgc aac tea gag tgc aat 1392 
Ala Ser His Val Asp Val Pro Leu Ser Tyr Cys Asn Ser Glu Cys Asn 
450 455 460 

tgt gat gaa agt cag tgg gaa cca gtc tgt ggg aac aat gga ata act 1440 
Cys Asp Glu Ser Gin Trp Glu Pro Val Cys Gly Asn Asn Gly lie Thr 
465 470 475 480 

tac ctg tea cct tgt eta gca gga tgc aaa tec tea agt ggt att aaa 1488 
Tyr Leu Ser Pro Cys Leu Ala Gly Cys Lys Ser Ser Ser Gly lie Lys 
485 490 495 

aag cat aca gtg ttt tat aac tgt agt tgt gtg gaa gta act ggt etc 1536 
Lys His Thr Val Phe Tyr Asn Cys Ser Cys Val Glu Val Thr Gly Leu 
500 505 510 

cag aac aga aat tac tea gca cac ttg ggt gaa tgc cca aga gat aat 1584 
Gin Asn Arg Asn Tyr Ser Ala His Leu Gly Glu Cys Pro Arg Asp Asn 
515 520 525 

act tgt aca agg aaa ttt ttc ate tat gtt gca att caa gtc ata aac 1632 
Thr Cys Thr Arg Lys Phe Phe lie Tyr Val Ala lie Gin Val lie Asn 
530 535 540 

tct ttg ttc tct gca aca gga ggt acc aca ttt ate ttg ttg act gtg 1680 
Ser Leu Phe Ser Ala Thr Gly Gly Thr Thr Phe lie Leu Leu Thr Val 
545 550 555 560 

aag att gtt caa cct gaa ttg aaa gca ctt gca atg ggt ttc cag tea 1728 
Lys lie Val Gin Pro Glu Leu Lys Ala Leu Ala Met Gly Phe Gin Ser 
565 570 575 

atg gtt ata aga aca eta gga gga att eta get cca ata tat ttt ggg 1776 
Met Val lie Arg Thr Leu Gly Gly lie Leu Ala Pro lie Tyr Phe Gly 
580 585 590 

get ctg att gat aaa aca tgt atg aag tgg tec acc aac age tgt gga 1824 
Ala Leu lie Asp Lys Thr Cys Met Lys Trp Ser Thr Asn Ser Cys Gly 
595 600 605 

gca caa gga get tgt agg ata tat aat tec gta ttt ttt gga agg gtc 1872 
Ala Gin Gly Ala Cys Arg lie Tyr Asn Ser Val Phe Phe Gly Arg Val 
610 615 620 

tac ttg ggc tta tct ata get tta aga ttc cca gca ctt gtt tta tat 1920 
Tyr Leu Gly Leu Ser lie Ala Leu Arg Phe Pro Ala Leu Val Leu Tyr 
625 630 635 640 

att gtt ttc att ttt get atg aag aaa aaa ttt caa gga aaa gat acc 1968 
lie Val Phe lie Phe Ala Met Lys Lys Lys Phe Gin Gly Lys Asp Thr 
645 650 655 

aag gca teg gac aat gaa aga aaa gta atg gat gaa gca aac tta gaa 2 016 
Lys Ala Ser Asp Asn Glu Arg Lys Val Met Asp Glu Ala Asn Leu Glu 
660 665 670 

ttc tta aat aat ggt gaa cat ttt gta cct tct get gga aca gat agt 2064 
Phe Leu Asn Asn Gly Glu His Phe Val Pro Ser Ala Gly Thr Asp Ser 
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675 680 685 

aaa aca tgt aat ttg gac atg caa gac aat get get gee aac taa 2109 
Lys Thr Cys Asn Leu Asp Met Gin Asp Asn Ala Ala Ala Asn * 
690 695 700 
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Thr Val Ala Thr 
385 

Lys Leu Ser Leu 

lie Ser Phe Leu 
420 

Lys Ser Val Ala 
435 

Ala Ser His Val 
450 

Cys Asp Glu Ser 
465 

Tyr Leu Ser Pro 

Lys His Thr Val 
500 

Gin Asn Arg Asn 
515 

Thr Cys Thr Arg 
530 

Ser Leu Phe Ser 
545 

Lys lie Val Gin 

Met Val lie Arg 
580 

Ala Leu lie Asp 
595 

Ala Gin Gly Ala 
610 

Tyr Leu Gly Leu 
625 

lie Val Phe lie 

Lys Ala Ser Asp 
660 

Phe Leu Asn Asn 
675 

Lys Thr Cys Asn 
690 
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Glu 
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680 


Leu 
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Met 
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695 





Gly Gly Phe He 
395 

Lys Phe Ser Phe 
410 

Tyr Phe Pro Leu 
425 

Thr Tyr Asp Gly 

Ser Tyr Cys Asn 
460 

Val Cys Gly Asn 
475 

Cys Lys Ser Ser 
490 

Ser Cys Val Glu 
505 

Leu Gly Glu Cys 

Tyr Val Ala He 
540 

Thr Thr Phe He 
555 

Ala Leu Ala Met 
570 

He Leu Ala Pro 
585 

Lys Trp Ser Thr 

Asn Ser Val Phe 
620 

Arg Phe Pro Ala 
635 

Lys Lys Phe Gin 
650 

Val Met Asp Glu 
665 

Val Pro Ser Ala 

Asp Asn Ala Ala 
700 



He Lys Lys Phe 
400 

Leu Thr Ser Met 
415 

He Cys Glu Ser 
430 

Asn Asn Ser Val 
445 

Ser Glu Cys Asn 

Asn Gly He Thr 
480 

Ser Gly He Lys 
495 

Val Thr Gly Leu 
510 

Pro Arg Asp Asn 
525 

Gin Val He Asn 

Leu Leu Thr Val 
560 

Gly Phe Gin Ser 
575 

He Tyr Phe Gly 
590 

Asn Ser Cys Gly 
605 

Phe Gly Arg Val 

Leu Val Leu Tyr 
640 

Gly Lys Asp Thr 
655 

Ala Asn Leu Glu 
670 

Gly Thr Asp Ser 
685 

Ala Asn 
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<400> 71 

gggcggggct gagggcggcg ggggcgggcc gcccgagctg ggagggcggc ggcgccgagg 60 

ggaggagagc ggcccatgga cccgcggggc ccggcgcccc agactctgcg ccgtcgggac 120 

ggagcccaag atgtcggcct aggccggggc gcgacgacgc ggacggggcg gcgaggaggc 180 

gccgctgctg ccggggctcg cagccgccga gcccccgagg gcgcgccctg acggactggc 240 

cgagccggcg gtgagaggcc ggcgcgtctg gagcgggccg cgcggcacc atg teg gec 298 

Met Ser Ala 
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aag gtg egg etc aag aag ctg gag cag ctg etc ctg gac ggg ccc tgg 346 
Lys Val Arg Leu Lys Lys Leu Glu Gin Leu Leu Leu Asp Gly Pro Trp 
5 10 15 

cgc aac gag age gee ctg age gtg gaa acg ctg etc gac gtg etc gtc 3 94 
Arg Asn Glu Ser Ala Leu Ser Val Glu Thr Leu Leu Asp Val Leu Val 
20 25 30 35 

tgc ctg tac acc gag tgc age cac teg gee ctg cgc cgc gac aag tac 442 
Cys Leu Tyr Thr Glu Cys Ser His Ser Ala Leu Arg Arg. Asp Lys Tyr 
40 45 50 

gtg gee gag ttc etc gag tgg get aaa cca ttt aca cag ctg gtg aaa 490 
Val Ala Glu Phe Leu Glu Trp Ala Lys Pro Phe Thr Gin Leu Val Lys 
55 60 65 

gaa atg cag ctt cat cga gaa gac ttt gaa ata att aaa gta att gga 538 
Glu Met Gin Leu His Arg Glu Asp Phe Glu lie lie Lys Val lie Gly 
70 75 80 

aga ggt get ttt ggt gag gtt get gtt gtc aaa atg aag aat act gaa 586 
Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Met Lys Asn Thr Glu 
85 90 95 

cga att tat gca atg aaa ate etc aac aag tgg gag atg ctg aaa aga 634 
Arg lie Tyr Ala Met Lys lie Leu Asn Lys Trp Glu Met Leu Lys Arg 
100 105 110 115 

gca gag acc gcg tgc ttc cga gag gag cgc gat gtg ctg gtg aac ggc 682 
Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val Leu Val Asn Gly 
120 125 130 

gac tgc cag tgg ate acc gcg ctg cac tac gee ttt cag gac gag aac 730 
Asp Cys Gin Trp lie Thr Ala Leu His Tyr Ala Phe Gin Asp Glu Asn 
135 140 145 

cac ctg tac tta gtc atg gat tac tat gtg ggt ggt gat tta ctg acc 778 
His Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly Asp Leu Leu Thr 
150 155 160 

ctg etc age aaa ttt gaa gac aag ctt ccg gaa gat atg gcg agg ttc 826 
Leu Leu Ser Lys Phe Glu Asp Lys Leu Pro Glu Asp Met Ala Arg Phe 
165 170 175 

tac att ggt gaa atg gtg ctg gee att gac tec ate cat cag ctt cat 874 
Tyr lie Gly Glu Met Val Leu Ala lie Asp Ser lie His Gin Leu His 
180 185 190 195 

tac gtg cac aga gac att aaa cct gac aat gtc ctt ttg gac gtg aat 922 
Tyr Val His Arg Asp lie Lys Pro Asp Asn Val Leu Leu Asp Val Asn 
200 205 210 

ggt cat ate cgc ctg get gac ttt gga tea tgt ttg aag atg aat gat 970 
Gly His lie Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys Met Asn Asp 
215 220 225 

gat ggc act gtg cag tec tec gtg gee gtg ggc aca cct gac tac ate 1018 
Asp Gly Thr Val Gin Ser Ser Val Ala Val Gly Thr Pro Asp Tyr lie 
230 235 240 
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teg ccg gag ate ctg cag gcg atg gag gac ggc atg ggc aaa tac ggg . 1066 
Ser Pro Glu lie Leu Gin Ala Met Glu Asp Gly Met Gly Lys Tyr Gly 
245 250 255 

cct gag tgt gac tgg tgg tct ctg ggt gtc tgc atg tat gag atg etc 1114 
Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met Tyr Glu Met Leu 
260 265 270 275 

tat gga gaa acg ccg ttt tat gcg gag tea etc gtg gag acc tat ggg 1162 
Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu Thr Tyr Gly 
280 285 290 

aag ate atg aac cat gaa gag cga ttc cag ttc cca tec cat gtc acg 1210 
Lys lie Met Asn His Glu Glu Arg Phe Gin Phe Pro Ser His Val Thr 
295 300 305 

gat gta tct gaa gaa gcg aag gac etc ate cag aga ctg ate tgc agt 1258 
Asp Val Ser Glu Glu Ala Lys Asp Leu lie Gin Arg Leu lie Cys Ser 
310 315 320 

aga gaa cgc egg ctg ggg cag aat gga ata gag gat ttc aaa aag cat 1306 
Arg Glu Arg Arg Leu Gly Gin Asn Gly lie Glu Asp Phe Lys Lys His 
325 330 335 

gcg ttt ttt gaa ggt eta aat tgg gaa aat ata cga aac eta gaa gca 1354 
Ala Phe Phe Glu Gly Leu Asn Trp Glu Asn lie Arg Asn Leu Glu Ala 
340 345 350 355 

cct tat att cct gat gtg age agt ccc tct gac aca tec aac ttc gac 1402 
Pro Tyr lie Pro Asp Val Ser Ser Pro Ser Asp Thr Ser Asn Phe Asp 
360 365 370 

gtg gat gac gac gtg ctg aga aac acg gaa ata tta cct cct ggt tct 1450 
Val Asp Asp Asp Val Leu Arg Asn Thr Glu lie Leu Pro Pro Gly Ser 
375 380 385 

cac aca ggc ttt tct gga tta cat ttg cca ttc att ggt ttt aca ttc 1498 
His Thr Gly Phe Ser Gly Leu His Leu Pro Phe lie Gly Phe Thr Phe 
390 395 400 

aca acg gaa age tgt ttt tct gat cga ggc tct ctg aag age ata atg 1546 
Thr Thr Glu Ser Cys Phe Ser Asp Arg Gly Ser Leu Lys Ser lie Met 
405 410 415 

cag tec aac aca tta acc aaa gat gag gat gtg cag egg gac ctg gag 1594 
Gin Ser Asn Thr Leu Thr Lys Asp Glu Asp Val Gin Arg Asp Leu Glu 
420 425 430 435 

cac age ctg cag atg gaa get tac gag agg agg att egg agg ctg gaa 1642 
His Ser Leu Gin Met Glu Ala Tyr Glu Arg Arg lie Arg Arg Leu Glu 
440 445 450 

cag gag aag ctg gag ctg age agg aag ctg caa gag tec acc cag acc 1690 
Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu Ser Thr Gin Thr 
455 460 465 

gtg cag tec etc cac ggc tea tct egg gee etc age aat tea aac cga 1738 
Val Gin Ser Leu His Gly Ser Ser Arg Ala Leu Ser Asn Ser Asn Arg 
470 475 480 

gat aaa gaa ate aaa aag eta aat gaa gaa ate gaa cgc ttg aag aat 1786 
Asp Lys Glu lie Lys Lys Leu Asn Glu Glu lie Glu Arg Leu Lys Asn 
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485 490 495 

aaa ata gca gat tea aac agg ctg gag cga cag ctt gag gac aca gtg 1834 
Lys lie Ala Asp Ser Asn Arg Leu Glu Arg Gin Leu Glu Asp Thr Val 
500 505 510 515 

gcg ctt cgc caa gag cgt gag gac tec acg cag egg ctg egg ggg ctg 1882 
Ala Leu Arg Gin Glu Arg Glu Asp Ser Thr Gin Arg Leu Arg Gly Leu 
520 525 530 

gag aag cag cac cgc gtg gtc egg cag gag aag gag gag ctg cac aag 1930 
Glu Lys Gin His Arg Val Val Arg Gin Glu Lys Glu Glu Leu His Lys 
535 540 545 

caa ctg gtt gaa gee tea gag egg ttg aaa tec cag gee aag gaa etc 1978 
Gin Leu Val Glu Ala Ser Glu Arg Leu Lys Ser Gin Ala Lys Glu Leu 
550 555 560 

aaa gat gee cat cag cag cga aag ctg gec ctg cag gag ttc teg gag 2 02 6 
Lys Asp Ala His Gin Gin Arg Lys Leu Ala Leu Gin Glu Phe Ser Glu 
565 570 575 

ctg aac gag cgc atg gca gag etc cgt gec cag aag cag aag gtg tec 2074 
Leu Asn Glu Arg Met Ala Glu Leu Arg Ala Gin Lys Gin Lys Val Ser 
580 585 590 595 

egg cag ctg cga gac aag gag gag gag atg gag gtg gee acg cag aag 2122 
Arg Gin Leu Arg Asp Lys Glu Glu Glu Met Glu Val Ala Thr Gin Lys 
600 605 610 

gtg gac gee atg egg cag gaa atg egg aga get gag aag etc agg aaa 2170 
Val Asp Ala Met Arg Gin Glu Met Arg Arg Ala Glu Lys Leu Arg Lys 
615 620 625 

gag ctg gaa get cag ctt gat gat get gtt get gag gee tec aag gag 2218 
Glu Leu Glu Ala Gin Leu Asp Asp Ala Val Ala Glu Ala Ser Lys Glu 
630 635 640 

cgc aag ctt cgt gag cac age gag aac ttc tgc aag caa atg gaa age 2266 
Arg Lys Leu Arg Glu His Ser Glu Asn Phe Cys Lys Gin Met Glu Ser 
645 650 655 

gag ctg gag gee etc aag gtg aag caa gga ggc egg gga gcg ggt gee 2314 
Glu Leu Glu Ala Leu Lys Val Lys Gin Gly Gly Arg Gly Ala Gly Ala 
660 665 670 675 

ace tta gag cac cag caa gag att tec aaa ate aaa tec gag ctg gag 2362 
Thr Leu Glu His Gin Gin Glu lie Ser Lys lie Lys Ser Glu Leu Glu 
680 685 690 

aag aaa gtc tta ttt tat gaa gag gaa ttg gtc aga cgt gag gee tec 2410 
Lys Lys Val Leu Phe Tyr Glu Glu Glu Leu Val Arg Arg Glu Ala Ser 
695 700 705 

cat gtg eta gaa gtg aaa aat gtg aag aag gag gtg cat gat tea gaa 2458 
His Val Leu Glu Val Lys Asn Val Lys Lys Glu Val His Asp Ser Glu 
710 715 720 

age cac cag ctg gec ctg cag aaa gaa ate ttg atg tta aaa gat aag 2506 
Ser His Gin Leu Ala Leu Gin Lys Glu lie Leu Met Leu Lys Asp Lys 
725 730 735 
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tta gaa aag tea aag cga gaa egg cat aac gag atg gag gag gca gta 2554 
Leu Glu Lys Ser Lys Arg Glu Arg His Asn Glu Met Glu Glu Ala Val 
740 745 750 755 

ggt aca ata aaa gat aaa tac gaa cga gaa aga gcg atg ctg ttt gat 2602 
Gly Thr lie Lys Asp Lys Tyr Glu Arg Glu Arg Ala Met Leu Phe Asp 
760 765 770 

gaa aac aag aag eta act get gaa aat gaa aag etc tgt tec ttt gtg 2650 
Glu Asn Lys Lys Leu Thr Ala Glu Asn Glu Lys Leu Cys Ser Phe Val 
775 780 785 

gat aaa etc aca get caa aat aga cag ctg gag gat gag ctg cag gat 2 698 
Asp Lys Leu Thr Ala Gin Asn Arg Gin Leu Glu Asp Glu Leu Gin Asp 
790 795 800 

ctg gca gee aag aag gag tea gtg gee cac tgg gaa get cag att gcg 2746 
Leu Ala Ala Lys Lys Glu Ser Val Ala His Trp Glu Ala Gin lie Ala 
805 810 815 

gaa ate att cag tgg gtc agt gac gag aaa gat gee egg ggt tac ctt 2 7 94 
Glu lie lie Gin Trp Val Ser Asp Glu Lys Asp Ala Arg Gly Tyr Leu 
820 825 830 835 

caa get ctt get tec aag atg acc gaa gag etc gag get ttg agg agt 2842 
Gin Ala Leu Ala Ser Lys Met Thr Glu Glu Leu Glu Ala Leu Arg Ser 
840 845 850 

tct agt ctg ggg tea aga aca ctg gac ccg ctg tgg aag gtg cgc cgc 2890 
Ser Ser Leu Gly Ser Arg Thr Leu Asp Pro Leu Trp Lys Val Arg Arg 
855 860 865 

age cag aag ctg gac atg tec gcg egg ctg gag ctg cag teg gee ctg 2938 
Ser Gin Lys Leu Asp Met Ser Ala Arg Leu Glu Leu Gin Ser Ala Leu 
870 875 880 

gag gcg gag ate egg gee aag cag ctt gtc cag gag gag etc agg aag 2986 
Glu Ala Glu lie Arg Ala Lys Gin Leu Val Gin Glu Glu Leu Arg Lys 
885 890 895 

gtc aag gac gee aac etc acc ttg gaa age aaa eta aag gat tec gaa 3034 
Val Lys Asp Ala Asn Leu Thr Leu Glu Ser Lys Leu Lys Asp Ser Glu 
900 905 910 915 

gee aaa aac aga gaa tta tta gaa gaa atg gaa att ttg aag aaa aag 3082 
Ala Lys Asn Arg Glu Leu Leu Glu Glu Met Glu lie Leu Lys Lys Lys 
920 925 930 

atg gaa gaa aaa ttc aga gca gat act ggg etc aaa ctt cca gat ttt 3130 
Met Glu Glu Lys Phe Arg Ala Asp Thr Gly Leu Lys Leu Pro Asp Phe 
935 940 945 

cag gat tec att ttt gag tat ttc aac act get cct ctt gca cat gac 3178 
Gin Asp Ser lie Phe Glu Tyr Phe Asn Thr Ala Pro Leu Ala His Asp 
950 955 960 

ctg aca ttt aga acc age tea get agt gag caa gaa aca caa get ccg 3226 
Leu Thr Phe Arg Thr Ser Ser Ala Ser Glu Gin Glu Thr Gin Ala Pro 
965 970 975 

aag cca gaa gcg tec ccg teg atg tct gtg get gca tea gag cag cag 3274 
Lys Pro Glu Ala Ser Pro Ser Met Ser Val Ala Ala Ser Glu Gin Gin 
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980 



985 



990 



995 



gag gac atg get egg ccc ccg cag agg cca tec get gtg ccg ttg ccc 3322 
Glu Asp Met Ala Arg Pro Pro Gin Arg Pro Ser Ala Val Pro Leu Pro 
1000 1005 1010 

ace acg cag gee ctg gtt ctg get gga ccg aag cca aaa get cac cag 3370 
Thr Thr Gin Ala Leu Val Leu Ala Gly Pro Lys Pro Lys Ala His Gin 
1015 1020 1025 

ttc age ate aag tec ttc tec age cct act cag tgc age cac tgc acc 3418 
Phe Ser lie Lys Ser Phe Ser Ser Pro Thr Gin Cys Ser His Cys Thr 
1030 1035 1040 

tec ctg atg gtt ggg ctg ate egg cag ggc tac gee tgc gag gtg tgt 3466 
Ser Leu Met Val Gly Leu lie Arg Gin Gly Tyr Ala Cys Glu Val Cys 
1045 1050 1055 

tec ttt get tgc cac gtg tec tgc aaa gac ggt gee ccc cag gtg tgc 3514 
Ser Phe Ala Cys His Val Ser Cys Lys Asp Gly Ala Pro Gin Val Cys 
1060 1065 1070 1075 

cca ata cct ccc gag cag tec aag agg cct ctg ggc gtg gac gtg cag 3562 
Pro lie Pro Pro Glu Gin Ser Lys Arg Pro Leu Gly Val Asp Val Gin 
1080 1085 1090 

cga ggc ate gga aca gec tac aaa ggc cat gtc aag gtc cca aag ccc 3610 
Arg Gly lie Gly Thr Ala Tyr Lys Gly His Val Lys Val Pro Lys Pro 
1095 1100 1105 

acg ggg gtg aag aag gga tgg cag cgc gca tat gca gtc gtc tgt gag 3 658 
Thr Gly Val Lys Lys Gly Trp Gin Arg Ala Tyr Ala Val Val Cys Glu 
1110 1115 1120 

tgc aag etc ttc ctg tat gat ctg cct gaa gga aaa tec acc cag cct 3706 
Cys Lys Leu Phe Leu Tyr Asp Leu Pro Glu Gly Lys Ser Thr Gin Pro 
1125 1130 1135 

ggt gtc att gcg age caa gtc ttg gat etc aga gat gac gag ttt tec 3754 
Gly Val lie Ala Ser Gin Val Leu Asp Leu Arg Asp Asp Glu Phe Ser 
1140 1145 1150 1155 

gtg age tea gtc ctg gee tea gat gtc att cat get aca cgc cga gat 3802 
Val Ser Ser Val Leu Ala Ser Asp Val lie His Ala Thr Arg Arg Asp 
1160 1165 1170 

att cca tgt ata ttc agg gtg acg gee tct etc tta ggt gca cct tct 3850 
lie Pro Cys lie Phe Arg Val Thr Ala Ser Leu Leu Gly Ala Pro Ser 
1175 1180 1185 

aag acc age teg ctg etc att ctg aca gaa aat gag aat gaa aag agg 3 898 
Lys Thr Ser Ser Leu Leu lie Leu Thr Glu Asn Glu Asn Glu Lys Arg 
1190 1195 1200 

aag tgg gtt ggg att eta gaa gga etc cag tec ate ctt cat aaa aac 3946 
Lys Trp Val Gly lie Leu Glu Gly Leu Gin Ser lie Leu His Lys Asn 
1205 1210 1215 

egg ctg agg aat cag gtc gtg cat gtt ccc ttg gaa gee tac gac age 3994 
Arg Leu Arg Asn Gin Val Val His Val Pro Leu Glu Ala Tyr Asp Ser 
1220 1225 1230 1235 
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teg ctg cct etc ate aag gee ate ctg aca get gee ate gtg gat gca 4042 
Ser Leu Pro Leu lie Lys Ala lie Leu Thr Ala Ala lie Val Asp Ala 
1240 1245 1250 

gac agg att gca gtc ggc eta gaa gaa ggg etc tat gtc ata gag gtc 4090 
Asp Arg lie Ala Val Gly Leu Glu Glu Gly Leu Tyr Val He Glu Val 
1255 1260 1265 

ace cga gat gtg ate gtc cgt gee get gac tgt aag aag gta cac cag 413 8 
Thr Arg Asp Val He Val Arg Ala Ala Asp Cys Lys Lys Val His Gin 
1270 1275 1280 

ate gag ctt get ccc agg gag aag ate gta ate etc etc tgt ggc egg 4186 
He Glu Leu Ala Pro Arg Glu Lys He Val He Leu Leu Cys Gly Arg 
1285 1290 1295 

aac cac cat gtg cac etc tat ccg tgg teg tec ctt gat gga gcg gaa 4234 
Asn His His Val His Leu Tyr Pro Trp Ser Ser Leu Asp Gly Ala Glu 
1300 1305 1310 1315 

ggc age ttt gac ate aag ctt ccg gaa ace aaa ggc tgc cag etc atg 42 82 
Gly Ser Phe Asp He Lys Leu Pro Glu Thr Lys Gly Cys Gin Leu Met 
1320 1325 1330 

gee acg gee aca etc aag agg aac tct ggc ace tgc ctg ttt gtg gee 4330 
Ala Thr Ala Thr Leu Lys Arg Asn Ser Gly Thr Cys Leu Phe Val Ala 
1335 1340 1345 

gtg aaa egg ctg ate ctt tgc tat gag ate cag aga acg aag cca ttc 4378 
Val Lys Arg Leu He Leu Cys Tyr Glu He Gin Arg Thr Lys Pro Phe 
1350 1355 1360 

cac aga aag ttc aat gag att gtg get ccc ggc age gtg cag tgc ctg 442 6 
His Arg Lys Phe Asn Glu He Val Ala Pro Gly Ser Val Gin Cys Leu 
1365 1370 1375 

gcg gtg etc agg gac agg etc tgt gtg ggc tac cct tct ggg ttc tgc 4474 
Ala Val Leu Arg Asp Arg Leu Cys Val Gly Tyr Pro Ser Gly Phe Cys 
1380 1385 1390 1395 

ctg ctg age ate cag ggg gac ggg cag cct eta aac ctg gta aat ccc 4522 
Leu Leu Ser He Gin Gly Asp Gly Gin Pro Leu Asn Leu Val Asn Pro 
1400 1405 1410 

aat gac ccc teg ctt gcg ttc etc tea caa cag tct ttt gat gee ctt 4570 
Asn Asp Pro Ser Leu Ala Phe Leu Ser Gin Gin Ser Phe Asp Ala Leu 
1415 1420 1425 

tgt get gtg gag etc gaa age gag gag tac ctg ctt tgc ttc age cac 4618 
Cys Ala Val Glu Leu Glu Ser Glu Glu Tyr Leu Leu Cys Phe Ser His 
1430 1435 1440 

atg gga ctg tac gtg gac ccg caa ggc egg agg gca cgc gcg cag gag 4666 
Met Gly Leu Tyr Val Asp Pro Gin Gly Arg Arg Ala Arg Ala Gin Glu 
1445 1450 1455 

etc atg tgg cct gcg get cct gtc gee tgt agt tgc age ccc ace cac 4714 
Leu Met Trp Pro Ala Ala Pro Val Ala Cys Ser Cys Ser Pro Thr His 
1460 1465 1470 1475 

gtc acg gtg tac age gag tat ggc gtg gac gtc ttt gat gtg cgc ace 4762 
Val Thr Val Tyr Ser Glu Tyr Gly Val Asp Val Phe Asp Val Arg Thr 
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1480 



1485 



1490 



atg gag tgg gtg cag acc ate ggc ctg egg agg ata agg ccc ctg aac 4810 
Met Glu Trp Val Gin Thr He Gly Leu Arg Arg He Arg Pro Leu Asn 
1495 1500 1505 

tct gaa ggc acc etc aac etc etc aac tgc gag cct cca cgc ttg ate 4858 
Ser Glu Gly Thr Leu Asn Leu Leu Asn Cys Glu Pro Pro Arg Leu He 
1510 1515 1520 

tac ttc aag age aag ttc teg gga gcg gtt etc aac gtg ccg gac acc 4906 
Tyr Phe Lys Ser Lys Phe Ser Gly Ala Val Leu Asn Val Pro Asp Thr 
1525 1530 1535 

tec gac aac age aag aag cag atg ctg cgc acc agg age aaa agg egg 4954 
Ser Asp Asn Ser Lys Lys Gin Met Leu Arg Thr Arg Ser Lys Arg Arg 
1540 1545 1550 1555 

ttc gtc ttc aag gtc cca gag gaa gag aga ctg cag cag agg cga gag 5002 
Phe Val Phe Lys Val Pro Glu Glu Glu Arg Leu Gin Gin Arg Arg Glu 
1560 1565 1570 

atg ctt aga gac cca gaa ttg aga tec aaa atg ata tec aac cca acc 5050 
Met Leu Arg Asp Pro Glu Leu Arg Ser Lys Met He Ser Asn Pro Thr 
1575 1580 1585 

aac ttc aac cac gtg gee cac atg ggc cca ggc gac ggc atg cag gtg 5098 
Asn Phe Asn His Val Ala His Met Gly Pro Gly Asp Gly Met Gin Val 
1590 1595 1600 

etc atg gac ctg cct ctg agt get gtg ccc ccc tec cag gag gaa agg 5146 
Leu Met Asp Leu Pro Leu Ser Ala Val Pro Pro Ser Gin Glu Glu Arg 
1605 1610 1615 

ccg ggc ccc get ccc acc aac ctg get cgc cag cct cca tec agg aac 5194 
Pro Gly Pro Ala Pro Thr Asn Leu Ala Arg Gin Pro Pro Ser Arg Asn 
1620 1625 1630 1635 

aag ccc tac ate teg tgg ccc tea tea ggt gga teg gag cct age gtg 5242 
Lys Pro Tyr He Ser Trp Pro Ser Ser Gly Gly Ser Glu Pro Ser Val 
1640 1645 1650 

act gtg cct ctg aga agt atg tct gat cca gac cag gac ttt gac aaa 5290 
Thr Val Pro Leu Arg Ser Met Ser Asp Pro Asp Gin Asp Phe Asp Lys 
1655 1660 1665 

gag cct gat teg gac tec acc aaa cac tea act cca teg aat age tec 5338 
Glu Pro Asp Ser Asp Ser Thr Lys His Ser Thr Pro Ser Asn Ser Ser 
1670 1675 1680 

aac ccc age ggc cca ccg age ccc aac tec ccc cac agg age cag etc 5386 
Asn Pro Ser Gly Pro Pro Ser Pro Asn Ser Pro His Arg Ser Gin Leu 
1685 1690 1695 

ccc etc gaa ggc ctg gag cag ccg gee tgt gac acc tga agccgccagc 543 5 
Pro Leu Glu Gly Leu Glu Gin Pro Ala Cys Asp Thr * 
1700 1705 1710 

tcgccacagg ggecagggag ctggagatgg cctccagcgt cagtgccaag actgageggg 5495 
ccctccagtg ttgtccaagg aaatgtagaa tcactttgta gatatggaga tgaagaagac 5555 
aaatctttat tataatattg atcagtttta tgccgcattg ttcgtggcag tagaccacat 5615 
ctgttcgtct gcacagctgt gaggegatge tgttccatct gcacatgaag gacccccata 567 5 
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cagcctgtct 
cctcagcaga 
tcagtaccca 
gaggtcctat 
ctgtggcctt 
tagtcatgga 
ttctgggtcg 
tttccattcg 
ggcaggccct 
ccactgggat 
atggagcccc 
acactggccc 
taccagatgt 
tggcggcaga 
ggctgcttgg 
caccacctag 
gggttctggt 
gtgagaacat 
aaaaaaaaaa 



cccacccctg 
aacccgtcat 
gtcttttccc 
agcattccca 
tttttcattt 
caaaggccca 
cagccatgaa 
cttccacggc 
gtggcctgct 
accccacccc 
cgtgattagt 
cggcccacgg 
tgagtgacca 
cacagcttgt 
caaggctgtt 
ccctgccacc 
tttttacttt 
ttttgaacaa 
aaaaaaaaaa 



acaacccgag 
gacgcggctg 
tagttcctga 
gtgtcactag 
agccattgca 
ggaccagtga 
gtgtcaccag 
ttctgcctcc 
gggctgaggg 
gccccgccnn 
agcccgtatg 
cacagcaatc 
gctctgtggc 
ccacagcttg 
caggacgtgc 
ccactgccct 
tttaatgtaa 
tttacctgtc 
aaaaa 



agggcatatg 
cttcggaagc 
aactttccta 
aattttgaag 
cagtcagctg 
caccctgcgt 
tatctactac 
tgccataaaa 
aagtcagagc 
cccccccccc 
atcacgtaga 
ccctgcgcgt 
cctgtgtcgt 
ggccaggctt 
acttccccaa 
cctgggcctt 
gtctcagtct 
aataaagcag 



gggccctgcc 
agacatctgg 
ggaccttaag 
acaggaaagt 
cagaagtcct 
ccctgtgtgc 
tgtgaagtca 
ccagcgagtg 
cccagggcgc 
cccnccagtc 
cccacccaac 
ggatttcacc 
cagaggcttg 
cccctgtcct 
gtcggcactg 
ctgctggatg 
ttgtaattaa 
aagacggcag 



aacaccactt 
ggacacagcc 
agaatagtag 
ggaggttagt 
gctgaccacc 
gttaagttca 
gctgtgctgt 
tcgtggtgca 
cacgaagcag 
nagncccgaa 
acactcctgc 
tcaccctttg 
tgattaactg 
cccaccggtc 
agtggcccag 
ggcacctggg 
ttattgaatt 
ttttaaagtt 



5735 
5795 
5855 
5915 
5975 
6035 
6095 
6155 
6215 
6275 
6335 
6395 
6455 
6515 
6575 
6635 
6695 
6755 
6780 
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<400> 72 



Met 


Ser 


Ala 


Lys 


Val 


Arg 


Leu 


Lys 


Lys 


Leu 


Glu 


Gin 


Leu 


Leu 


Leu 


Asp 


1 








5 










10 










15 




Glv 


PlTO 


J. -L ±J 


Arg 


Asn 


Glu 


Ser 


Ala 


Leu 


Ser 


Val 


Glu 


Thr 


Leu 


T .01 1 










20 










25 










30 






Ua "1 

vai 


T .01 1 

iJCU 


V d -L 




Leu 


lyr 


Thr- 

i ii j. 






OCl 


n x o 


Ser 


Ala 


Leu 


Arg 


Arg 






35 










40 










45 








Asp 


Lys 


Tyr 


Val 


Ala 


Glu 


Phe 


Leu 


Glu 


Trp 


Ala 


Lys 


Pro 


Phe 


Thr 


Gin 




50 










55 










60 










Leu 


Val 


Lys 


Glu 


Met 


Gin 


Leu 


His 


Arg 


Glu 


Asp 


Phe 


Glu 


He 


He 


Lys 


65 










70 










75 










80 


Val 


He 


Gly 


Arg 


Gly 


Ala 


Phe 


Gly 


Glu 


Val 


Ala 


Val 


Val 


Lys 


Met 


Lys 










85 










90 










95 




Asn 


Thr 


Glu 


Arg 


He 


Tyr 


Ala 


Met 


Lys 


He 


Leu 


Asn 


Lys 


Trp 


Glu 


Met 








100 










105 










110 






Leu 


Lys 


Arg 


Ala 


Glu 


Thr 


Ala 


Cys 


Phe 


Arg 


Glu 


Glu 


Arg 


Asp 


Val 


Leu 






115 










120 










125 








Val 


Asn 


Gly 


Asp 


Cys 


Gin 


Trp 


He 


Thr 


Ala 


Leu 


His 


Tyr 


Ala 


Phe 


Gin 




130 










135 










140 










Asp 


Glu 


Asn 


His 


Leu 


Tyr 


Leu 


Val 


Met 


Asp 


Tyr 


Tyr 


Val 


Gly 


Gly 


Asp 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Leu 


Leu 


Ser 


Lys 


Phe 


Glu 


Asp 


Lys 


Leu 


Pro 


Glu 


Asp 


Met 
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170 










175 




Ala 


Arg 


Phe 


Tyr 


He 


Gly 


Glu 


Met 


Val 


Leu 


Ala 


He 


Asp 


Ser 


He 


His 








180 










185 










190 






Gin 


Leu 


His 


Tyr 


Val 


His 


Arg 


Asp 


He 


Lys 


Pro 


Asp 


Asn 


Val 


Leu 


Leu 






195 










200 










205 








Asp 


Val 


Asn 


Gly 


His 


He 


Arg 


Leu 


Ala 


Asp 


Phe 


Gly 


Ser 


Cys 


Leu 


Lys 




210 










215 










220 










Met 


Asn 


Asp 


Asp 


Gly 


Thr 


Val 


Gin 


Ser 


Ser 


Val 


Ala 


Val 


Gly 


Thr 


Pro 


225 










230 










235 










240 


Asp 


Tyr 


He 


Ser 


Pro 


Glu 


He 


Leu 


Gin 


Ala 


Met 


Glu 


Asp 


Gly 


Met 


Gly 










245 










250 










255 




Lys 


Tyr 


Gly 


Pro 


Glu 


Cys 


Asp 


Trp 


Trp 


Ser 


Leu 


Gly Val 


Cys 


Met 


Tyr 








260 










265 










270 






Glu 


Met 


Leu 


Tyr 


Gly 


Glu 


Thr 


Pro 


Phe 


Tyr 


Ala 


Glu 


Ser 


Leu 


Val 


Glu 






275 










280 










285 
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Thr Tyr Gly Lys 
290 

His Val Thr Asp 
305 

lie Cys Ser Arg 

Lys Lys His Ala 
340 

Leu Glu Ala Pro 
355 

Asn Phe Asp Val 
370 

Pro Gly Ser His 
385 

Phe Thr Phe Thr 

Ser lie Met Gin 
420 

Asp Leu Glu His 
435 

Arg Leu Glu Gin 
450 

Thr Gin Thr Val 
465 

Ser Asn Arg Asp 

Leu Lys Asn Lys 
500 

Asp Thr Val Ala 
515 

Arg Gly Leu Glu 
530 

Leu His Lys Gin 
545 

Lys Glu Leu Lys 

Phe Ser Glu Leu 
580 

Lys Val Ser Arg 
595 

Thr Gin Lys Val 
610 

Leu Arg Lys Glu 
625 

Ser Lys Glu Arg 

Met Glu Ser Glu 
660 

Ala Gly Ala Thr 
675 

Glu Leu Glu Lys 
690 

Glu Ala Ser His 
705 

Asp Ser Glu Ser 

Lys Asp Lys Leu 
740 

Glu Ala Val Gly 
755 

Leu Phe Asp Glu 
770 



lie Met Asn His 
295 

Val Ser Glu Glu 
310 

Glu Arg Arg Leu 
325 

Phe Phe Glu Gly 

Tyr lie Pro Asp 
360 

Asp Asp Asp Val 
375 

Thr Gly Phe Ser 
390 

Thr Glu Ser Cys 
405 

Ser Asn Thr Leu 

Ser Leu Gin Met 
440 

Glu Lys Leu Glu 
455 

Gin Ser Leu His 
470 

Lys Glu lie Lys 
485 

lie Ala Asp Ser 

Leu Arg Gin Glu 
520 

Lys Gin His Arg 
535 

Leu Val Glu Ala 
550 

Asp Ala His Gin 
565 

Asn Glu Arg Met 

Gin Leu Arg Asp 
600 

Asp Ala Met Arg 
615 

Leu Glu Ala Gin 
630 

Lys Leu Arg Glu 
645 

Leu Glu Ala Leu 

Leu Glu His Gin 
680 

Lys Val Leu Phe 
695 

Val Leu Glu Val 
710 

His Gin Leu Ala 
725 

Glu Lys Ser Lys 

Thr lie Lys Asp 
760 

Asn Lys Lys Leu 
775 



Glu Glu Arg Phe 
300 

Ala Lys Asp Leu 
315 

Gly Gin Asn Gly 
330 

Leu Asn Trp Glu 
345 

Val Ser Ser Pro 

Leu Arg Asn Thr 
380 

Gly Leu His Leu 
395 

Phe Ser Asp Arg 
410 

Thr Lys Asp Glu 
425 

Glu Ala Tyr Glu 

Leu Ser Arg Lys 
460 

Gly Ser Ser Arg 
475 

Lys Leu Asn Glu 
490 

Asn Arg Leu Glu 
505 

Arg Glu Asp Ser 

Val Val Arg Gin 
540 

Ser Glu Arg Leu 
555 

Gin Arg Lys Leu 
570 

Ala Glu Leu Arg 
585 

Lys Glu Glu Glu 

Gin Glu Met Arg 
620 

Leu Asp Asp Ala 
635 

His Ser Glu Asn 
650 

Lys Val Lys Gin 
665 

Gin Glu lie Ser 

Tyr Glu Glu Glu 
700 

Lys Asn Val Lys 
715 

Leu Gin Lys Glu 
730 

Arg Glu Arg His 
745 

Lys Tyr Glu Arg 

Thr Ala Glu Asn 
780 



Gin Phe Pro Ser 

lie Gin Arg Leu 
320 

lie Glu Asp Phe 
335 

Asn lie Arg Asn 
350 

Ser Asp Thr Ser 
365 

Glu lie Leu Pro 

Pro Phe lie Gly 
400 

Gly Ser Leu Lys 
415 

Asp Val Gin Arg 
430 

Arg Arg lie Arg 
445 

Leu Gin Glu Ser 

Ala Leu Ser Asn 
480 

Glu lie Glu Arg 
495 

Arg Gin Leu Glu 
510 

Thr Gin Arg Leu 
525 

Glu Lys Glu Glu 

Lys Ser Gin Ala 
560 

Ala Leu Gin Glu 
575 

Ala Gin Lys Gin 
590 

Met Glu Val Ala 
605 

Arg Ala Glu Lys 

Val Ala Glu Ala 
640 

Phe Cys Lys Gin 
655 

Gly Gly Arg Gly 
670 

Lys lie Lys Ser 
685 

Leu Val Arg Arg 

Lys Glu Val His 
720 

lie Leu Met Leu 
735 

Asn Glu Met Glu 
750 

Glu Arg Ala Met 
765 

Glu Lys Leu Cys 
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Ser 


Phe 


Val 


Asp 


Lys 


Leu 


Thr 


Ala 


Gin 


Asn 


Arg 


Gin 


Leu 


Glu 


Asp 


Glu 


785 










790 










795 










800 


Leu 


Gin 


Asp 


Leu 


Ala 


Ala 


Lys 


Lys 


Glu 


Ser 


Val 


Ala 


His 


Trp 


Glu 


Ala 










805 










810 










815 




Gin 


He 


Ala 


Glu 


He 


He 


Gin 


Trp 


Val 


Ser 


Asp 


Glu 


Lys 


Asp 


Ala 


Arg 








820 










825 










830 






Gly 


Tyr 


Leu 


Gin 


Ala 


Leu 


Ala 


Ser 


Lys 


Met 


Thr 


Glu 


Glu 


Leu 


Glu 


Ala 






835 










840 










845 








Leu 


Arg 


Ser 


Ser 


Ser 


Leu 


Gly 


Ser 


Arg 


Thr 


Leu 


Asp 


Pro 


Leu 


Trp 


Lys 




850 










855 










860 










Val 


Arg 


Arg 


Ser 


Gin 


Lys 


Leu 


Asp 


Met 


Ser 


Ala 


Arg 


Leu 


Glu 


Leu 


Gin 


865 










870 










875 










880 


Ser 


Ala 


Leu 


Glu 


Ala 


Glu 


He 


Arg 


Ala 


Lys 


Gin 


Leu 


Val 


Gin 


Glu 


Glu 










885 










890 










895 




Leu 


Arg 


Lys 


Val 


Lys 


Asp 


Ala 


Asn 


Leu 


Thr 


Leu 


Glu 


Ser 


Lys 


Leu 


Lys 








900 










905 










910 






Asp 


Ser 


Glu 


Ala 


Lys 


Asn 


Arg 


Glu 


Leu 


Leu 


Glu 


Glu 


Met 


Glu 


He 


Leu 






915 










920 










925 








Lys 


Lys 


Lys 


Met 


Glu 


Glu 


Lys 


Phe 


Arg 


Ala 


Asp 


Thr 


Gly 


Leu 


Lys 


Leu 




930 










935 










940 










Pro 


Asp 


Phe 


Gin 


Asp 


Ser 


He 


Phe 


Glu 


Tyr 


Phe 


Asn 


Thr 


Ala 


Pro 


Leu 


945 










950 










955 










960 


Ala 


His 


Asp 


Leu 


Thr 


Phe 


Arg 


Thr 


Ser 


Ser 


Ala 


Ser 


Glu 


Gin 


Glu 


Thr 










965 










970 










975 




Gin 


Ala 


Pro 


Lys 


Pro 


Glu 


Ala 


Ser 


Pro 


Ser 


Met 


Ser 


Val 


Ala 


Ala 


Ser 








980 










985 










990 






Glu 


Gin 


Gin 


Glu 


Asp 


Met 


Ala 


Arg 


Pro 


Pro 


Gin 


Arg 


Pro 


Ser 


Ala 


Val 






995 










1000 








1005 






Pro 


Leu 


Pro 


Thr 


Thr 


Gin 


Ala 


Leu 


Val 


Leu 


Ala 


Gly 


Pro 


Lys 


Pro 


Lys 




1010 








1015 








1020 








Ala 


His 


Gin 


Phe 


Ser 


He 


Lys 


Ser 


Phe 


Ser 


Ser 


Pro 


Thr 


Gin 


Cys 


Ser 


1025 








1030 








1035 








1040 


His 


Cys 


Thr 


Ser 


Leu 


Met 


Val 


Gly 


Leu 


He 


Arg 


Gin 


Gly 


Tyr 


Ala 


Cys 










1045 








1050 








1055 


Glu 


Val 


Cys 


Ser 


Phe 


Ala 


Cys 


His 


Val 


Ser 


Cys 


Lys 


Asp 


Gly 


Ala 


Pro 








1060 








1065 








1070 




Gin 


Val 


Cys 


Pro 


He 


Pro 


Pro 


Glu 


Gin 


Ser 


Lys 


Arg 


Pro 


Leu 


Gly Val 






1075 








1080 








1085 






Asp ■ 


Val 


Gin 


Arg 


Gly 


He 


Gly 


Thr 


Ala 


Tyr 


Lys 


Gly 


His 


Val 


Lys 


Val 




1090 








1095 








1100 








Pro 


Lys 


Pro 


Thr 


Gly 


Val 


Lys 


Lys 


Gly 


Trp 


Gin 


Arg 


Ala 


Tyr 


Ala 


Val 


1105 








1110 








1115 








1120 


Val 


Cys 


Glu 


Cys 


Lys 


Leu 


Phe 


Leu 


Tyr 


Asp 


Leu 


Pro 


Glu 


Gly 


Lys 


Ser 










1125 








1130 








1135 


Thr 


Gin 


Pro 


Gly 


Val 


He 


Ala 


Ser 


Gin 


Val 


Leu 


Asp 


Leu 


Arg 


Asp 


Asp 








1140 








1145 








1150 




Glu 


Phe 


Ser 


Val 


Ser 


Ser 


Val 


Leu 


Ala 


Ser 


Asp 


Val 


He 


His 


Ala 


Thr 






1155 








1160 








1165 






Arg 


Arg 


Asp 


He 


Pro 


Cys 


He 


Phe 


Arg 


Val 


Thr 


Ala 


Ser 


Leu 


Leu 


Gly 




1170 








1175 








1180 








Ala 


Pro 


Ser 


Lys 


Thr 


Ser 


Ser 


Leu 


Leu 


He 


Leu 


Thr 


Glu 


Asn 


Glu 


Asn 


1185 








1190 








1195 








1200 


Glu 


Lys 


Arg 


Lys 


Trp 


Val 


Gly 


He 


Leu 


Glu 


Gly 


Leu 


Gin 


Ser 


He 


Leu 










1205 








1210 








1215 


His 


Lys 


Asn 


Arg 


Leu 


Arg 


Asn 


Gin 


Val 


Val 


His 


Val 


Pro 


Leu 


Glu 


Ala 








1220 








1225 








1230 




Tyr 


Asp 


Ser 


Ser 


Leu 


Pro 


Leu 


He 


Lys 


Ala 


He 


Leu 


Thr 


Ala 


Ala 


He 






1235 








1240 








1245 






Val 


Asp 


Ala 


Asp 


Arg 


He 


Ala 


Val 


Gly Leu 


Glu 


Glu 


Gly 


Leu 


Tyr 


Val 




1250 








1255 








1260 








lie 


Glu 


Val 


Thr 


Arg 


Asp 


Val 


He 


Val 


Arg 


Ala 


Ala 


Asp 


Cys 


Lys 


Lys 



1265 1270 1275 1280 
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Val His Gin lie Glu Leu Ala Pro Arg Glu Lys lie Val lie Leu Leu 

1285 1290 1295 

Cys Gly Arg Asn His His Val His Leu Tyr Pro Trp Ser Ser Leu Asp 

1300 1305 1310 

Gly Ala Glu Gly Ser Phe Asp lie Lys Leu Pro Glu Thr Lys Gly Cys 

1315 1320 1325 

Gin Leu Met Ala Thr Ala Thr Leu Lys Arg Asn Ser Gly Thr Cys Leu 

1330 1335 1340 

Phe Val Ala Val Lys Arg Leu lie Leu Cys Tyr Glu lie Gin Arg Thr 
1345 1350 1355 1360 

Lys Pro Phe His Arg Lys Phe Asn Glu lie Val Ala Pro Gly Ser Val 

1365 1370 1375 

Gin Cys Leu Ala Val Leu Arg Asp Arg Leu Cys Val Gly Tyr Pro Ser 

1380 1385 1390 

Gly Phe Cys Leu Leu Ser lie Gin Gly Asp Gly Gin Pro Leu Asn Leu 

1395 1400 1405 

Val Asn Pro Asn Asp Pro Ser Leu Ala Phe Leu Ser Gin Gin Ser Phe 

1410 1415 1420 

Asp Ala Leu Cys Ala Val Glu Leu Glu Ser Glu Glu Tyr Leu Leu Cys 
1425 1430 1435 1440 

Phe Ser His Met Gly Leu Tyr Val Asp Pro Gin Gly Arg Arg Ala Arg 

1445 1450 1455 

Ala Gin Glu Leu Met Trp Pro Ala Ala Pro Val Ala Cys Ser Cys Ser 

1460 1465 1470 

Pro Thr His Val Thr Val Tyr Ser Glu Tyr Gly Val Asp Val Phe Asp 

1475 1480 1485 

Val Arg Thr Met Glu Trp Val Gin Thr lie Gly Leu Arg Arg lie Arg 

1490 1495 1500 

Pro Leu Asn Ser Glu Gly Thr Leu Asn Leu Leu Asn Cys Glu Pro Pro 
1505 1510 1515 1520 

Arg Leu lie Tyr Phe Lys Ser Lys Phe Ser Gly Ala Val Leu Asn Val 

1525 1530 1535 

Pro Asp Thr Ser Asp Asn Ser Lys Lys Gin Met Leu Arg Thr Arg Ser 

1540 1545 1550 

Lys Arg Arg Phe Val Phe Lys Val Pro Glu Glu Glu Arg Leu Gin Gin 

1555 1560 1565 

Arg Arg Glu Met Leu Arg Asp Pro Glu Leu Arg Ser Lys Met lie Ser 

1570 1575 1580 

Asn Pro Thr Asn Phe Asn His Val Ala His Met Gly Pro Gly Asp Gly 
1585 1590 1595 1600 

Met Gin Val Leu Met Asp Leu Pro Leu Ser Ala Val Pro Pro Ser Gin 

1605 1610 1615 

Glu Glu Arg Pro Gly Pro Ala Pro Thr Asn Leu Ala Arg Gin Pro Pro 

1620 1625 1630 

Ser Arg Asn Lys Pro Tyr lie Ser Trp Pro Ser Ser Gly Gly Ser Glu 

1635 1640 1645 

Pro Ser Val Thr Val Pro Leu Arg Ser Met Ser Asp Pro Asp Gin Asp 

1650 1655 1660 

Phe Asp Lys Glu Pro Asp Ser Asp Ser Thr Lys His Ser Thr Pro Ser 
1665 1670 1675 1680 

Asn Ser Ser Asn Pro Ser Gly Pro Pro Ser Pro Asn Ser Pro His Arg 

1685 1690 1695 

Ser Gin Leu Pro Leu Glu Gly Leu Glu Gin Pro Ala Cys Asp Thr 
1700 1705 1710 



<210> 73 

<211> 2699 

<212> DNA 

<213> Homo Sapiens 

<220> 



170 



<221> CDS 

<222> (181) . . . (1671) 



<400> 73 

gcggccgcgg cggcggctgg ggcgttcgcg ggccggcgcg cggcgtgcgg ggccgtgctg 60 
ctgacggagc tgctggagcg cgccgctttc tacggcatca cgtccaacct ggtgctattc 12 0 
ctgaacgggg cgccgttctg ctgggagggc gcgcaggcca gcgaggcgct gctgctcttc 18 0 
atg ggc etc acc tac ctg ggc teg ccg ttc gga ggc tgg ctg gec gac 228 
Met Gly Leu Thr Tyr Leu Gly Ser Pro Phe Gly Gly Trp Leu Ala Asp 
15 10 15 

gcg egg ctg ggc egg gcg cgc gee ate ctg ctg age ctg gcg etc tac 276 
Ala Arg Leu Gly Arg Ala Arg Ala lie Leu Leu Ser Leu Ala Leu Tyr 
20 25 30 

ctg ctg ggc atg ctg gee ttc ccg ctg ctg gee gcg ccc gee acg cga 324 
Leu Leu Gly Met Leu Ala Phe Pro Leu Leu Ala Ala Pro Ala Thr Arg 
35 40 45 

gee gcg etc tgc ggt tec gcg cgc ctg etc aac tgc acg gcg cct ggt 372 
Ala Ala Leu Cys Gly Ser Ala Arg Leu Leu Asn Cys Thr Ala Pro Gly 
50 55 60 

ccc gac gee gee gee cgc tgc tgc tea ccg gee acc ttc gcg ggg ctg 42 0 
Pro Asp Ala Ala Ala Arg Cys Cys Ser Pro Ala Thr Phe Ala Gly Leu 
65 70 75 80 

gtg ctg gtg ggc ctg ggc gtg gee acc gtc aag gee aac ate acg ccc 468 
Val Leu Val Gly Leu Gly Val Ala Thr Val Lys Ala Asn lie Thr Pro 
85 ' 90 95 

ttc ggc gee gac cag gtt aaa gat cga ggt ccg gaa gee act agg aga 516 
Phe Gly Ala Asp Gin Val Lys Asp Arg Gly Pro Glu Ala Thr Arg Arg 
100 105 110 

ttt ttt aat tgg ttt tat tgg age att aac ctg gga gcg ate ctg teg 564 
Phe Phe Asn Trp Phe Tyr Trp Ser lie Asn Leu Gly Ala lie Leu Ser 
115 120 125 

tta ggt ggc att gee tat att cag cag aac gty age ttt gtc act ggt 612 
Leu Gly Gly lie Ala Tyr lie Gin Gin Asn Xaa Ser Phe Val Thr Gly 
130 135 140 

tat gcg ate ccc act gtc tgc gtc ggc ctt get ttt gtg gee ttc etc 660 
Tyr Ala lie Pro Thr Val Cys Val Gly Leu Ala Phe Val Ala Phe Leu 
145 150 155 160 

tgt ggc cag age gtt ttc ate acc aag cct cct gat ggc agt gee ttc 708 
Cys Gly Gin Ser Val Phe lie Thr Lys Pro Pro Asp Gly Ser Ala Phe 
165 170 175 

acc gat atg ttc aag ata ctg acg tat tec tgc tgt tec cag aag cga 756 
Thr Asp Met Phe Lys lie Leu Thr Tyr Ser Cys Cys Ser Gin Lys Arg 
180 185 190 

agt gga gag cgc cag agt aat ggt gaa ggc att gga gtc ttt cag caa 804 
Ser Gly Glu Arg Gin Ser Asn Gly Glu Gly lie Gly Val Phe Gin Gin 
195 200 205 

tct tct aaa caa agt ctg ttt gat tea tgt aag atg tct cat ggt ggg 852 
Ser Ser Lys Gin Ser Leu Phe Asp Ser Cys Lys Met Ser His Gly Gly 
210 215 220 
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cca ttt aca gaa gag aaa gtg gaa gat gtg aaa get ctg gtc aag att 900 
Pro Phe Thr Glu Glu Lys Val Glu Asp Val Lys Ala Leu Val Lys lie 
225 230 235 240 

gtc cct gtt ttc ttg get ttg ata cct tac tgg aca gtg tat ttc caa 948 
Val Pro Val Phe Leu Ala Leu He Pro Tyr Trp Thr Val Tyr Phe Gin 
245 250 255 

atg cag aca aca tat gtt tta cag agt ctt cat ttg agg att cca gaa 996 
Met Gin Thr Thr Tyr Val Leu Gin Ser Leu His Leu Arg He Pro Glu 
260 265 270 

att tea aat att aca ace act cct cac acg etc cct gca gee tgg ctg 1044 
He Ser Asn He Thr Thr Thr Pro His Thr Leu Pro Ala Ala Trp Leu 
275 280 285 

ace atg ttt gat get gtg etc ate etc ctg etc ate cct ctg aag gac 1092 
Thr Met Phe Asp Ala Val Leu He Leu Leu Leu He Pro Leu Lys Asp 
290 295 300 

aaa ctg gtc gat ccc att ttg aga aga cat ggc ctg etc cca tec tec 1140 
Lys Leu Val Asp Pro He Leu Arg Arg His Gly Leu Leu Pro Ser Ser 
305 310 315 320 

ctg aag agg ate gee gtg ggc atg ttc ttt gtc atg tgc teg gee ttt 1188 
Leu Lys Arg He Ala Val Gly Met Phe Phe Val Met Cys Ser Ala Phe 
325 330 335 

get gca gga att ttg gag agt aaa agg ctg aac ctt gtt aaa gag aaa 1236 
Ala Ala Gly He Leu Glu Ser Lys Arg Leu Asn Leu Val Lys Glu Lys 
340 345 350 

ace att aat cag acc ate ggc aac gtc gtc tac cat get gee gat ctg 12 84 
Thr He Asn Gin Thr He Gly Asn Val Val Tyr His Ala Ala Asp Leu 
355 360 365 

teg ctg tgg tgg cag gtg ccg cag tac ttg ctg att ggg ate age gag 1332 
Ser Leu Trp Trp Gin Val Pro Gin Tyr Leu Leu He Gly He Ser Glu 
370 375 380 

ate ttt gca agt ate gca ggc ctg gaa ttt gca tac tea get gee ccc 1380 
He Phe Ala Ser He Ala Gly Leu Glu Phe Ala Tyr Ser Ala Ala Pro 
385 390 395 400 

aag tec atg cag agt gee ata atg ggc ttg ttc ttt ttc ttc tct ggc 1428 
Lys Ser Met Gin Ser Ala He Met Gly Leu Phe Phe Phe Phe Ser Gly 
405 410 415 

gtc ggg teg ttc gtg ggt tct gga ctg ctg gca ctg gtg tct ate aaa 1476 
Val Gly Ser Phe Val Gly Ser Gly Leu Leu Ala Leu Val Ser He Lys 
420 425 430 

gee ate gga tgg atg age agt cac aca gac ttt ggt aat att aac ggc 1524 
Ala He Gly Trp Met Ser Ser His Thr Asp Phe Gly Asn He Asn Gly 
435 440 445 

tgc tat ttg aac tat tac ttt ttc ctt ctg get get att caa gga get 1572 
Cys Tyr Leu Asn Tyr Tyr Phe Phe Leu Leu Ala Ala He Gin Gly Ala 
450 455 460 

acc etc ctg ctt ttc etc att att tct gtg aaa tat gac cat cat cga 1620 
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Thr Leu Leu Leu Phe Leu lie lie Ser Val Lys Tyr Asp His His Arg 
465 470 475 480 



gac cat cag cga tea aga gec aat ggc gtg ccc acc age agg agg gee 1668 
Asp His Gin Arg Ser Arg Ala Asn Gly Val Pro Thr Ser Arg Arg Ala 
485 490 495 

tga ccttcctgag gccatgtgcg gtttctgagg ctgacatgtc agtaactgac 1721 



tggggtgcac 
acttgeatgt 
ccttactgca 
agtatgtcgc 
gaaactcaca 
gtttcttaaa 
attaataaac 
agcatggtca 
gaacaatctt 
ctgcttcaaa 
geatgeataa 
ggtacttcac 
gactaaagac 
attaaaaata 
tattgttact 
tgctgtattt 
aaaaaaaaaa 



tgagaacagg 
tgcctggatt 
gcgtgtctcc 
ttgtcattca 
aatggagatt 
caaatagtat 
tgttacttat 
gatgetgeaa 
gctcttgcca 
aagtacttac 
gagtcatttg 
accttaccta 
tgatcatggt 
attgaaagtg 
gtacgtgtat 
ttggcataac 
aaaaaaaa 



caagacttta 
gatttcttct 
tggcacgctg 
aggtctctgt 
gcaaagtctt 
cacctgcttc 
acttaagaaa 
ggattttaca 
tgttctttga 
tttttaaacc 
agaccatgtg 
gtcagagtgc 
tgtatgtaag 
ttaaatgtga 
ctggggcttc 
tttattataa 



aattcccata 
ttccctctat 
ggccctccgg 
gaatcctcta 
ggggaactcc 
ccatagccat 
gtgaggattt 
taaatgecat 
tttaggctgg 
atcaacatta 
tcccatctca 
ttatatatag 
gaaaacattc 
acttgagctg 
tccgtttgtt 
aaagcatctc 



aaatgtctga 
ccaaaggagc 
gaggagagct 
gctgggttcc 
acgtgttagt 
atctcactgt 
tttttttttt 
atttatggtt 
tagtaaacac 
cttttctttc 
agecacagag 
ctttattttg 
ttttgaacag 
tttgaccagt 
aatacttttt 
aaatgcgaaa 



cttcactgaa 
ttggtaagtg 
gcagatttcg 
cttttttaca 
tggcatccca 
aaaaaaaaaa 
taaagataaa 
tccttcctga 
atttcatctg 
ttaaggcaag 
caactcacgg 
gtacgattga 
aaatagtgta 
cacatttttg 
ctgtatttgt 
tccaaaaaaa 



1781 
1841 
1901 
1961 
2021 
2081 
2141 
2201 
2261 
2321 
2381 
2441 
2501 
2561 
2621 
2681 
2699 



<210> 74 
<211> 496 
<212> PRT 

<213> Homo Sapiens 



<220> 

<221> VARIANT 

<222> (1)...(496) 

<223> Xaa = Any Amino Acid 



<400> 74 
Met Gly Leu Thr 
1 

Ala Arg Leu Gly 
20 

Leu Leu Gly Met 
35 

Ala Ala Leu Cys 
50 

Pro Asp Ala Ala 
65 

Val Leu Val Gly 

Phe Gly Ala Asp 
100 

Phe Phe Asn Trp 
115 

Leu Gly Gly lie 
130 

Tyr Ala lie Pro 
145 

Cys Gly Gin Ser 



Tyr Leu Gly Ser 
5 

Arg Ala Arg Ala 

Leu Ala Phe Pro 
40 

Gly Ser Ala Arg 
55 

Ala Arg Cys Cys 
70 

Leu Gly Val Ala 
85 

Gin Val Lys Asp 

Phe Tyr Trp Ser 
120 

Ala Tyr lie Gin 
135 

Thr Val Cys Val 
150 

Val Phe lie Thr 
165 



Pro Phe Gly Gly 
10 

lie Leu Leu Ser 
25 

Leu Leu Ala Ala 

Leu Leu Asn Cys 
60 

Ser Pro Ala Thr 
75 

Thr Val Lys Ala 
90 

Arg Gly Pro Glu 
105 

lie Asn Leu Gly 

Gin Asn Xaa Ser 
140 

Gly Leu Ala Phe 
155 

Lys Pro Pro Asp 
170 



Trp Leu Ala Asp 
15 

Leu Ala Leu Tyr 
30 

Pro Ala Thr Arg 
45 

Thr Ala Pro Gly 

Phe Ala Gly Leu 
80 

Asn lie Thr Pro 
95 

Ala Thr Arg Arg 
110 

Ala lie Leu Ser 
125 

Phe Val Thr Gly 

Val Ala Phe Leu 
160 

Gly Ser Ala Phe 
175 
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Thr 


Asp 


Met 


Phe 


Lys 


He 


Leu 


Thr 


Tyr 


Ser 


Cys 


Cys 


Ser 


Gin 


Lys 


Arg 








180 










185 










190 






Ser 


Gly 


Glu 


Arg 


Gin 


Ser 


Asn 


Gly 


Glu 


Gly 


He 


Gly 


Val 


Phe 


Gin 


Gin 






195 










200 










205 








Ser 


Ser 


Lys 


Gin 


Ser 


Leu 


Phe 


Asp 


Ser 


Cys 


Lys 


Met 


Ser 


His 


Gly 


Gly 




210 










215 










220 










Pro 


Phe 


Thr 


Glu 


Glu 


Lys 


Val 


Glu 


Asp 


Val 


Lys 


Ala 


Leu 


Val 


Lys 


He 


225 










230 










235 










240 


Val 


Pro 


Val 


Phe 


Leu 


Ala 


Leu 


He 


Pro 


Tyr 


Trp 


Thr 


Val 


Tyr 


Phe 


Gin 










245 










250 










255 




Met 


Gin 


Thr 


Thr 


Tyr 


Val 


Leu 


Gin 


Ser 


Leu 


His 


Leu 


Arg 


He 


Pro 


Glu 








260 










265 










270 






He 


Ser 


Asn 


He 


Thr 


Thr 


Thr 


Pro 


His 


Thr 


Leu 


Pro 


Ala 


Ala 


Trp 


Leu 






275 










280 










285 








Thr 


Met 


Phe 


Asp 


Ala 


Val 


Leu 


He 


Leu 


Leu 


Leu 


He 


Pro 


Leu 


Lys 


Asp 




290 










295 










300 










Lys 


Leu 


Val 


Asp 


Pro 


He 


Leu 


Arg 


Arg 


His 


Gly 


Leu 


Leu 


Pro 


Ser 


Ser 


305 










310 










315 










320 


Leu 


Lys 


Arg 


He 


Ala 


Val 


Gly 


Met 


Phe 


Phe 


Val 


Met 


Cys 


Ser 


Ala 


Phe 










325 










330 










335 




Ala 


Ala 


Gly 


He 


Leu 


Glu 


Ser 


Lys 


Arg 


Leu 


Asn 


Leu 


Val 


Lys 


Glu 


Lys 








340 










345 










350 






Thr 


He 


Asn 


Gin 


Thr 


He 


Gly 


Asn 


Val 


Val 


Tyr 


His 


Ala 


Ala 


Asp 


Leu 






355 










360 










365 








Ser 


Leu 


Trp 


Trp 


Gin 


Val 


Pro 


Gin 


Tyr 


Leu 


Leu 


He 


Gly 


He 


Ser 


Glu 




370 










375 










380 










He 


Phe 


Ala 


Ser 


lie 


Ala 


Gly 


Leu 


Glu 


Phe 


Ala 


Tyr 


Ser 


Ala 


Ala 


Pro 


385 










390 










395 










400 


Lys 


Ser 


Met 


Gin 


Ser 


Ala 


He 


Met 


Gly 


Leu 


Phe 


Phe 


Phe 


Phe 


Ser 


Gly 










405 










410 










415 




Val 


Gly 


Ser 


Phe 


Val 


Gly 


Ser 


Gly 


Leu 


Leu 


Ala 


Leu 


Val 


Ser 


He 


Lys 








420 










425 










430 






Ala 


He 


Gly 


Trp 


Met 


Ser 


Ser 


His 


Thr 


Asp 


Phe 


Gly 


Asn 


He 


Asn 


Gly 






435 










440 










445 








Cys 


Tyr 


Leu 


Asn 


Tyr 


Tyr 


Phe 


Phe 


Leu 


Leu 


Ala 


Ala 


He 


Gin 


Glv 


Ala 




450 










455 










460 










Thr 


Leu 


Leu 


Leu 


Phe 


Leu 


He 


He 


Ser 


Val 


Lys 


Tyr 


Asp 


His 


His 


Arg 


465 










470 










475 










480 


Asp 


His 


Gin 


Arg 


Ser 


Arg 


Ala 


Asn 


Gly 


Val 


Pro 


Thr 


Ser 


Arg 


Arg 


Ala 










485 










490 










495 





<210> 75 
<211> 1335 
<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1335) 

<400> 75 

atg att gaa gac aat aag gag aac aaa gac cat tct ttg gag aga gga 48 
Met He Glu Asp Asn Lys Glu Asn Lys Asp His Ser Leu Glu Arg Gly 
15 10 15 

aga gcg act etc att ttt tec tta aag aat gaa gtt gga gga ctt ata 96 
Arg Ala Thr Leu He Phe Ser Leu Lys Asn Glu Val Gly Gly Leu He 
20 25 30 

aaa gca ctg aaa ate ttc cag gag aaa cat gtg aac ctg tta cat att 144 
Lys Ala Leu Lys He Phe Gin Glu Lys His Val Asn Leu Leu His He 
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35 



40 



45 



gag tec cga aaa tct aag aga aga aac tea gaa ttt gag att ttt gtt 192 
Glu Ser Arg Lys Ser Lys Arg Arg Asn Ser Glu Phe Glu lie Phe Val 
50 55 60 

gac tgt gat ace aac aga gaa caa ttg aat gat att ttt cat ctt ctg 240 
Asp Cys Asp Thr Asn Arg Glu Gin Leu Asn Asp lie Phe His Leu Leu 
65 70 75 80 

aag tct cat ace aat gtt ctt tct gtg act cca cca gat aat ttt act 288 
Lys Ser His Thr Asn Val Leu Ser Val Thr Pro Pro Asp Asn Phe Thr 
85 90 95 

atg aag gaa gaa ggc atg gag agt gtt cct tgg ttt cca aag aaa att 33 6 
Met Lys Glu Glu Gly Met Glu Ser Val Pro Trp Phe Pro Lys Lys lie 
100 105 110 

tea gac ctg gac cat tgt get aac cga gtt ctg atg tat gga tct gag 384 
Ser Asp Leu Asp His Cys Ala Asn Arg Val Leu Met Tyr Gly Ser Glu 
115 120 125 

eta gat gca gac cac cct ggc ttc aaa gac aat gtc tac cgt aaa aga 432 
Leu Asp Ala Asp His Pro Gly Phe Lys Asp Asn Val Tyr Arg Lys Arg 
130 135 140 

cga aag tac ttt gca gac teg get atg age tat aaa tat gga gac ccc 480 
Arg Lys Tyr Phe Ala Asp Ser Ala Met Ser Tyr Lys Tyr Gly Asp Pro 
145 150 155 160 

att cct aag gtt gaa ttc acg gaa gag gag att aag acc tgg gga acc 528 
lie Pro Lys Val Glu Phe Thr Glu Glu Glu lie Lys Thr Trp Gly Thr 
165 170 175 

gta ttc egg gag etc aac aaa etc tat ccg acc cat get tgc aga gag 57 6 
Val Phe Arg Glu Leu Asn Lys Leu Tyr Pro Thr His Ala Cys Arg Glu 
180 185 190 

tat etc aaa aat tta cct ctg ctt tec aag tat tgt gga tat cag gaa 624 
Tyr Leu Lys Asn Leu Pro Leu Leu Ser Lys Tyr Cys Gly Tyr Gin Glu 
195 200 205 

gac aat ate cca cag ctg gaa gat att tea aac ttt tta aaa gag cgc 672 
Asp Asn lie Pro Gin Leu Glu Asp lie Ser Asn Phe Leu Lys Glu Arg 
210 215 220 

aca ggt ttt tec att cgt cct gtg get ggt tac tta tea cca aga gat 720 
Thr Gly Phe Ser lie Arg Pro Val Ala Gly Tyr Leu Ser Pro Arg Asp 
225 230 235 240 

ttc tta tea ggt tta gee ttt cga gtt ttt cac tgc act caa tat gtg 768 
Phe Leu Ser Gly Leu Ala Phe Arg Val Phe His Cys Thr Gin Tyr Val 
245 250 255 

aga cac agt tea gac ccc ttc tat acc cca gag ccg gat acc tgc cat 816 
Arg His Ser Ser Asp Pro Phe Tyr Thr Pro Glu Pro Asp Thr Cys His 
260 265 270 

gaa etc tta ggt cac gtt ccc ctt ttg get gag cca agt ttt get cag 864 
Glu Leu Leu Gly His Val Pro Leu Leu Ala Glu Pro Ser Phe Ala Gin 
275 280 285 



175 



ttc tec caa gaa att ggc ctg get tec ctt gga get tea gag gag get 912 
Phe Ser Gin Glu lie Gly Leu Ala Ser Leu Gly Ala Ser Glu Glu Ala 
290 295 300 



gtt caa aaa ctg gca acg tgc tac ttt ttc act gtg gag ttt ggt eta 960 
Val Gin Lys Leu Ala Thr Cys Tyr Phe Phe Thr Val Glu Phe Gly Leu 
305 310 315 320 

tgt aaa caa gac gga cag tta cga gtc ttc ggc get ggc tta ctt tct 1008 
Cys Lys Gin Asp Gly Gin Leu Arg Val Phe Gly Ala Gly Leu Leu Ser 
325 330 335 

tct ate agt gaa etc aaa cat gtg ctt tct gga cat gee aaa gta aag 1056 
Ser lie Ser Glu Leu Lys His Val Leu Ser Gly His Ala Lys Val Lys 
340 345 350 

cct ttt gat ccc aag att acc tgc aaa caa gaa tgc etc ate aca act 1104 
Pro Phe Asp Pro Lys lie Thr Cys Lys Gin Glu Cys Leu lie Thr Thr 
355 360 365 

ttt cag gat gtc tac ttt gta tct gaa agt ttt gaa gat gca aag gag 1152 
Phe Gin Asp Val Tyr Phe Val Ser Glu Ser Phe Glu Asp Ala Lys Glu 
370 375 380 

aag atg aga gaa ttt acc aaa aca att aag cgt ccc ttt gga gtg aaa 1200 
Lys Met Arg Glu Phe Thr Lys Thr lie Lys Arg Pro Phe Gly Val Lys 
385 390 395 400 

tat aat ccc tac aca cga age att cag ate ctg aaa gac gee aaa age 1248 
Tyr Asn Pro Tyr Thr Arg Ser lie Gin lie Leu Lys Asp Ala Lys Ser 
405 410 415 

ata acg aat gee atg aac gag ctg egg cat gat ctt gac gtt gtc age 1296 
lie Thr Asn Ala Met Asn Glu Leu Arg His Asp Leu Asp Val Val Ser 
420 425 430 

gac gee ctt ggg aag gtc age agg aag ccg agt ate taa 1335 
Asp Ala Leu Gly Lys Val Ser Arg Lys Pro Ser lie * 
435 440 



<210> 76 
<211> 444 
<212> PRT 

<213> Homo Sapiens 
<400> 76 

Met lie Glu Asp Asn Lys Glu Asn Lys Asp His Ser Leu Glu Arg Gly 

15 10 15 

Arg Ala Thr Leu lie Phe Ser Leu Lys Asn Glu Val Gly Gly Leu lie 

20 25 30 

Lys Ala Leu Lys lie Phe Gin Glu Lys His Val Asn Leu Leu His lie 

35 40 45 

Glu Ser Arg Lys Ser Lys Arg Arg Asn Ser Glu Phe Glu lie Phe Val 

50 55 60 

Asp Cys Asp Thr Asn Arg Glu Gin Leu Asn Asp lie Phe His Leu Leu 
65 70 75 80 

Lys Ser His Thr Asn Val Leu Ser Val Thr Pro Pro Asp Asn Phe Thr 

85 90 95 

Met Lys Glu Glu Gly Met Glu Ser Val Pro Trp Phe Pro Lys Lys lie 

100 105 110 

Ser Asp Leu Asp His Cys Ala Asn Arg Val Leu Met Tyr Gly Ser Glu 



176 







115 










120 


Leu 


Asp 


Ala 


Asp 


His 


Pro 


Gly 


Phe 




130 










135 




Arg 


Lys 


Tyr 


Phe 


Ala 


Asp 


Ser 


Ala 


145 










150 






He 


Pro 


Lys 


Val 


Glu 


Phe 


Thr 


Glu 










165 








Val 


Phe 


Arg 


Glu 


Leu 


Asn 


Lys 


Leu 








180 










Tyr 


Leu 


Lys 


Asn 


Leu 


Pro 


Leu 


Leu 






195 










200 


Asp 


Asn 


He 


Pro 


Gin 


Leu 


Glu 


Asp 




210 










215 




Thr 


Gly 


Phe 


Ser 


He 


Arg 


Pro 


Val 


225 










230 






Phe 


Leu 


Ser 


Gly 


Leu 


Ala 


Phe 


Arg 










245 








Arg 


His 


Ser 


Ser 


Asp 


Pro 


Phe 


Tyr 








260 










Glu 


Leu 


Leu 


Gly 


His 


Val 


Pro 


Leu 






275 










280 


Phe 


Ser 


Gin 


Glu 


He 


Gly 


Leu 


Ala 




290 










295 




Val 


Gin 


Lys 


Leu 


Ala 


Thr 


Cys 


Tyr 


305 










310 






Cys 


Lys 


Gin 


Asp 


Gly Gin 


Leu 


Arg 










325 








Ser 


He 


Ser 


Glu 


Leu 


Lys 


His 


Val 








340 










Pro 


Phe 


Asp 


Pro 


Lys 


He 


Thr 


Cys 






355 










360 


Phe 


Gin 


Asp 


Val 


Tyr 


Phe 


Val 


Ser 




370 










375 




Lys 


Met 


Arg 


Glu 


Phe 


Thr 


Lys 


Thr 


385 










390 






Tvr 


Asn 


Pro 


Tvr 


Thr 


Arg 


Ser 


He 










405 








He 


Thr 


Asn 


Ala 


Met 


Asn 


Glu 


Leu 








420 










Asp 


Ala 


Leu 


Gly 


Lys 


Val 


Ser 


Arg 






435 










440 



125 



Lys 


Asp 


Asn 


Val 


Tyr 


Arg 


Lys 


Arg 








140 










Met 


Ser 


Tyr 


Lys 


Tyr 


Gly 


Asp 


Pro 






^155 










160 


Glu 


Glu 


He 


Lys 


Thr 


Trp 


Gly 


Thr 




170 










175 




Tyr 


Pro 


Thr 


His 


Ala 


Cys 


Arg 


Glu 


185 










190 






Ser 


Lys 


Tyr 


Cys 


Gly 


Tyr 


Gin 


Glu 










205 








He 


Ser 


Asn 


Phe 


Leu 


Lys 


Glu 


Arg 








220 










Ala 


Gly 


Tyr 


Leu 


Ser 


Pro 


Arg 


Asp 






235 










240 


Val 


Phe 


His 


Cvs 


Thr 


Gin 


Tyr 


Val 




250 










255 




Thr 


Pro 


Glu 


Pro 


Asp 


Thr 


Cys 


His 


265 










270 






Leu 


Ala 


Glu 


Pro 


Ser 


Phe 


Ala 


Gin 










285 








Ser 


Leu 


Gly 


Ala 


Ser 


Glu 


Glu 


Ala 








300 










Phe 


Phe 


Thr 


Val 


Glu 


Phe 


Gly 


Leu 






315 










320 


Val 


Phe 


Gly 


Ala 


Gly 


Leu 


Leu 


Ser 




330 










335 




Leu 


Ser 


Gly 


His 


Ala 


Lys 


Val 


Lys 


345 










350 






Lys 


Gin 


Glu 


Cys 


Leu 


He 


Thr 


Thr 










365 








Glu 


Ser 


Phe 


Glu 


Asp 


Ala 


Lys 


Glu 








380 










He 


Lys 


Arg 


Pro 


Phe 


Gly 


Val 


Lys 






395 










400 


Gin 


He 


Leu 


Lys 


Asp 


Ala 


Lys 


Ser 




410 










415 




Arg 


His 


Asp 


Leu 


Asp 


Val 


Val 


Ser 


425 










430 






Lys 


Pro 


Ser 


He 











<210> 77 

<211> 2534 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (118) . . . (1230) 
<400> 77 

cctgctctgc acctgtcgtc gactgccagc cggctgaggg cgggggtctc cacggtggtc 60 
ccagctccca aggaggttgc agaagtaccg tacagagtgg atttgcaggg cagtggc atg 12 0 

Met 
1 

gag ccc etc ttc ccc gcg ccg ttc tgg gag gtt ate tac ggc age cac 168 
Glu Pro Leu Phe Pro Ala Pro Phe Trp Glu Val He Tyr Gly Ser His 
5 10 15 



177 



ctt cag ggc aac ctg tec etc ctg age ccc aac cac agt ctg ctg ccc 216 
Leu Gin Gly Asn Leu Ser Leu Leu Ser Pro Asn His Ser Leu Leu Pro 
20 25 30 

ccg cat ctg ctg etc aat gee age cac ggc gee ttc ctg ccc etc ggg 264 
Pro His Leu Leu Leu Asn Ala Ser His Gly Ala Phe Leu Pro Leu Gly 
35 40 45 

etc aag gtc acc ate gtg ggg etc tac ctg gee gtg tgt gtc gga ggg 312 
Leu Lys Val Thr lie Val Gly Leu Tyr Leu Ala Val Cys Val Gly Gly 
50 *" 55 60 65 

etc ctg ggg aac tgc ctt gtc atg tac gtc ate etc agg cac acc aaa 360 
Leu Leu Gly Asn Cys Leu Val Met Tyr Val lie Leu Arg His Thr Lys 
70 75 80 

atg aag aca gee acc aat att tac ate ttt aac ctg gee ctg gee gac 408 
Met Lys Thr Ala Thr Asn lie Tyr lie Phe Asn Leu Ala Leu Ala Asp 
85 90 95 

act ctg gtc ctg ctg acg ctg ccc ttc cag ggc acg gac ate etc ctg 456 
Thr Leu Val Leu Leu Thr Leu Pro Phe Gin Gly Thr Asp lie Leu Leu 
100 105 110 

ggc ttc tgg ccg ttt ggg aat gcg ctg tgc aag aca gtc att gee att 504 
Gly Phe Trp Pro Phe Gly Asn Ala Leu Cys Lys Thr Val lie Ala lie 
115 120 125 

gac tac tac aac atg ttc acc age acc ttc acc eta act gee atg agt 552 
Asp Tyr Tyr Asn Met Phe Thr Ser Thr Phe Thr Leu Thr Ala Met Ser 
130 135 140 145 

gtg gat cgc tat gta gee ate tgc cac ccc ate cgt gee etc gac gtc 600 
Val Asp Arg Tyr Val Ala lie Cys His Pro lie Arg Ala Leu Asp Val 
150 155 160 

cgc acg tec age aaa gee cag get gtc aat gtg gee ate tgg gee ctg 648 
Arg Thr Ser Ser Lys Ala Gin Ala Val Asn Val Ala lie Trp Ala Leu 
165 170 175 

gee tct gtt gtc ggt gtt ccc gtt gee ate atg ggc teg gca cag gtc 696 
Ala Ser Val Val Gly Val Pro Val Ala lie Met Gly Ser Ala Gin Val 
180 185 190 

gag gat gaa gag ate gag tgc ctg gtg gag ate cct acc cct cag gat 744 
Glu Asp Glu Glu lie Glu Cys Leu Val Glu lie Pro Thr Pro Gin Asp 
195 200 205 

tac tgg ggc ccg gtg ttt gee ate tgc ate ttc etc ttc tec ttc ate 792 
Tyr Trp Gly Pro Val Phe Ala lie Cys lie Phe Leu Phe Ser Phe lie 
210 215 220 225 

gtc ccc gtg etc gtc ate tct gtc tgc tac age etc atg ate egg egg 840 
Val Pro Val Leu Val lie Ser Val Cys Tyr Ser Leu Met lie Arg Arg 
230 235 240 

etc cgt gga gtc cgc ctg etc teg ggc tec cga gag aag gac egg aac 888 
Leu Arg Gly Val Arg Leu Leu Ser Gly Ser Arg Glu Lys Asp Arg Asn 
245 250 255 

ctg egg cgc ate act egg ctg gtg ctg gtg gta gtg get gtg ttc gtg 936 
Leu Arg Arg lie Thr Arg Leu Val Leu Val Val Val Ala Val Phe Val 



178 



260 



265 



270 



ggc tgc tgg acg cct gtc cag gtc ttc gtg ctg gcc caa ggg ctg ggg 
Gly Cys Trp Thr Pro Val Gin Val Phe Val Leu Ala Gin Gly Leu Gly 
275 280 285 



984 



gtt cag ccg age age gag act gcc gtg gcc att ctg cgc ttc tgc acg 
Val Gin Pro Ser Ser Glu Thr Ala Val Ala lie Leu Arg Phe Cys Thr 
290 295 300 305 



1032 



gcc ctg ggc tac gtc aac age tgc etc aac ccc ate etc tac gcc ttc 
Ala Leu Gly Tyr Val Asn Ser Cys Leu Asn Pro lie Leu Tyr Ala Phe 
310 315 320 



1080 



ctg gat gag aac ttc aag gcc tgc ttc cgc aag ttc tgc tgt gca tct 
Leu Asp Glu Asn Phe Lys Ala Cys Phe Arg Lys Phe Cys Cys Ala Ser 
325 330 335 



1128 



gcc ctg cgc egg gac gtg cag gtg tct gac cgc gtg cgc age att gcc 
Ala Leu Arg Arg Asp Val Gin Val Ser Asp Arg Val Arg Ser lie Ala 
340 345 350 



1176 



aag gac gtg gcc ctg gcc tgc aag ace tct gag acg gta ccg egg ccc 
Lys Asp Val Ala Leu Ala Cys Lys Thr Ser Glu Thr Val Pro Arg Pro 
355 360 365 



1224 



gca tga ctaggcgtgg acctgcccat ggtgcctgtc agcccgcaga gcccatctac 

Ala * 

370 



1280 



gcccaacaca 
catccagagc 
acctagtgac 
etaaagctge 
acatgctggt 
ctcttggcct 
agcagcagct 
ccagctgcct 
gggaagtgca 
cctggaggac 
gtccaggtgg 
tctgaaggtt 
gggcccaacc 
gtgcaatgaa 
tgtctcagga 
tegttttect 
atcctcccaa 
gctgtgttgc 
tggggacgee 
gcccaacggg 
tgettgagee 



gagctcacac 
ctgggatggg 
atcatgggac 
cctcctggtg 
ggacggccgt 
ctctgctgct 
gtgtcatcct 
tcagccctgt 
gcaggcagct 
ttgcctgttc 
gggctggcag 
ttctgtgtgc 
cccatttccc 
etatatgetg 
cgaaggcgcc 
ggtcttgact 
ggctcccctc 
ggggaagctg 
tgcttcattt 
aggatggctt 
aaactgcaaa 



aggtcactgc 
cttttccctg 
aggtcaaagc 
cagggecgag 
tactggagee 
gcgttggcag 
gtgcccccca 
gacgtctcct 
tttctttggg 
cgactccacc 
tccctggctg 
tgcacggtgc 
ttcaggagac 
tggacegtea 
gcgtgaccac 
gctctgtttg 
acagcctctc 
tgtggaagga 
acaagcctca 
cacagcagag 
ggctgtggtg 



tetctaggeg 
tgggccaggg 
attagggeca 
gggacacaag 
cgtgcccctc 
aaccctgggt 
tgtgctgtgt 
cagggcagct 
gtgggacttg 
tgtgcagccg 
cagaccccga 
aggcctcatc 
cagegagagg 
acccagccct 
atgggcagct 
ggtgggagaa 
etttgettga 
gaagctggtg 
agatggctct 
ccagcatgag 
gctgtgagga 



gacacaccct 
atgctcggtc 
cctccatggc 
gacctacctg 
cctccccgtg 
gggcaggcac 
gctgtttgca 
ggacaggctt 
ccctgagctt 
gggccacccc 
gctggccctc 
cctgactgca 
ccctggccat 
gcttctcagt 
ctgttcacaa 
gattctctgg 
agecagaggt 
gccacagcag 
gtgtagggcc 
gggtggggcc 
cactgegggg 



gggecctgag 
ccagaggagg 
cccagacaga 
gaagcagctg 
cttcatgtga 
ceggaggagg 
tggcagggct 
ggcacggccc 
ggagctgeca 
aggagaaagt 
ggaccgcacc 
gcttgactct 
ccctccagcg 
gtggggcagg 
agtggaggcc 
gggtccccac 
cagtggccgt 
agtcctgctc 
tgagcttget 
tggcagggct 
gttg 



1340 
1400 
1460 
1520 
1580 
1640 
1700 
1760 
1820 
1880 
1940 
2000 
2060 
2120 
2180 
2240 
2300 
2360 
2420 
2480 
2534 



<210> 78 

<211> 370 

<212> PRT 

<213> Homo Sapiens 



<400> 78 

Met Glu Pro Leu Phe Pro Ala Pro Phe Trp Glu 

15 10 
His Leu Gin Gly Asn Leu Ser Leu Leu Ser Pro 
20 25 



Val lie Tyr Gly Ser 
15 

Asn His Ser Leu Leu 
30 



179 



Pro 


Pro 


His 


Leu 


Leu 


Leu 


Asn 


Ala 


Ser 


His 


Gly 


Ala 


Phe 


Leu 


Pro 


Leu 






35 










40 










45 








Gly 


Leu 


Lys 


Val 


Thr 


lie 


Val 


Gly 


Leu 


Tyr 


Leu 


Ala 


Val 


Cys 


Val 


Gly 




50 










55 










60 










Gly 


Leu 


Leu 


Gly 


Asn 


Cys 


Leu 


Val 


Met 


Tyr 


Val 


He 


Leu 


Arg 


His 


Thr 


65 










70 










75 










80 


Lys 


Met 


Lys 


Thr 


Ala 


Thr 


Asn 


He 


Tyr 


He 


Phe 


Asn 


Leu 


Ala 


Leu 


Ala 










85 










90 










95 




Asp 


Thr 


Leu 


Val 


Leu 


Leu 


Thr 


Leu 


Pro 


Phe 


Gin 


Gly 


Thr 


Asp 


He 


Leu 








100 










105 










110 






Leu 


Gly 


Phe 


Trp 

XT 


Pro 


Phe 


Gly Asn 


Ala 


Leu 


Cvs 


Lvs 


Thr 


Val 


He 


Ala 






115 










120 










125 








lie 


ASD 


Tvr 


Tvr 


Asn 


Met 


Phe 


Thr 


Ser 


Thr 


Phe 


Thr 


Leu 


Thr 


Ala 


Met 




130 










135 










140 










Sear 


Val 


Asp 


Arg 


Tvr 


Val 


Ala 


He 


Cys 


His 


Pro 


He 


Arg 


Ala 


Leu 


Asp 


145 










150 










155 










160 


Val 


Arg 


Thr 


Ser 


Ser 


Lys 


Ala 


Gin 


Ala 


Val 


Asn 


Val 


Ala 


He 


Trp 


Ala 










165 










170 










175 




Leu 


Ala 


Ser 


Val 


Val 


Gly Val 


Pro 


Val 


Ala 


He 


Met 


Glv 


Ser 


Ala 


Gin 








180 










185 










190 






Val 


Glu 


Asp 


Glu 


Glu 


He 


Glu 


Cys 


Leu 


Val 


Glu 


He 


Pro 


Thr 


Pro 


Gin 






195 










200 










205 








Asp 


Tyr 




Glv 


Pro 


Val 


Phe 


Ala 


He 


Cys 


He 


Phe 


Leu 


Phe 


Ser 


Phe 




210 










215 










220 










lie 


Val 


Pro 


Val 


Leu 


Val 


He 


Ser 


Val 


Cvs 


Tvr 


Ser 


Leu 


Met 


He 


Arcr 


225 










230 










235 










240 


Ara 


Leu 


Arg 


Glv 


Val 


Arg 


Leu 


Leu 


Ser 


Glv 


Ser 


Arcr 


Glu 


Lys 


Asp 


Arg 










245 










250 










255 




Asn 


Leu 


Arg 


Arg 


lie 


Thr 


Arg 


Leu 


Val 


Leu 


Val 


Val 


Val 


Ala 


Val 


Phe 








260 










265 










270 






Val 


Gly 


Cvs 


Trp 

XT 


Thr 


Pro 


Val 


Gin 


Val 


Phe 


Val 


Leu 


Ala 


Gin 


Glv 


Leu 






275 










280 










285 








Gly 


Val 


Gin 


Pro 


Ser 


Ser 


Glu 


Thr 


Ala 


Val 


Ala 


He 


Leu 


Arcr 


Phe 


Cys 




290 










295 










300 










Thr 


Ala 


Leu 


Glv 


Tvr 


Val 


Asn 


Ser 


Cys 


Leu 


Asn 


Pro 


He 


Leu 


Tvr 


Ala 


305 










310 










315 










320 


Phe 


Leu 


Asp 


Glu 


Asn 


Phe 


Lys 


Ala 


Cys 


Phe 




Lys 


Phe 


Cys 


Cys 


Ala 










325 










330 










335 




Ser 


Ala 


Leu 


Arg 


Arg 


Asp 


Val 


Gin 


Val 


Ser 


Asp 


Arg 


Val 


Arg 


Ser 


He 








340 










345 










350 






Ala 


Lys 


Asp 


Val 


Ala 


Leu 


Ala 


Cys 


Lys 


Thr 


Ser 


Glu 


Thr 


Val 


Pro 


Arg 






355 










360 










365 









Pro Ala 



370 



<210> 79 
<211> 5296 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (176) . . . (5029) 
<400> 79 

ctgctggagt aggcacccat ttaaagaaaa aatgaagaag cagcaataaa gaagttgtaa 60 
tcgttaccta gacaaacaga gaactggttt tgacagtgtt tctagagtgc tttttattat 120 
tttcctgaca gttgtgttcc accatgatta ctttctcctt cagcgaatag gctaa atg 178 

Met 
1 



180 



aat atg aaa cag aaa age gtg tat cag caa acc aaa gca ctt ctg tgc 226 
Asn Met Lys Gin Lys Ser Val Tyr Gin Gin Thr Lys Ala Leu Leu Cys 
5 10 15 

aag aat ttt ctt aag aaa tgg agg atg aaa aga gag age tta ttg gaa 274 
Lys Asn Phe Leu Lys Lys Trp Arg Met Lys Arg Glu Ser Leu Leu Glu 
20 25 30 

tgg ggc etc tea ata ctt eta gga ctg tgt att get ctg ttt tec agt 322 
Trp Gly Leu Ser lie Leu Leu Gly Leu Cys lie Ala Leu Phe Ser Ser 
35 40 45 

tec atg aga aat gtc cag ttt cct gga atg get cct cag aat ctg gga 370 
Ser Met Arg Asn Val Gin Phe Pro Gly Met Ala Pro Gin Asn Leu Gly 
50 55 60 65 

agg gta gat aaa ttt aat age tct tct tta atg gtt gtg tat aca cca 418 
Arg Val Asp Lys Phe Asn Ser Ser Ser Leu Met Val Val Tyr Thr Pro 
70 75 80 

ata tct aat tta acc cag cag ata atg aat aaa aca gca ctt get cct 466 
lie Ser Asn Leu Thr Gin Gin lie Met Asn Lys Thr Ala Leu Ala Pro 
85 90 95 

ctt ttg aaa gga aca agt gtc att ggg gca cca aat aaa aca cac atg 514 
Leu Leu Lys Gly Thr Ser Val lie Gly Ala Pro Asn Lys Thr His Met 
100 105 110 

gac gaa ata ctt ctg gaa aat tta cca tat get atg gga ate ate ttt 562 
Asp Glu lie Leu Leu Glu Asn Leu Pro Tyr Ala Met Gly lie lie Phe 
115 120 125 

aat gaa act ttc tct tat aag tta ata ttt ttc cag gga tat aac agt 610 
Asn Glu Thr Phe Ser Tyr Lys Leu lie Phe Phe Gin Gly Tyr Asn Ser 
130 135 140 145 

cca ctt tgg aaa gaa gat ttc tea get cat tgc tgg gat gga tat ggt 658 
Pro Leu Trp Lys Glu Asp Phe Ser Ala His Cys Trp Asp Gly Tyr Gly 
150 155 160 

gag ttt tea tgt aca ttg acc aaa tac tgg aat aga gga ttt gtg get 706 
Glu Phe Ser Cys Thr Leu Thr Lys Tyr Trp Asn Arg Gly Phe Val Ala 
165 170 175 

tta caa aca get att aat act gee att ata gaa ate aca acc aat cac 754 
Leu Gin Thr Ala lie Asn Thr Ala lie lie Glu lie Thr Thr Asn His 
180 185 190 

cct gtg atg gag gag ttg atg tea gtt act get ata act atg aag aca 802 
Pro Val Met Glu Glu Leu Met Ser Val Thr Ala lie Thr Met Lys Thr 
195 200 205 

tta cct ttc ata act aaa aat ctt ctt cac aat gag atg ttt att tta 850 
Leu Pro Phe lie Thr Lys Asn Leu Leu His Asn Glu Met Phe lie Leu 
210 215 220 225 

ttc ttc ttg ctt cat ttc tec cca ctt gta tat ttt ata tea etc aat 898 
Phe Phe Leu Leu His Phe Ser Pro Leu Val Tyr Phe lie Ser Leu Asn 
230 235 240 

gta aca aaa gag aga aaa aag tct aag aat ttg atg aaa atg atg ggt 946 
Val Thr Lys Glu Arg Lys Lys Ser Lys Asn Leu Met Lys Met Met Gly 
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245 



250 



255 



etc caa gat tea gca ttc tgg etc tec tgg ggt eta ate tat get ggc 994 
Leu Gin Asp Ser Ala Phe Trp Leu Ser Trp Gly Leu lie Tyr Ala Gly 
260 265 270 

ttc ate ttt att att tec ata ttc att aca att ate ata aca ttc ace 1042 
Phe lie Phe lie lie Ser lie Phe lie Thr lie lie lie Thr Phe Thr 
275 280 285 

caa att ata gtc atg act ggc ttc atg gtc ata ttt ata etc ttt ttt 1090 
Gin lie lie Val Met Thr Gly Phe Met Val lie Phe lie Leu Phe Phe 
290 295 300 305 

tta tat ggc tta tct ttg gta get ttg gtg ttc ctg atg agt gtg ctg 1138 
Leu Tyr Gly Leu Ser Leu Val Ala Leu Val Phe Leu Met Ser Val Leu 
310 315 320 

tta aag aaa get gtc etc ace aat ttg gtt gtg ttt etc ctt acc etc 1186 
Leu Lys Lys Ala Val Leu Thr Asn Leu Val Val Phe Leu Leu Thr Leu 
325 330 335 

ttt tgg gga tgt ctg gga ttc act gta ttt tat gaa caa ctt cct tea 1234 
Phe Trp Gly Cys Leu Gly Phe Thr Val Phe Tyr Glu Gin Leu Pro Ser 
340 345 350 

tct ctg gag tgg att ttg aat att tgt age cct ttt gee ttt act act 1282 
Ser Leu Glu Trp lie Leu Asn lie Cys Ser Pro Phe Ala Phe Thr Thr 
355 360 365 

gga atg att cag att ate aaa ctg gat tat aac ttg aat ggt gta att 1330 
Gly Met lie Gin lie lie Lys Leu Asp Tyr Asn Leu Asn Gly Val lie 
370 375 380 385 

ttt cct gac cct tea gga gac tea tat aca atg ata gca act ttt tct 1378 
Phe Pro Asp Pro Ser Gly Asp Ser Tyr Thr Met lie Ala Thr Phe Ser 
390 395 400 

atg ttg ctt ttg gat ggt etc ate tac ttg eta ttg gca tta tac ttt 1426 
Met Leu Leu Leu Asp Gly Leu lie Tyr Leu Leu Leu Ala Leu Tyr Phe 
405 410 415 

gac aaa att tta ccc tat gga gat gag cgc cat tat tct cct tta ttt 1474 
Asp Lys lie Leu Pro Tyr Gly Asp Glu Arg His Tyr Ser Pro Leu Phe 
420 425 430 

ttc ttg aat tea tea tct tgt ttc caa cac caa agg act aat get aag 1522 
Phe Leu Asn Ser Ser Ser Cys Phe Gin His Gin Arg Thr Asn Ala Lys 
435 440 445 

gtt att gag aaa gaa ate gat get gag cat ccc tct gat gat tat ttt 1570 
Val lie Glu Lys Glu lie Asp Ala Glu His Pro Ser Asp Asp Tyr Phe 
450 455 460 465 

gaa cca gta get cct gaa ttc caa gga aaa gaa gee ate aga ate aga 1618 
Glu Pro Val Ala Pro Glu Phe Gin Gly Lys Glu Ala lie Arg lie Arg 
470 475 480 

aat gtt aag aag gaa tat aaa gga aaa tct gga aaa gtg gaa gca ttg 1666 
Asn Val Lys Lys Glu Tyr Lys Gly Lys Ser Gly Lys Val Glu Ala Leu 
485 490 495 
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aaa ggc ttg etc ttt gac ata tat gaa ggt caa ate acg gca ate ctg 1714 
Lys Gly Leu Leu Phe Asp lie Tyr Glu Gly Gin lie Thr Ala lie Leu 
500 505 510 

ggt cac agt gga get ggc aaa tct tea ctg eta aat att ctt aat gga 17 62 
Gly His Ser Gly Ala Gly Lys Ser Ser Leu Leu Asn lie Leu Asn Gly 
515 520 525 

ttg tct gtt cca aca gaa gga tea gtt ace ate tat aat aaa aat etc 1810 
Leu Ser Val Pro Thr Glu Gly Ser Val Thr lie Tyr Asn Lys Asn Leu 
530 535 540 545 

tct gaa atg caa gac ttg gag gaa ate aga aag ata act ggc gtc tgt 1858 
Ser Glu Met Gin Asp Leu Glu Glu lie Arg Lys lie Thr Gly Val Cys 
550 555 560 

cct caa ttc aat gtt caa ttt gac ata etc acc gtg aag gaa aac etc 1906 
Pro Gin Phe Asn Val Gin Phe Asp lie Leu Thr Val Lys Glu Asn Leu 
565 570 575 

age ctg ttt get aaa ata aaa ggg att cat eta aag gaa gtg gaa caa 1954 
Ser Leu Phe Ala Lys lie Lys Gly lie His Leu Lys Glu Val Glu Gin 
580 585 590 

gag gta caa cga ata tta ttg gaa ttg gac atg caa aac att caa gat 2002 
Glu Val Gin Arg lie Leu Leu Glu Leu Asp Met Gin Asn lie Gin Asp 
595 600 605 

aac ctt get aaa cat tta agt gaa gga cag aaa aga aag ctg act ttt 2 050 
Asn Leu Ala Lys His Leu Ser Glu Gly Gin Lys Arg Lys Leu Thr Phe 
610 615 620 625 

ggg att acc att tta gga gat cct caa att ttg ctt tta gat gaa cca 2098 
Gly lie Thr lie Leu Gly Asp Pro Gin lie Leu Leu Leu Asp Glu Pro 
630 635 640 

act act gga ttg gat ccc ttt tec aga gat caa gtg tgg age etc ctg 2146 
Thr Thr Gly Leu Asp Pro Phe Ser Arg Asp Gin Val Trp Ser Leu Leu 
645 650 655 

aga gag cgt aga gca gat cat gtg ate ctt ttc agt acc cag tec atg 2194 
Arg Glu Arg Arg Ala Asp His Val lie Leu Phe Ser Thr Gin Ser Met 
660 665 670 

gat gag get gac ate ctg get gat aga aaa gtg ate atg tec aat ggg 2242 
Asp Glu Ala Asp lie Leu Ala Asp Arg Lys Val lie Met Ser Asn Gly 
675 680 685 

aga ctg aag tgt gca ggt tct tct atg ttt ttg aaa aga agg tgg ggt 2290 
Arg Leu Lys Cys Ala Gly Ser Ser Met Phe Leu Lys Arg Arg Trp Gly 
690 695 700 705 

ctt gga tat cac eta agt tta cat agg aat gaa ata tgt aac cca gaa 2338 
Leu Gly Tyr His Leu Ser Leu His Arg Asn Glu lie Cys Asn Pro Glu 
710 715 720 

caa ata aca tec ttc att act cat cac ate ccc gat get aaa tta aaa 2386 
Gin lie Thr Ser Phe lie Thr His His lie Pro Asp Ala Lys Leu Lys 
725 730 735 

aca gaa aac aaa gaa aag ctt gta tat act ttg cca ctg gaa agg aca 2434 
Thr Glu Asn Lys Glu Lys Leu Val Tyr Thr Leu Pro Leu Glu Arg Thr 
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740 745 750 

aat aca ttt cca gat ctt ttc agt gat ctg gat aag tgt tct gac cag 2482 
Asn Thr Phe Pro Asp Leu Phe Ser Asp Leu Asp Lys Cys Ser Asp Gin 
755 760 765 

gga gtg aca ggt tat gac att tec atg tea act eta aat gaa gtc ttt 2530 
Gly Val Thr Gly Tyr Asp lie Ser Met Ser Thr Leu Asn Glu Val Phe 
770 775 780 785 

atg aaa ctg gaa gga cag tea act ate gaa caa gat ttc gaa caa gtg 2578 
Met Lys Leu Glu Gly Gin Ser Thr lie Glu Gin Asp Phe Glu Gin Val 
790 795 800 

gag atg ata aga gac tea gaa age etc aat gaa atg gag ctg get cac 2 62 6 
Glu Met lie Arg Asp Ser Glu Ser Leu Asn Glu Met Glu Leu Ala His 
805 810 815 

tct tec ttc tct gaa atg cag aca get gtg agt gac atg ggc etc tgg 2674 
Ser Ser Phe Ser Glu Met Gin Thr Ala Val Ser Asp Met Gly Leu Trp 
820 825 830 

aga atg caa gtc ttt gee atg gca egg etc cgt ttc tta aag tta aaa 2722 
Arg Met Gin Val Phe Ala Met Ala Arg Leu Arg Phe Leu Lys Leu Lys 
835 840 845 

cgt caa act aaa gtg tta ttg ace eta tta ttg gta ttt gga ate gca 2770 
Arg Gin Thr Lys Val Leu Leu Thr Leu Leu Leu Val Phe Gly lie Ala 
850 855 860 865 

ata ttc cct ttg att gtt gaa aat ata ata tat get atg tta aat gaa 2818 
lie Phe Pro Leu lie Val Glu Asn lie lie Tyr Ala Met Leu Asn Glu 
870 875 880 

aag ate gat tgg gaa ttt aaa aac gaa ttg tat ttt etc tct cct gga 2866 
Lys lie Asp Trp Glu Phe Lys Asn Glu Leu Tyr Phe Leu Ser Pro Gly 
885 890 895 

caa ctt ccc cag gaa ccc cgt ace age ctg ttg ate ate aat aac aca 2914 
Gin Leu Pro Gin Glu Pro Arg Thr Ser Leu Leu lie lie Asn Asn Thr 
900 905 910 

gaa tea aat att gaa gat ttt ata aaa tea ctg aag cat caa aat ata 2962 
Glu Ser Asn lie Glu Asp Phe lie Lys Ser Leu Lys His Gin Asn lie 
915 920 925 

ctt ttg gaa gta gat gac ttt gaa aac aga aat ggt act gat ggc etc 3010 
Leu Leu Glu Val Asp Asp Phe Glu Asn Arg Asn Gly Thr Asp Gly Leu 
930 935 940 945 

tea tac aat gga get ate ata gtt tct ggt aaa caa aag gat tat aga 3058 
Ser Tyr Asn Gly Ala lie lie Val Ser Gly Lys Gin Lys Asp Tyr Arg 
950 955 960 

ttt tea gtt gtg tgt aat acc aag aga ttg cac tgt ttt cca att ctt 3106 
Phe Ser Val Val Cys Asn Thr Lys Arg Leu His Cys Phe Pro lie Leu 
965 970 975 

atg aat att ate age aat ggg eta ctt caa atg ttt aat cac aca caa 3154 
Met Asn lie lie Ser Asn Gly Leu Leu Gin Met Phe Asn His Thr Gin 
980 985 990 
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cat att cga att gag tea age cca ttt cct ctt age cac ata gga etc 3202 
His lie Arg lie Glu Ser Ser Pro Phe Pro Leu Ser His lie Gly Leu 
995 1000 1005 

tgg act ggg ttg ccg gat ggt tec ttt ttc tta ttt ttg gtt eta tgt 3250 
Trp Thr Gly Leu Pro Asp Gly Ser Phe Phe Leu Phe Leu Val Leu Cys 
1010 1015 1020 1025 

age att tct cct tat ate ace atg ggc age ate agt gat tac aag aaa 3298 
Ser lie Ser Pro Tyr lie Thr Met Gly Ser lie Ser Asp Tyr Lys Lys 
1030 1035 1040 

aat get aag tec cag eta tgg att tea ggc etc tac act tct get tac 3346 
Asn Ala Lys Ser Gin Leu Trp lie Ser Gly Leu Tyr Thr Ser Ala Tyr 
1045 1050 1055 

tgg tgt ggg cag gca eta gtg gac gtc age ttc ttc att tta att etc 3394 
Trp Cys Gly Gin Ala Leu Val Asp Val Ser Phe Phe lie Leu lie Leu 
1060 1065 1070 

ctt tta atg tat tta att ttc tac ata gaa aac atg cag tac ctt ctt 3442 
Leu Leu Met Tyr Leu lie Phe Tyr lie Glu Asn Met Gin Tyr Leu Leu 
1075 1080 1085 

att aca age caa att gtg ttt get ttg gtt ata gtt act cct ggt tat 3490 
lie Thr Ser Gin lie Val Phe Ala Leu Val lie Val Thr Pro Gly Tyr 
1090 1095 1100 1105 

gca get tct ctt gtc ttc ttc ata tat atg ata tea ttt att ttt cgc 3538 
Ala Ala Ser Leu Val Phe Phe lie Tyr Met lie Ser Phe lie Phe Arg 
1110 1115 1120 

aaa agg aga aaa aac agt ggc ctt tgg tea ttt tac ttc ttt ttt gee 3 586 
Lys Arg Arg Lys Asn Ser Gly Leu Trp Ser Phe Tyr Phe Phe Phe Ala 
1125 1130 1135 

tec ace ate atg ttt tec ate act tta ate aat cat ttt gac eta agt 3634 
Ser Thr lie Met Phe Ser lie Thr Leu lie Asn His Phe Asp Leu Ser 
1140 1145 1150 

ata ttg att acc acc atg gta ttg gtt cct tea tat ace ttg ctt gga 3682 
lie Leu lie Thr Thr Met Val Leu Val Pro Ser Tyr Thr Leu Leu Gly 
1155 1160 1165 

ttt aaa act ttt ttg gaa gtg aga gac cag gag cac tac aga gaa ttt 373 0 
Phe Lys Thr Phe Leu Glu Val Arg Asp Gin Glu His Tyr Arg Glu Phe 
1170 1175 1180 1185 

cca gag gca aat ttt gaa ttg agt gee act gat ttt eta gtc tgc ttc 3778 
Pro Glu Ala Asn Phe Glu Leu Ser Ala Thr Asp Phe Leu Val Cys Phe 
1190 1195 1200 

ata ccc tac ttt cag act ttg eta ttc gtt ttt gtt eta aga tgc atg 3826 
lie Pro Tyr Phe Gin Thr Leu Leu Phe Val Phe Val Leu Arg Cys Met 
1205 1210 1215 

gaa eta aaa tgt gga aag aaa aga atg cga aaa gat cct gtt ttc aga 3874 
Glu Leu Lys Cys Gly Lys Lys Arg Met Arg Lys Asp Pro Val Phe Arg 
1220 1225 1230 

att tec ccc caa agt aga gat get aag cca aat cca gaa gaa ccc ata 3922 
lie Ser Pro Gin Ser Arg Asp Ala Lys Pro Asn Pro Glu Glu Pro lie 
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1235 1240 1245 

gat gaa gat gaa gat att caa aca gaa aga ata aga aca gcc act get 3970 
Asp Glu Asp Glu Asp lie Gin Thr Glu Arg lie Arg Thr Ala Thr Ala 
1250 1255 1260 1265 

ctg acc act tea ate tta gat gag aaa cct gtt ata att gcc age tgt 4018 
Leu Thr Thr Ser lie Leu Asp Glu Lys Pro Val lie lie Ala Ser Cys 
1270 1275 1280 

eta cac aaa gaa tat gca ggc cag aag aaa agt tgc ttt tea aag agg 4066 
Leu His Lys Glu Tyr Ala Gly Gin Lys Lys Ser Cys Phe Ser Lys Arg 
1285 1290 1295 

aag aag aaa ata gca gca aga aat ate tct ttc tgt gtt caa gaa ggt 4114 
Lys Lys Lys lie Ala Ala Arg Asn lie Ser Phe Cys Val Gin Glu Gly 
1300 1305 1310 

gaa att ttg gga ttg eta gga ccc agt ggt get gga aaa agt tea tct 4162 
Glu lie Leu Gly Leu Leu Gly Pro Ser Gly Ala Gly Lys Ser Ser Ser 
1315 1320 1325 

att aga atg ata tct ggg ate aca aag cca act get gga gag gtg gaa 4210 
lie Arg Met lie Ser Gly He Thr Lys Pro Thr Ala Gly Glu Val Glu 
1330 1335 1340 1345 

ctg aaa ggc tgc agt tea gtt ttg ggc cac ctg ggg tac tgc cct caa 4258 
Leu Lys Gly Cys Ser Ser Val Leu Gly His Leu Gly Tyr Cys Pro Gin 
1350 1355 1360 

gag aac gtg ctg tgg ccc atg ctg acg ttg agg gaa cac ctg gag gtg 4306 
Glu Asn Val Leu Trp Pro Met Leu Thr Leu Arg Glu His Leu Glu Val 
136.5 1370 1375 

tat get gcc gtc aag ggg etc agg aaa gcg gac gcg agg etc gcc ate 4354 
Tyr Ala Ala Val Lys Gly Leu Arg Lys Ala Asp Ala Arg Leu Ala He 
1380 1385 1390 

gca aga tta gtg agt get ttc aaa ctg cat gag cag ctg aat gtt cct 4402 
Ala Arg Leu Val Ser Ala Phe Lys Leu His Glu Gin Leu Asn Val Pro 
1395 1400 1405 

gtg cag aaa tta aca gca gga ate acg aga aag ttg tgt ttt gtg ctg 4450 
Val Gin Lys Leu Thr Ala Gly He Thr Arg Lys Leu Cys Phe Val Leu 
1410 1415 1420 1425 

age etc ctg gga aac tea cct gtc ttg etc ctg gat gaa cca tct acg 4498 
Ser Leu Leu Gly Asn Ser Pro Val Leu Leu Leu Asp Glu Pro Ser Thr 
1430 1435 1440 

ggc ata gac ccc aca ggg cag cag caa atg tgg cag gca ate cag gca 4546 
Gly He Asp Pro Thr Gly Gin Gin Gin Met Trp Gin Ala He Gin Ala 
1445 1450 1455 

gtc gtt aaa aac aca gag aga ggt gtc etc ctg acc acc cat aac ctg 4594 
Val Val Lys Asn Thr Glu Arg Gly Val Leu Leu Thr Thr His Asn Leu 
1460 1465 1470 

get gag gcg gaa gcc ttg tgt gac cgt gtg gcc ate atg gtg tct gga 4642 
Ala Glu Ala Glu Ala Leu Cys Asp Arg Val Ala He Met Val Ser Gly 
1475 1480 1485 
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agg ctt aga tgc att ggc tec 
Arg Leu Arg Cys lie Gly Ser 
1490 1495 



ate caa cac ctg aaa aac aaa ctt ggc 
lie Gin His Leu Lys Asn Lys Leu Gly 
1500 1505 



4690 



aag gat tac att eta gag eta aaa gtg aag gaa acg tct caa gtg act 4738 
Lys Asp Tyr lie Leu Glu Leu Lys Val Lys Glu Thr Ser Gin Val Thr 
1510 1515 1520 

ttg gtc cac act gag att ctg aag ctt ttc cca cag get gca ggg cag 4786 
Leu Val His Thr Glu lie Leu Lys Leu Phe Pro Gin Ala Ala Gly Gin 
1525 1530 1535 

gaa agg tat tec tct ttg tta ace tat aag ctg ccc gtg gca gac gtt 4834 
Glu Arg Tyr Ser Ser Leu Leu Thr Tyr Lys Leu Pro Val Ala Asp Val 
1540 1545 ~ 1550 

tac cct eta tea cag ace ttt cac aaa tta gaa gca gtg aag cat aac 4882 
Tyr Pro Leu Ser Gin Thr Phe His Lys Leu Glu Ala Val Lys His Asn 
1555 1560 1565 

ttt aac ctg gaa gaa tac age ctt tct cag tgc aca ctg gag aag gta 4930 
Phe Asn Leu Glu Glu Tyr Ser Leu Ser Gin Cys Thr Leu Glu Lys Val 
1570 1575 1580 1585 

ttc tta gag ctt tct aaa gaa cag gaa gta gga aat ttt gat gaa gaa 4978 
Phe Leu Glu Leu Ser Lys Glu Gin Glu Val Gly Asn Phe Asp Glu Glu 
1590 1595 1600 

att gat aca aca atg aga tgg aaa etc etc cct cat tea gat gaa cct 502 6 
lie Asp Thr Thr Met Arg Trp Lys Leu Leu Pro His Ser Asp Glu Pro 
1605 1610 1615 

taa aacctcaaac ctagtaattt tttgttgatc tcctataaac ttatgtttta 5079 



tgtaataatt aatagtatgt ttaattttaa agatcattta aaattaacat caggtatatt 5139 

ttgtaaattt agttaacaaa tacataaatt ttaaaattat tcttcctctc aaacataggg 5199 

gtgatagcaa acctgtgata aaggcaatac aaaatattag taaagtcacc caaagagtca 5259 

ggcactgggt attgtggaaa taaaactata taaactt 5296 



<210> 80 
<211> 1617 
<212> PRT 

<213> Homo Sapiens 



<400> 80 



Met 


Asn 


Met 


Lys 


Gin 


Lys 


Ser 


Val 


Tyr 


Gin 


Gin 


Thr 


Lys 


Ala 


Leu 


Leu 


1 








5 










10 










15 




Cys 


Lys 


Asn 


Phe 


Leu 


Lys 


Lys 


Trp 


Arg 


Met 


Lys 


Arg 


Glu 


Ser 


Leu 


Leu 








20 










25 










30 






Glu 


Trp 


Gly 


Leu 


Ser 


He 


Leu 


Leu 


Gly 


Leu 


Cys 


He 


Ala 


Leu 


Phe 


Ser 






35 










40 










45 








Ser 


Ser 


Met 


Arg 


Asn 


Val 


Gin 


Phe 


Pro 


Gly 


Met 


Ala 


Pro 


Gin 


Asn 


Leu 




50 










55 










60 










Gly 


Arg 


Val 


Asp 


Lys 


Phe 


Asn 


Ser 


Ser 


Ser 


Leu 


Met 


Val 


Val 


Tyr 


Thr 


65 










70 










75 










80 


Pro 


lie 


Ser 


Asn 


Leu 


Thr 


Gin 


Gin 


He 


Met 


Asn 


Lys 


Thr 


Ala 


Leu 


Ala 










85 










90 










95 




Pro 


Leu 


Leu 


Lys 


Gly 


Thr 


Ser 


Val 


He 


Gly 


Ala 


Pro 


Asn 


Lys 


Thr 


His 








100 










105 










110 






Met 


Asp 


Glu 


lie 


Leu 


Leu 


Glu 


Asn 


Leu 


Pro 


Tyr 


Ala 


Met 


Gly 


He 


He 



187 







115 










120 










125 








Phe 


Asn 


Glu 


Thr 


Phe 


Ser 


Tyr 


Lys 


Leu 


He 


Phe 


Phe 


Gin 


Gly 


Tyr 


Asn 




130 










135 










140 










Ser 


Pro 


Leu 


Trp 


Lys 


Glu 


Asp 


Phe 


Ser 


Ala 


His 


Cys 


Trp 


Asp 


Gly 


Tyr 


145 










150 










155 










160 


Gly 


Glu 


Phe 


Ser 


Cys 


Thr 


Leu 


Thr 


Lys 


Tyr 


Trp 


Asn 


Arg 


Gly 


Phe 


Val 










165 










170 










175 




Ala 


Leu 


Gin 


Thr 


Ala 


He 


Asn 


Thr 


Ala 


He 


He 


Glu 


He 


Thr 


Thr 


Asn 








180 










185 










190 






His 


Pro 


Val 


Met 


Glu 


Glu 


Leu 


Met 


Ser 


Val 


Thr 


Ala 


He 


Thr 


Met 


Lys 






195 










200 










205 








Thr 


Leu 


Pro 


Phe 


He 


Thr 


Lys 


Asn 


Leu 


Leu 


His 


Asn 


Glu 


Met 


Phe 


He 




210 










215 










220 










Leu 


Phe 


Phe 


Leu 


Leu 


His 


Phe 


Ser 


Pro 


Leu 


Val 


Tyr 


Phe 


He 


Ser 


Leu 


225 










230 










235 










240 


Asn 


Val 


Thr 


Lys 


Glu 


Arg 


Lys 


Lys 


Ser 


Lys 


Asn 


Leu 


Met 


Lys 


Met 


Met 










245 










250 










255 




Gly 


Leu 


Gin 


Asp 


Ser 


Ala 


Phe 


Trp 


Leu 


Ser 


Trp 


Gly 


Leu 


He 


Tyr 


Ala 








260 










265 










270 






Gly 


Phe 


He 


Phe 


He 


He 


Ser 


He 


Phe 


He 


Thr 


He 


He 


He 


Thr 


Phe 






275 










280 










285 








Thr 


Gin 


He 


He 


Val 


Met 


Thr 


Gly 


Phe 


Met 


Val 


He 


Phe 


He 


Leu 


Phe 




290 










295 










300 










Phe 


Leu 


Tyr 


Gly 


Leu 


Ser 


Leu 


Val 


Ala 


Leu 


Val 


Phe 


Leu 


Met 


Ser 


Val 


305 










310 










315 










320 


Leu 


Leu 


Lys 


Lys 


Ala 


Val 


Leu 


Thr 


Asn 


Leu 


Val 


Val 


Phe 


Leu 


Leu 


Thr 










325 










330 










335 




Leu 


Phe 


Trp 


Gly 


Cys 


Leu 


Gly 


Phe 


Thr 


Val 


Phe 


Tyr 


Glu 


Gin 


Leu 


Pro 








340 










345 










350 






Ser 


Ser 


Leu 


Glu 


Trp 


He 


Leu 


Asn 


He 


Cys 


Ser 


Pro 


Phe 


Ala 


Phe 


Thr 






355 










360 










365 








Thr 


Gly 


Met 


He 


Gin 


He 


He 


Lys 


Leu 


Asp 


Tyr 


Asn 


Leu 


Asn 


Gly 


Val 




370 










375 










380 










He 


Phe 


Pro 


Asp 


Pro 


Ser 


Gly 


Asp 


Ser 


Tyr 


Thr 


Met 


He 


Ala 


Thr 


Phe 


385 










390 










395 










400 


Ser 


Met 


Leu 


Leu 


Leu 


Asp 


Gly 


Leu 


He 


Tyr 


Leu 


Leu 


Leu 


Ala 


Leu 


Tyr 










405 










410 










415 




Phe 


Asp 


Lys 


He 


Leu 


Pro 


Tyr 


Gly 


Asp 


Glu 


Arg 


His. 


Tyr 


Ser 


Pro 


Leu 








420 










425 










430 






Phe 


Phe 


Leu 


Asn 


Ser 


Ser 


Ser 


Cys 


Phe 


Gin 


His 


Gin 


Arg 


Thr 


Asn 


Ala 






435 










440 










445 








Lys 


Val 


He 


Glu 


Lys 


Glu 


He 


Asp 


Ala 


Glu 


His 


Pro 


Ser 


Asp 


Asp 


Tyr 




450 










455 










460 










Phe 


Glu 


Pro 


Val 


Ala 


Pro 


Glu 


Phe 


Gin 


Gly 


Lys 


Glu 


Ala 


He 


Arg 


He 


465 










470 










475 










480 


Arg 


Asn 


Val 


Lys 


Lys 


Glu 


Tyr 


Lys 


Gly 


Lys 


Ser 


Gly 


Lys 


Val 


Glu 


Ala 










485 










490 










495 




Leu 


Lys 


Gly 


Leu 


Leu 


Phe 


Asp 


He 


Tyr 


Glu 


Gly 


Gin 


He 


Thr 


Ala 


He 








500 










505 










510 






Leu 


Gly 


His 


Ser 


Gly 


Ala 


Gly 


Lys 


Ser 


Ser 


Leu 


Leu 


Asn 


He 


Leu 


Asn 






515 










520 










525 








Gly 


Leu 


Ser 


Val 


Pro 


Thr 


Glu 


Gly 


Ser 


Val 


Thr 


He 


Tyr 


Asn 


Lys 


Asn 




530 










535 










540 










Leu 


Ser 


Glu 


Met 


Gin 


Asp 


Leu 


Glu 


Glu 


He 


Arg 


Lys 


He 


Thr 


Gly 


Val 


545 










550 










555 










560 


Cys 


Pro 


Gin 


Phe 


Asn 


Val 


Gin 


Phe 


Asp 


He 


Leu 


Thr 


Val 


Lys 


Glu 


Asn 










565 










570 










575 




Leu 


Ser 


Leu 


Phe 


Ala 


Lys 


He 


Lys 


Gly 


He 


His 


Leu 


Lys 


Glu 


Val 


Glu 








580 










585 










590 






Gin 


Glu 


Val 


Gin 


Arg 


He 


Leu 


Leu 


Glu 


Leu 


Asp 


Met 


Gin 


Asn 


He 


Gin 






595 










600 










605 








Asp 


Asn 


Leu 


Ala 


Lys 


His 


Leu 


Ser 


Glu 


Gly 


Gin 


Lys 


Arg 


Lys 


Leu 


Thr 



188 





610 










615 










620 










Phe 


Gly 


He 


Thr 


He 


Leu 


Gly 


Asp 


Pro 


Gin 


He 


Leu 


Leu 


Leu 


Asp 


Glu 


625 










630 










635 










640 


Pro 


Thr 


Thr 


Gly 


Leu 


Asp 


Pro 


Phe 


Ser 


Arg 


Asp 


Gin 


Val 


Trp 


Ser 


Leu 










645 










650 










655 




Leu 


Arg 


Glu 


Arg 


Arg 


Ala 


Asp 


His 


Val 


He 


Leu 


Phe 


Ser 


Thr 


Gin 


Ser 








660 










665 










670 






Met 


Asp 


Glu 


Ala 


Asp 


He 


Leu 


Ala 


Asp 


Arg 


Lys 


Val 


He 


Met 


Ser 


Asn 






675 










680 










685 








Gly 


Arg 


Leu 


Lys 


Cys 


Ala 


Gly 


Ser 


Ser 


Met 


Phe 


Leu 


Lys 


Arg 


Arg 


Trp 




690 










695 










700 










Gly 


Leu 


Gly 


Tyr 


His 


Leu 


Ser 


Leu 


His 


Arg 


Asn 


Glu 


He 


Cys 


Asn 


Pro 


705 










710 










715 










720 


Glu 


Gin 


He 


Thr 


Ser 


Phe 


He 


Thr 


His 


His 


He 


Pro 


Asp 


Ala 


Lys 


Leu 










725 










730 










735 




Lys 


Thr 


Glu 


Asn 


Lys 


Glu 


Lys 


Leu 


Val 


Tyr 


Thr 


Leu 


Pro 


Leu 


Glu 


Arg 








740 










745 










750 






Thr 


Asn 


Thr 


Phe 


Pro 


Asp 


Leu 


Phe 


Ser 


Asp 


Leu 


Asp 


Lys 


Cys 


Ser 


Asp 






755 










760 










765 








Gin- 


Gly 


Val 


Thr 


Gly 


Tyr 


Asp 


He 


Ser 


Met 


Ser 


Thr 


Leu 


Asn 


Glu 


Val 




770 










775 










780 










Phe 


Met 


Lys 


Leu 


Glu 


Gly 


Gin 


Ser 


Thr 


He 


Glu 


Gin 


Asp 


Phe 


Glu 


Gin 


785 










790 










795 










800 


Val 


Glu 


Met 


He 


Arg 


Asp 


Ser 


Glu 


Ser 


Leu 


Asn 


Glu 


Met 


Glu 


Leu 


Ala 










805 










810 










815 




His 


Ser 


Ser 


Phe 


Ser 


Glu 


Met 


Gin 


Thr 


Ala 


Val 


Ser 


Asp 


Met 


Gly 


Leu 








820 










825 










830 






Trp 


Arg 


Met 


Gin 


Val 


Phe 


Ala 


Met 


Ala 


Arg 


Leu 


Arg 


Phe 


Leu 


Lys 


Leu 






835 










840 










845 








Lys 


Arg 


Gin 


Thr 


Lys 


Val 


Leu 


Leu 


Thr 


Leu 


Leu 


Leu 


Val 


Phe 


Gly 


He 




850 










855 










860 










Ala 


He 


Phe 


Pro 


Leu 


He 


Val 


Glu 


Asn 


He 


He 


Tyr 


Ala 


Met 


Leu 


Asn 


865 










870 










875 










880 


Glu 


Lys 


He 


Asp 


Trp 


Glu 


Phe 


Lys 


Asn 


Glu 


Leu 


Tyr 


Phe 


Leu 


Ser 


Pro 










885 










890 










895 




Gly 


Gin 


Leu 


Pro 


Gin 


Glu 


Pro 


Arg 


Thr 


Ser 


Leu 


Leu 


He 


He 


Asn 


Asn 








900 










905 










910 






Thr 


Glu 


Ser 


Asn 


He 


Glu 


Asp 


Phe 


He 


Lys 


Ser 


Leu 


Lys 


His 


Gin 


Asn 






915 










920 










925 








lie 


Leu 


Leu 


Glu 


Val 


Asp 


Asp 


Phe 


Glu 


Asn 


Arg 


Asn 


Gly 


Thr 


Asp 


Gly 




930 










935 










940 










Leu 


Ser 


Tyr 


Asn 


Gly 


Ala 


He 


He 


Val 


Ser 


Gly 


Lys 


Gin 


Lys 


Asp 


Tyr 


945 










950 










955 










960 


Arg 


Phe 


Ser 


Val 


Val 


Cys 


Asn 


Thr 


Lys 


Arg 


Leu 


His 


Cys 


Phe 


Pro 


He 










965 










970 










975 




Leu 


Met 


Asn 


He 


He 


Ser 


Asn 


Gly 


Leu 


Leu 


Gin 


Met 


Phe 


Asn 


His 


Thr 








980 










985 










990 






Gin 


His 


He 


Arg 


He 


Glu 


Ser 


Ser 


Pro 


Phe 


Pro 


Leu 


Ser 


His 


He 


Gly 






995 










1000 








1005 






Leu 


Trp 


Thr 


Gly 


Leu 


Pro 


Asp 


Gly 


Ser 


Phe 


Phe 


Leu 


Phe 


Leu 


Val 


Leu 




1010 








1015 








1020 








Cys 


Ser 


He 


Ser 


Pro 


Tyr 


He 


Thr 


Met 


Gly 


Ser 


He 


Ser 


Asp 


Tyr 


Lys 


1025 








1030 








1035 








1041 


Lys 


Asn 


Ala 


Lys 


Ser 


Gin 


Leu 


Trp 


He 


Ser 


Gly 


Leu 


Tyr 


Thr 


Ser 


Ala 










1045 








1050 








1055 


Tyr 


Trp 


Cys 


Gly 


Gin 


Ala 


Leu 


Val 


Asp 


Val 


Ser 


Phe 


Phe 


He 


Leu 


He 








1060 








1065 








1070 




Leu 


Leu 


Leu 


Met 


Tyr 


Leu 


He 


Phe 


Tyr 


He 


Glu 


Asn 


Met 


Gin 


Tyr 


Leu 






1075 








1080 








1085 






Leu 


He 


Thr 


Ser 


Gin 


He 


Val 


Phe 


Ala 


Leu 


Val 


He 


Val 


Thr 


Pro 


Gly 




1090 








1095 








1100 








Tyr 


Ala 


Ala 


Ser 


Leu 


Val 


Phe 


Phe 


He 


Tyr 


Met 


He 


Ser 


Phe 


He 


Phe 
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1105 1110 1115 1120 

Arg Lys Arg Arg Lys Asn Ser Gly Leu Trp Ser Phe Tyr Phe Phe Phe 

1125 1130 1135 

Ala Ser Thr lie Met Phe Ser lie Thr Leu lie Asn His Phe Asp Leu 

1140 1145 1150 

Ser lie Leu lie Thr Thr Met Val Leu Val Pro Ser Tyr Thr Leu Leu 

1155 1160 1165 

Gly Phe Lys Thr Phe Leu Glu Val Arg Asp Gin Glu His Tyr Arg Glu 

1170 1175 1180 

Phe Pro Glu Ala Asn Phe Glu Leu Ser Ala Thr Asp Phe Leu Val Cys 
1185 1190 1195 1200 

Phe lie Pro Tyr Phe Gin Thr Leu Leu Phe Val Phe Val Leu Arg Cys 

1205 1210 1215 

Met Glu Leu Lys Cys Gly Lys Lys Arg Met Arg Lys Asp Pro Val Phe 

1220 1225 1230 

Arg lie Ser Pro Gin Ser Arg Asp Ala Lys Pro Asn Pro Glu Glu Pro 

1235 1240 1245 

lie Asp Glu Asp Glu Asp lie Gin Thr Glu Arg lie Arg Thr Ala Thr 

1250 1255 1260 

Ala Leu Thr Thr Ser lie Leu Asp Glu Lys Pro Val lie lie Ala Ser 
1265 1270 1275 1280 

Cys Leu His Lys Glu Tyr Ala Gly Gin Lys Lys Ser Cys Phe Ser Lys 

1285 1290 1295 

Arg Lys Lys Lys lie Ala Ala Arg Asn lie Ser Phe Cys Val Gin Glu 

1300 1305 1310 

Gly Glu lie Leu Gly Leu Leu Gly Pro Ser Gly Ala Gly Lys Ser Ser 

1315 1320 1325 

Ser lie Arg Met lie Ser Gly lie Thr Lys Pro Thr Ala Gly Glu Val 

1330 1335 1340 

Glu Leu Lys Gly Cys Ser Ser Val Leu Gly His Leu Gly Tyr Cys Pro 
1345 1350 1355 1360 

Gin Glu Asn Val Leu Trp Pro Met Leu Thr Leu Arg Glu His Leu Glu 

1365 1370 1375 

Val Tyr Ala Ala Val Lys Gly Leu Arg Lys Ala Asp Ala Arg Leu Ala 

1380 1385 1390 

lie Ala Arg Leu Val Ser Ala Phe Lys Leu His Glu Gin Leu Asn Val 

1395 1400 1405 

Pro Val Gin Lys Leu Thr Ala Gly lie Thr Arg Lys Leu Cys Phe Val 

1410 1415 1420 

Leu Ser Leu Leu Gly Asn Ser Pro Val Leu Leu Leu Asp Glu Pro Ser 
1425 1430 1435 1440 

Thr Gly lie Asp Pro Thr Gly Gin Gin Gin Met Trp Gin Ala lie Gin 

1445 1450 1455 

Ala Val Val Lys Asn Thr Glu Arg Gly Val Leu Leu Thr Thr His Asn 

1460 1465 1470 

Leu Ala Glu Ala Glu Ala Leu Cys Asp Arg Val Ala lie Met Val Ser 

1475 1480 1485 

Gly Arg Leu Arg Cys lie Gly Ser lie Gin His Leu Lys Asn Lys Leu 

1490 1495 1500 

Gly Lys Asp Tyr lie Leu Glu Leu Lys Val Lys Glu Thr Ser Gin Val 
1505 1510 1515 1520 

Thr Leu Val His Thr Glu lie Leu Lys Leu Phe Pro Gin Ala Ala Gly 

1525 1530 1535 

Gin Glu Arg Tyr Ser Ser Leu Leu Thr Tyr Lys Leu Pro Val Ala Asp 

1540 1545 1550 

Val Tyr Pro Leu Ser Gin Thr Phe His Lys Leu Glu Ala Val Lys His 

1555 1560 1565 

Asn Phe Asn Leu Glu Glu Tyr Ser Leu Ser Gin Cys Thr Leu Glu Lys 

1570 1575 1580 

Val Phe Leu Glu Leu Ser Lys Glu Gin Glu Val Gly Asn Phe Asp Glu 
1585 1590 1595 1600 

Glu lie Asp Thr Thr Met Arg Trp Lys Leu Leu Pro His Ser Asp Glu 
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Pro 



1605 



1610 



1615 



<210> 81 
<211> 1928 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (167) . . . (1585) 
<400> 81 

agggctgcag tcacggggcg gcgcggaggg ccccagccca gtcaggggtg tggccgccgc 60 
caccgtaagg ctaggccgcg agcttagtcc tgggagccgc ctccgtcgcc gccgtcagag 120 
ccgccctatc agattatctt aacaagaaaa ccaactggaa aaaaaa atg aaa ttc 175 

Met Lys Phe 
1 

ctt ate ttc gca ttt ttc ggt ggt gtt cac ctt tta tec ctg tgc tct 223 
Leu lie Phe Ala Phe Phe Gly Gly Val His Leu Leu Ser Leu Cys Ser 
5 10 15 

ggg aaa get ata tgc aag aat ggc ate tct aag agg act ttt gaa gaa 271 
Gly Lys Ala lie Cys Lys Asn Gly lie Ser Lys Arg Thr Phe Glu Glu 
20 25 30 35 

ata aaa gaa gaa ata gee age tgt gga gat gtt get aaa gca ate ate 319 
lie Lys Glu Glu lie Ala Ser Cys Gly Asp Val Ala Lys Ala lie lie 
40 ~ 45 50 

aac eta get gtt tat ggt aaa gee cag aac aga tec tat gag cga ttg 3 67 
Asn Leu Ala Val Tyr Gly Lys Ala Gin Asn Arg Ser Tyr Glu Arg Leu 
55 60 65 

gca ctt ctg gtt gat act gtt gga ccc aga ctg agt ggc tec aag aac 415 
Ala Leu Leu Val Asp Thr Val Gly Pro Arg Leu Ser Gly Ser Lys Asn 
70 75 80 

eta gaa aaa gee ate caa att atg tac caa aac ctg cag caa gat ggg 463 
Leu Glu Lys Ala lie Gin lie Met Tyr Gin Asn Leu Gin Gin Asp Gly 
85 90 95 

ctg gag aaa gtt cac ctg gag cca gtg aga ata ccc cac tgg gag agg 511 
Leu Glu Lys Val His Leu Glu Pro Val Arg lie Pro His Trp Glu Arg 
100 105 110 115 

gga gaa gaa tea get gtg atg ctg gag cca aga att cat aag ata gee 559 
Gly Glu Glu Ser Ala Val Met Leu Glu Pro Arg lie His Lys lie Ala 
120 125 130 

ate ctg ggt ctt ggc age age att ggg act cct cca gaa ggc att aca 607 
lie Leu Gly Leu Gly Ser Ser lie Gly Thr Pro Pro Glu Gly He Thr 
135 140 145 

gca gaa gtt ctg gtg gtg ace tct ttc gat gaa ctg cag aga agg gee 655 
Ala Glu Val Leu Val Val Thr Ser Phe Asp Glu Leu Gin Arg Arg Ala 
150 155 160 

tea gaa gca aga ggg aag att gtt gtt tat aac caa cct tac ate aac 703 
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Ser Glu Ala Arg Gly Lys lie Val Val Tyr Asn Gin Pro Tyr lie Asn 
165 170 175 



tac tea agg acg gtg caa tac cga acg cag ggg gcg gtg gaa get gee 751 
Tyr Ser Arg Thr Val Gin Tyr Arg Thr Gin Gly Ala Val Glu Ala Ala 
180 185 190 195 

aag gtt ggg get ttg gca tct etc att cga tec gtg gee tec ttc tec 799 
Lys Val Gly Ala Leu Ala Ser Leu lie Arg Ser Val Ala Ser Phe Ser 
200 205 210 

ate tac agt cct cac aca ggt att cag gaa tac cag gat ggc gtg ccc 847 
lie Tyr Ser Pro His Thr Gly lie Gin Glu Tyr Gin Asp Gly Val Pro 
215 220 225 

aag att cca aca gec tgt att acg gtg gaa gat gca gaa atg atg tea 895 
Lys lie Pro Thr Ala Cys lie Thr Val Glu Asp Ala Glu Met Met Ser 
230 235 240 

aga atg get tct cat ggg ate aaa att gtc att cag eta aag atg ggg 943 
Arg Met Ala Ser His Gly lie Lys lie Val lie Gin Leu Lys Met Gly 
245 250 255 

gca aag ace tac cca gat act gat tec ttc aac act gta gca gag ate 991 
Ala Lys Thr Tyr Pro Asp Thr Asp Ser Phe Asn Thr Val Ala Glu lie 
260 265 270 275 

act ggg age aaa tat cca gaa cag gtt gta ctg gtc agt gga cat ctg 103 9 
Thr Gly Ser Lys Tyr Pro Glu Gin Val Val Leu Val Ser Gly His Leu 
280 285 290 

gac age tgg gat gtt ggg cag ggt gee atg gat gat ggc ggt gga gee 1087 
Asp Ser Trp Asp Val Gly Gin Gly Ala Met Asp Asp Gly Gly Gly Ala 
295 300 305 

ttt ata tea tgg gaa gca etc tea ctt att aaa gat ctt ggg ctg cgt 1135 
Phe lie Ser Trp Glu Ala Leu Ser Leu lie Lys Asp Leu Gly Leu Arg 
310 315 320 

cca aag agg act ctg egg ctg gtg etc tgg act gca gaa gaa caa ggt 1183 
Pro Lys Arg Thr Leu Arg Leu Val Leu Trp Thr Ala Glu Glu Gin Gly 
325 330 335 

gga gtt ggt gee ttc cag tat tat cag tta cac aag gta aat att tec 1231 
Gly Val Gly Ala Phe Gin Tyr Tyr Gin Leu His Lys Val Asn lie Ser 
340 345 350 355 

aac tac agt ctg gtg atg gag tct gac gca gga ace ttc tta ccc act 1279 
Asn Tyr Ser Leu Val Met Glu Ser Asp Ala Gly Thr Phe Leu Pro Thr 
360 365 370 

ggg ctg caa ttc act ggc agt gaa aag gee agg gee ate atg gag gag 1327 
Gly Leu Gin Phe Thr Gly Ser Glu Lys Ala Arg Ala lie Met Glu Glu 
375 380 385 

gtt atg age ctg ctg cag ccc etc aat ate act cag gtc ctg age cat 1375 
Val Met Ser Leu Leu Gin Pro Leu Asn lie Thr Gin Val Leu Ser His 
390 395 400 

gga gaa ggg aca gac ate aac ttt tgg ate caa get gga gtg cct gga 1423 
Gly Glu Gly Thr Asp lie Asn Phe Trp lie Gin Ala Gly Val Pro Gly 
405 410 415 
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gcc agt eta ctt gat gac tta tac aag tat ttc ttc ttc cat cac tec 1471 
Ala Ser Leu Leu Asp Asp Leu Tyr Lys Tyr Phe Phe Phe His His Ser 
420 425 430 435 

cac gga gac acc atg act gtc atg gat cca aag cag atg aat gtt get 1519 
His Gly Asp Thr Met Thr Val Met Asp Pro Lys Gin Met Asn Val Ala 
440 445 450 

get get gtt tgg get gtt gtt tct tat gtt gtt gca gac atg gaa gaa 1567 
Ala Ala Val Trp Ala Val Val Ser Tyr Val Val Ala Asp Met Glu Glu 
455 460 465 

atg ctg cct agg tec tag aaacagtaag aaagaaacgt tttcatgett 1615 
Met Leu Pro Arg Ser * 
470 

ctggccagga atcctgggtc tgcaactttg gaaaactcct cttcacataa caatttcatc 1675 
caattcatct tcaaagcaca actctatttc atgctttctg ttattatctt tcttgatact 1735 
ttccaaattc tctgattcta gaaaaaggaa tcattctccc ctccctccca ccacatagaa 17 95 
tcaacatatg gtagggatta cagtgggggc atttctttat atcacctctt aaaaacattg 1855 
tttccacttt aaaagtaaac acttaataaa tttttggaag aacaaaaaaa aaaaaaaaaa 1915 
aaaaaaaaaa aaa 1928 

<210> 82 
<211> 472 
<212> PRT 

<213> Homo Sapiens 
<400> 82 

Met Lys Phe Leu lie Phe Ala Phe Phe Gly Gly Val His Leu Leu Ser 

1 5 10 15 

Leu Cys Ser Gly Lys Ala lie Cys Lys Asn Gly lie Ser Lys Arg Thr 

20 25 30 

Phe Glu Glu He Lys Glu Glu He Ala Ser Cys Gly Asp Val Ala Lys 

35 40 45 

Ala He He Asn Leu Ala Val Tyr Gly Lys Ala Gin Asn Arg Ser Tyr 

50 55 60 

Glu Arg Leu Ala Leu Leu Val Asp Thr Val Gly Pro Arg Leu Ser Gly 
65 70 75 80 

Ser Lys Asn Leu Glu Lys Ala He Gin He Met Tyr Gin Asn Leu Gin 

85 90 95 

Gin Asp Gly Leu Glu Lys Val His Leu Glu Pro Val Arg He Pro His 

100 105 110 

Trp Glu Arg Gly Glu Glu Ser Ala Val Met Leu Glu Pro Arg He His 

115 120 125 

Lys He Ala He Leu Gly Leu Gly Ser Ser He Gly Thr Pro Pro Glu 

130 135 140 

Gly He Thr Ala Glu Val Leu Val Val Thr Ser Phe Asp Glu Leu Gin 
145 150 155 160 

Arg Arg Ala Ser Glu Ala Arg Gly Lys He Val Val Tyr Asn Gin Pro 

165 170 175 

Tyr He Asn Tyr Ser Arg Thr Val Gin Tyr Arg Thr Gin Gly Ala Val 

180 185 190 

Glu Ala Ala Lys Val Gly Ala Leu Ala Ser Leu He Arg Ser Val Ala 

195 200 205 

Ser Phe Ser He Tyr Ser Pro His Thr Gly He Gin Glu Tyr Gin Asp 

210 215 220 

Gly Val Pro Lys He Pro Thr Ala Cys He Thr Val Glu Asp Ala Glu 
225 230 235 240 

Met Met Ser Arg Met Ala Ser His Gly He Lys He Val He Gin Leu 
245 250 255 
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Lys 


Met 


Gly 


Ala 


Lys 


Thr 


Tyr 


Pro 


Asp 


Thr 


Asp 


Ser 


Phe 


Asn 


Thr 


Val 








260 










265 










270 






Ala 


Glu 


He 


Thr 


Gly 


Ser 


Lys 


Tyr 


Pro 


Glu 


Gin 


Val 


Val 


Leu 


Val 


Ser 






275 










280 










285 








Gly 


His 


Leu 


Asp 


Ser 


Trp 


Asp 


Val 


Gly 


Gin 


Gly 


Ala 


Met 


Asp 


Asp 


Gly 




290 










295 










300 










Gly 


Gly 


Ala 


Phe 


He 


Ser 


Trp 


Glu 


Ala 


Leu 


Ser 


Leu 


He 


Lys 


Asp 


Leu 


305 










310 










315 










320 


Gly 


Leu 


Arg 


Pro 


Lys 


Arg 


Thr 


Leu 


Arg 


Leu 


Val 


Leu 


Trp 


Thr 


Ala 


Glu 










325 










330 










335 




Glu 


Gin 


Gly 


Gly 


Val 


Gly 


Ala 


Phe 


Gin 


Tyr 


Tyr 


Gin 


Leu 


His 


Lys 


Val 








340 










345 










350 






Asn 


He 


Ser 


Asn 


Tyr 


Ser 


Leu 


Val 


Met 


Glu 


Ser 


Asp 


Ala 


Gly 


Thr 


Phe 






355 










360 










365 








Leu 


Pro 


Thr 


Gly 


Leu 


Gin 


Phe 


Thr 


Gly 


Ser 


Glu 


Lys 


Ala 


Arg 


Ala 


He 




370 










375 










380 










Met 


Glu 


Glu 


Val 


Met 


Ser 


Leu 


Leu 


Gin 


Pro 


Leu 


Asn 


He 


Thr 


Gin 


Val 


385 










390 










395 










400 


Leu 


Ser 


His 


Gly 


Glu 


Gly 


Thr 


Asp 


He 


Asn 


Phe 


Trp 


He 


Gin 


Ala 


Glv 










405 










410 










415 




Val 


Pro 


Gly 


Ala 


Ser 


Leu 


Leu 


Asp 


Asp 


Leu 


Tyr 


Lys 


Tyr 


Phe 


Phe 


Phe 








420 










425 










430 






His 


His 


Ser 


His 


Gly Asp 


Thr 


Met 


Thr 


Val 


Met 


Asp 


Pro 


Lys 


Gin 


Met 






435 










440 










445 








Asn 


Val 


Ala 


Ala 


Ala 


Val 


Trp 


Ala 


Val 


Val 


Ser 


Tyr 


Val 


Val 


Ala 


Asp 




450 










455 










460 










Met 


Glu 


Glu 


Met 


Leu 


Pro 


Arg 


Ser 



















465 470 



<210> 83 

<211> 3763 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (216) . . . (3089) 
<400> 83 

gtcgacccac gcgtccgcgc attcatcctg agtggctggt gggaacgtga aaagggagag 60 
gaaaaggcgc aagaagccag agagaggggt gtgggaaaag cgaaaacagg ctgccaaatc 12 0 
aggggattcc ttccaattta aaaaggaagt ctgctgacgt tagttagtta aatttaacat 180 
ctttttatgt gtaacacttg actttggaag caaaa atg aac ttt gcg gag aga 233 

Met Asn Phe Ala Glu Arg 
1 5 

gag ggc tct aag aga tac tgc att caa acg aaa cat gtg gcc att etc 281 
Glu Gly Ser Lys Arg Tyr Cys He Gin Thr Lys His Val Ala He Leu 
10 15 20 

tgt gcg gtg gtg gtg ggt gta gga tta ata gtg gga ctt gcc gtg ggc 32 9 
Cys Ala Val Val Val Gly Val Gly Leu He Val Gly Leu Ala Val Gly 
25 30 35 

ttg acc aga teg tgt gac tec age ggg gac ggc ggg ccg ggc act gcg 377 
Leu Thr Arg Ser Cys Asp Ser Ser Gly Asp Gly Gly Pro Gly Thr Ala 
40 45 50 

cca get cct tec cac ctg cct tct tec acg gcc age ccc tea ggt cct 425 
Pro Ala Pro Ser His Leu Pro Ser Ser Thr Ala Ser Pro Ser Gly Pro 
55 60 65 70 
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cct gcc cag gac cag gac ate tgc ccg gec agt gag gat gag age gga 473 
Pro Ala Gin Asp Gin Asp lie Cys Pro Ala Ser Glu Asp Glu Ser Gly 
75 80 85 

cag tgg aaa aac ttt cga ctg ccg gac ttc gtc aac cca gtc cac tac 521 
Gin Trp Lys Asn Phe Arg Leu Pro Asp Phe Val Asn Pro Val His Tyr 
90 95 100 

gac ctg cac gtg aag ccc ctg ttg gag gag gac acc tac acg ggc acc 569 
Asp Leu His Val Lys Pro Leu Leu Glu Glu Asp Thr Tyr Thr Gly Thr 
105 110 115 

gtg age ate tec ate aac ctg age get ccc acc egg tac ctg tgg ctg 617 
Val Ser lie Ser lie Asn Leu Ser Ala Pro Thr Arg Tyr Leu Trp Leu 
120 125 130 

cac etc egg gag acc agg ate acc egg etc ccg gag ctg aag agg ccc 665 
His Leu Arg Glu Thr Arg lie Thr Arg Leu Pro Glu Leu Lys Arg Pro 
135 140 145 150 

tct ggg gac cag gtg caa gtc egg agg tgt ttc gag tac aaa aag cag 713 
Ser Gly Asp Gin Val Gin Val Arg Arg Cys Phe Glu Tyr Lys Lys Gin 
155 160 165 

gag tac gtg gtg gtc gag gcg gag gaa gag ctt acc ccc age agt gga 7 61 
Glu Tyr Val Val Val Glu Ala Glu Glu Glu Leu Thr Pro Ser Ser Gly 
170 175 180 

gat ggc ctg tat etc ctg acc atg gag ttc gcc ggc tgg ctg aac ggc 809 
Asp Gly Leu Tyr Leu Leu Thr Met Glu Phe Ala Gly Trp Leu Asn Gly 
185 190 195 

tec etc gtg gga ttt tat aga acc acc tac acg gag aac gga cga gtc 857 
Ser Leu Val Gly Phe Tyr Arg Thr Thr Tyr Thr Glu Asn Gly Arg Val 
200 205 210 

aag age ata gtg gcc acc gat cat gaa cca aca gat gcc agg aaa tct 905 
Lys Ser lie Val Ala Thr Asp His Glu Pro Thr Asp Ala Arg Lys Ser 
215 220 225 230 

ttt cct tgt ttt gat gag ccc aac aaa aag gca act tat aca ata tct 953 
Phe Pro Cys Phe Asp Glu Pro Asn Lys Lys Ala Thr Tyr Thr lie Ser 
235 240 245 

ate acc cat ccc aaa gaa tac gga gca ctt tea aat atg cca gtg gcg 1001 
lie Thr His Pro Lys Glu Tyr Gly Ala Leu Ser Asn Met Pro Val Ala 
250 255 260 

aaa gaa gag tea gtg gat gat aaa tgg act cga aca act ttt gag aag 1049 
Lys Glu Glu Ser Val Asp Asp Lys Trp Thr Arg Thr Thr Phe Glu Lys 
265 270 275 

tct gtc ccc atg age acg tac ctg gtg tgc ttt get gta cat caa ttt 1097 
Ser Val Pro Met Ser Thr Tyr Leu Val Cys Phe Ala Val His Gin Phe 
280 285 290 

gac tct gta aag aga ata tea aat agt gga aaa cct ctt aca att tat 1145 
Asp Ser Val Lys Arg He Ser Asn Ser Gly Lys Pro Leu Thr He Tyr 
295 300 305 310 

gtc cag cca gag caa aag cac aca gcc gaa tat get gca aac ata act 1193 



195 



Val Gin Pro Glu Gin Lys His Thr Ala Glu Tyr Ala Ala Asn He Thr 
315 320 325 



aaa agt gtg ttt gat tat ttt gaa gaa tac ttt get atg aat tat tct 1241 
Lys Ser Val Phe Asp Tyr Phe Glu Glu Tyr Phe Ala Met Asn Tyr Ser 
330 335 340 

ctt cct aaa tta gat aaa ate get att cca gat ttt ggc act ggt gee 1289 
Leu Pro Lys Leu Asp Lys He Ala He Pro Asp Phe Gly Thr Gly Ala 
345 350 355 

atg gag aac tgg gga etc ate acg tac aga gaa acg aac ctg ctt tat 1337 
Met Glu Asn Trp Gly Leu He Thr Tyr Arg Glu Thr Asn Leu Leu Tyr 
360 365 370 

gac cct aag gaa tea gec tea tea aac caa cag agg gtg gee act gtg 1385 
Asp Pro Lys Glu Ser Ala Ser Ser Asn Gin Gin Arg Val Ala Thr Val 
375 380 385 390 

gtt gee cat gaa ctt gtg cat cag tgg ttt gga aat att gtg acc atg 1433 
Val Ala His Glu Leu Val His Gin Trp Phe Gly Asn He Val Thr Met 
395 400 405 

gac tgg tgg gaa gac ttg tgg eta aat gaa gga ttt get tct ttc ttt 1481 
Asp Trp Trp Glu Asp Leu Trp Leu Asn Glu Gly Phe Ala Ser Phe Phe 
410 415 420 

gag ttt ctg gga gta aac cat gca gaa aca gac tgg caa atg cgt gac 152 9 
Glu Phe Leu Gly Val Asn His Ala Glu Thr Asp Trp Gin Met Arg Asp 
425 430 435 

caa atg tta ctt gaa gat gta tta cct gtt caa gag gat gat tct ttg 1577 
Gin Met Leu Leu Glu Asp Val Leu Pro Val Gin Glu Asp Asp Ser Leu 
440 445 450 

atg tct teg cat cca att att gtg act gtg aca acc cct gat gaa ata 1625 
Met Ser Ser His Pro He He Val Thr Val Thr Thr Pro Asp Glu He 
455 460 465 470 

aca tct gtt ttt gat gga ata tec tat age aag gga tct tct att ttg 1673 
Thr Ser Val Phe Asp Gly He Ser Tyr Ser Lys Gly Ser Ser He Leu 
475 480 485 

aga atg ctt gaa gac tgg ata aaa cca gag aat ttt caa aaa gga tgt 1721 
Arg Met Leu Glu Asp Trp He Lys Pro Glu Asn Phe Gin Lys Gly Cys 
490 495 500 

cag atg tac ttg gaa aaa tac caa ttc aag aat gca aaa act tct gat 1769 
Gin Met Tyr Leu Glu Lys Tyr Gin Phe Lys Asn Ala Lys Thr Ser Asp 
505 510 515 

ttt tgg gca gca ctg gaa gag gca agt agg eta cca gtg aaa gaa gta 1817 
Phe Trp Ala Ala Leu Glu Glu Ala Ser Arg Leu Pro Val Lys Glu Val 
520 525 530 

atg gac acc tgg acc aga cag atg ggt tat cct gtg ctt aac gtg aac 1865 
Met Asp Thr Trp Thr Arg Gin Met Gly Tyr Pro Val Leu Asn Val Asn 
535 540 545 550 

ggt gtc aag aac ate aca cag aaa cgc ttt ttg ttg gac cca aga get 1913 
Gly Val Lys Asn He Thr Gin Lys Arg Phe Leu Leu Asp Pro Arg Ala 
555 560 565 
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aac cct tct cag ccc cct tea gat ctt ggt tat aca tgg aat ate cca 1961 
Asn Pro Ser Gin Pro Pro Ser Asp Leu Gly Tyr Thr Trp Asn lie Pro 
570 575 580 

gtt aaa tgg act gaa gat aat ata aca age agt gtg tta ttt aat agg 2009 
Val Lys Trp Thr Glu Asp Asn lie Thr Ser Ser Val Leu Phe Asn Arg 
585 590 595 

tea gaa aaa gaa gga ate act ttg aac tec tct aat cct agt gga aat 2057 
Ser Glu Lys Glu Gly lie Thr Leu Asn Ser Ser Asn Pro Ser Gly Asn 
600 605 610 

get ttt etc aaa ata aac cca gat cat att ggg ttt tat cgt gta aat 2105 
Ala Phe Leu Lys lie Asn Pro Asp His lie Gly Phe Tyr Arg Val Asn 
615 620 625 630 

tat gaa gta gca act tgg gac teg ata get aca gcg etc tec ttg aac 2153 
Tyr Glu Val Ala Thr Trp Asp Ser lie Ala Thr Ala Leu Ser Leu Asn 
635 640 645 

cac aag aca ttt tct tea gca gat cgt gca agt ctt att gat gat get 2201 
His Lys Thr Phe Ser Ser Ala Asp Arg Ala Ser Leu lie Asp Asp Ala 
650 655 660 

ttt gee ttg gca aga get caa ctt eta gat tat aag gtg get ttg aac 2249 
Phe Ala Leu Ala Arg Ala Gin Leu Leu Asp Tyr Lys Val Ala Leu Asn 
665 670 675 

ttg ace aag tat etc aaa agg gaa gag aat ttt tta cca tgg cag aga 22 97 
Leu Thr Lys Tyr Leu Lys Arg Glu Glu Asn Phe Leu Pro Trp Gin Arg 
680 685 690 

gta att tea get gta ace tac ate att age atg ttt gaa gat gat aaa 2345 
Val lie Ser Ala Val Thr Tyr lie lie Ser Met Phe Glu Asp Asp Lys 
695 700 705 710 

gag eta tat cct atg att gag gaa tac ttc caa ggt caa gtg aag cct 2393 
Glu Leu Tyr Pro Met lie Glu Glu Tyr Phe Gin Gly Gin Val Lys Pro 
715 720 725 

att gca gat tct ctg gga tgg aat gat get gga gac cat gtc aca aag 2441 
lie Ala Asp Ser Leu Gly Trp Asn Asp Ala Gly Asp His Val Thr Lys 
730 735 740 

tta etc cgt tec tec gtg tta ggg ttt gcg tgc aag atg gga gac aga 2489 
Leu Leu Arg Ser Ser Val Leu Gly Phe Ala Cys Lys Met Gly Asp Arg 
745 750 755 

gaa gee ttg aac aat get tec teg tta ttt gag cag tgg eta aat ggg 2537 
Glu Ala Leu Asn Asn Ala Ser Ser Leu Phe Glu Gin Trp Leu Asn Gly 
760 765 770 

act gta age ctt ccc gta aat etc agg ctt ctg gtg tat egg tat ggg 2585 
Thr Val Ser Leu Pro Val Asn Leu Arg Leu Leu Val Tyr Arg Tyr Gly 
775 780 785 790 

atg cag aac tct ggc aat gag att tea tgg aac tac act ctt gag caa 2633 
Met Gin Asn Ser Gly Asn Glu lie Ser Trp Asn Tyr Thr Leu Glu Gin 
795 800 805 

tac cag aaa act tea tta get caa gaa aaa gaa aaa ctg ctg tat gga 2681 
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Tyr Gin Lys Thr Ser Leu Ala Gin Glu Lys Glu Lys Leu Leu Tyr Gly 
810 815 820 

tta gca tea gtg aag aac gtt act ctt ttg tea agg tat ttg gat ttg 2729 
Leu Ala Ser Val Lys Asn Val Thr Leu Leu Ser Arg Tyr Leu Asp Leu 
825 830 835 

etc aag gac acg aac ctt att aaa act cag gat gtg ttt aca gtc att 2777 
Leu Lys Asp Thr Asn Leu lie Lys Thr Gin Asp Val Phe Thr Val lie 
840 845 850 

cga tat ate tea tat aac age tat ggg aag aac atg gee tgg aat tgg 2825 
Arg Tyr lie Ser Tyr Asn Ser Tyr Gly Lys Asn Met Ala Trp Asn Trp 
855 860 865 870 

ata caa etc aac tgg gac tat eta gtc aac aga tat aca etc aat aac 2873 
lie Gin Leu Asn Trp Asp Tyr Leu Val Asn Arg Tyr Thr Leu Asn Asn 
875 880 885 

aga aac ctt ggc cga att gtc aca ata gca gag cca ttc aac act gaa 2 921 
Arg Asn Leu Gly Arg lie Val Thr lie Ala Glu Pro Phe Asn Thr Glu 
890 895 900 

ctg caa ctg tgg cag atg gag age ttt ttt gca aaa tat cca caa get 2969 
Leu Gin Leu Trp Gin Met Glu Ser Phe Phe Ala Lys Tyr Pro Gin Ala 
905 910 915 

gga gca gga gaa aaa cct agg gaa caa gtg ctg gaa aca gtg aaa aac 3 017 
Gly Ala Gly Glu Lys Pro Arg Glu Gin Val Leu Glu Thr Val Lys Asn 
920 925 930 

aat ata gag tgg eta aaa caa cat aga aac ace ate aga gaa tgg ttt 3065 
Asn lie Glu Trp Leu Lys Gin His Arg Asn Thr lie Arg Glu Trp Phe 
935 940 945 950 

ttt aat tta ctt gag agt ggt taa tgtattcaaa tgttagagtt taattttgtg 3119 
Phe Asn Leu Leu Glu Ser Gly * 
955 

aatctattgt ttctcctctg aagcatttgg tggectaatt tacaagcacg atggagagag 3179 
ccttataaac agataatget tttactaagc actgtgttta tatgtcttgc aaagecttta 3239 
aattgttcct ctttgtttat gaagaaagat actaatagag tacttaatat actcagggat 3299 
tccttctaag tgtacttcat aagatattct ttacaaactg aagataatga aatagttatt 3359 
ttaatacctt taaatatcat tctttgtatc ttaaatctgt gaagtagaac aatttggtct 3419 
tagctttaca ttttcagtac caaagaaaca ccacttaatc ttctctcttg attgattttt 3479 
aaagtttaaa taccagtact tgagggacca atattaccat cttaatcttt attttattat 3539 
tcagaattat acagacctaa tatcatttta ttcacatatg tcttactact ttaaatccta 3599 
ccaaagtaac ctgggcttaa gttttacttg aggatcatat gaattageca aaagaatggc 3 659 
tgactgttgc etttgetett ataaaatcaa taagagaact ctcctctttt tttaaaaata 3719 
aatctaaatg attatcttga aaaaaaaaaa aaaagggegg cege 3763 

<210> 84 
<211> 957 
<212> PRT 

<213> Homo Sapiens 
<400> 84 

Met Asn Phe Ala Glu Arg Glu Gly Ser Lys Arg Tyr Cys lie Gin Thr 

15 10 15 

Lys His Val Ala lie Leu Cys Ala Val Val Val Gly Val Gly Leu lie 

20 25 30 

Val Gly Leu Ala Val Gly Leu Thr Arg Ser Cys Asp Ser Ser Gly Asp 
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35 










40 










45 








Gly 


Gly 


Pro 


Gly 


Thr 
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Pro 
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Pro 
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His 


Leu 


Pro 


Ser 


Ser 


Thr 




50 
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Pro 


Asp 
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Pro 


Val 


His 


Tyr 


Asp 


Leu 


His 


Val 


Lys 


Pro 


Leu 


Leu 


Glu 


Glu 
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Asp 


Thr 


Tyr 


Thr 


Gly 


Thr 


Val 


Ser 


He 


Ser 


He 
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Ser 
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Leu 
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He 
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Arg 


Leu 
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Glu 
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Ser 


Gly 
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Val 


Gin 


Val 


Arcr 


Arg 


Cvs 
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Glu 
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Glu 
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Val 


Val 


Val 


Glu 
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Glu 


Glu 


Glu 
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Ser 


Ser 


Glv 
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Tvr 


Leu 


Leu 


Thr 


Met 


Glu 
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Gly 


Trp 
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jr 
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Tvr 

Jr 
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200 










205 








Thr 


Glu 


Asn 


Gly 


Arg 


Val 


Lys 
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He 


Val 


Ala 


Thr 


Asp 


His 


Glu 


Pro 




210 










215 










220 










Thr 


Asp 


Ala 


Arg 


Lys 


Ser 


Phe 


Pro 


Cvs 


Phe 


Asp 


Glu 


Pro 


Asn 


Lvs 


Lvs 


225 










230 
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240 


Ala 


Thr 


Tyr 


Thr 


lie 


Ser 


lie 


Thr 


His 


Pro 


Lvs 


Glu 


Tvr 

* Jr 


Glv 


Ala 


Leu 










245 










250 










255 




Ser 


Asn 


Met 


Pro 


Val 


Ala 


Lvs 


Glu 


Glu 


Ser 


Val 


Asp 


Asp 


LVS 


Trp 


Thr 








260 










265 










270 






Arg 


Thr 


Thr 


Phe 


Glu 


Lys 


Ser 


Val 


Pro 


Met 


Ser 


Thr 


Tvr 

* Jr 


Leu 


Val 


Cvs 

jr t~j 
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280 
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Phe 


Ala 


Val 


His 


Gin 


Phe 


Asp 


Ser 


Val 


Lys 


Arg 


He 


Ser 


Asn 


Ser 


Gly 
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290 
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Lys 


Pro 


Leu 


Thr 


lie 


Tyr 


Val 


Gin 


Pro 


Glu 


Gin 


Lvs 


His 


Thr 


Ala 


Glu 


305 










310 
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Tyr 
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Ala 
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lie 
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Jr 


Ser 


Val 
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Tvr 
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Phe 


Glu 


Glu 
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Phe 


Ala 


Met 
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Ser 
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Lys 
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Asp 


Lys 


He 


Ala 


He 


Pro 








340 










345 
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Asp 


Phe 


Gly 


Thr 


Gly 
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Met 


Glu 
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Trp 


Glv 


Leu 


He 


Thr 


Tvr 

x Jr J - 


Arcr 






355 










360 










365 








Glu 


Thr 


Asn 


Leu 


Leu 


Tvr 


Asp 


Pro 


Lys 


Glu 


Ser 


Ala 


Ser 


Ser 


Asn 


Gin 




370 










375 










380 










Gin 


Arg 


Val 


Ala 


Thr 


Val 


Val 


Ala 


His 


Glu 


Leu 


Val 


His 


Gin 


Trp 


Phe 


385 










390 










395 










400 


Gly 
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lie 


Val 


Thr 


Met 


Asp 


Trp 


Trp 


Glu 


Asp 


Leu 


Trp 


Leu 
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Glu 










405 










410 










415 




Gly 


Phe 


Ala 


Ser 


Phe 
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Glu 


Phe 


Leu 


Glv 


Val 
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His 


Ala 


Glu 


Thr 








420 










425 
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Asp 


Trp 


Gin 


Met 


Arg 


Asp 


Gin 


Met 


Leu 


Leu 


Glu 


Asp 


Val 


Leu 


Pro 


Val 






435 










440 










445 








Gin 


Glu 


Asp 


Asp 


Ser 


Leu 


Met 


Ser 


Ser 


His 


Pro 


He 


He 


Val 


Thr 


Val 




450 










455 










460 










Thr 


Thr 


Pro 


Asp 


Glu 


lie 


Thr 


Ser 


Val 


Phe 


Asp 


Glv 


He 


Ser 


Tvr 


Ser 


465 










470 
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Lys 


Gly 


Ser 


Ser 


lie 
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Met 
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Glu 


Asp 
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He 
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Glu 










485 










490 
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Asn 
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Lys 


Gly 
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Met 
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Leu 


Glu 


Lys 


Tyr 


Gin 


Phe 


Lys 








500 
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Asn 


Ala 


Lys 


Thr 


Ser 


Asp 
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Trp 


Ala 


Ala 


Leu 


Glu 


Glu 


Ala 


Ser 


Arg 






515 










520 










525 








Leu 


Pro 


Val 


Lys 


Glu 


Val 


Met 


Asp 


Thr 


Trp 


Thr 


Arg 


Gin 


Met 


Gly 


Tyr 
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530 










535 










540 










Pro 


Val 


Leu 


Asn 


Val 


Asn 


Gly 


Val 


Lys 


Asn 


He 


Thr 


Gin 


Lys 


Arg 


Phe 


545 










550 










555 










560 


Leu 


Leu 


Asp 


Pro 


Arg 


Ala 


Asn 


Pro 


Ser 


Gin 


Pro 


Pro 


Ser 


Asp 


Leu 


Gly 










565 










570 










575 




Tyr 


Thr 


Trp 


Asn 


He 


Pro 


Val 


Lys 


Trp 


Thr 


Glu 


Asp 


Asn 


He 


Thr 


Ser 








580 










585 










590 






Ser 


Val 


Leu 


Phe 


Asn 


Arg 


Ser 


Glu 


Lys 


Glu 


Gly 


He 


Thr 


Leu 


Asn 


Ser 






595 










600 










605 








Ser 


Asn 


Pro 


Ser 


Gly 


Asn 


Ala 


Phe 


Leu 


Lys 


He 


Asn 


Pro 


Asp 


His 


He 




610 










615 










620 










Gly 


Phe 


Tyr 


Arg 


Val 


Asn 


Tyr 


Glu 


Val 


Ala 


Thr 


Trp 


Asp 


Ser 


He 


Ala 


625 










630 
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640 


Thr 


Ala 


Leu 


Ser 


Leu 


Asn 


His 


Lys 


Thr 


Phe 


Ser 


Ser 


Ala 


Asp 


Arg 


Ala 










645 










650 










655 




Ser 


Leu 


He 


Asp 


Asp 


Ala 


Phe 


Ala 


Leu 


Ala 


Arg 


Ala 


Gin 


Leu 


Leu 


Asp 
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Tyr 


Lys 


Val 
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Leu 


Asn 


Leu 


Thr 


Lys 


Tyr 


Leu 


Lvs 


Arg 


Glu 


Glu 


Asn 






675 










680 










685 








Phe 


Leu 


Pro 


Trp 


Gin 


Arg 


Val 


lie 


Ser 


Ala 


Val 


Thr 


Tyr 


He 


He 


Ser 




690 
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700 










Met 


Phe 


Glu 


Asp 


Asp 


Lys 


Glu 


Leu 


Tyr 


Pro 


Met 


He 


Glu 


Glu 


Tyr 


Phe 
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710 
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720 


Gin 


Gly 
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Val 


Lys 


Pro 


He 
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Asp 


Ser 
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Gly 
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Asp 
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Gly 


Asp 


His 


Val 


Thr 
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Leu 


Arg 


Ser 


Ser 


Val 


Leu 


Gly 
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Ala 








740 
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750 
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Lys 


Met 


Gly Asp 


Arg 


Glu 


Ala 


Leu 


Asn 
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Ala 


Ser 


Ser 


Leu 


Phe 
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Glu 


Gin 


Trp 


Leu 
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Gly 


Thr 


Val 


Ser 


Leu 


Pro 


Val 
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Leu 


Arg 


Leu 
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Leu 


Val 
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Gly 


Met 
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Ser 


Gly 
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Glu 


He 


Ser 


Trp 
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Tyr 


Thr 


Leu 


Glu 
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Tyr 


Gin 


Lys 


Thr 


Ser 


Leu 


Ala 


Gin 


Glu 


Lvs 










805 










810 










815 




Glu 


Lys 


Leu 


Leu 


Tyr 


Gly 


Leu 


Ala 


Ser 


Val 


Lvs 


Asn 


Val 


Thr 


Leu 


Leu 








820 
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Ser 


Arg 


Tyr 


Leu 


Asp 


Leu 


Leu 


Lys 


Asp 


Thr 


Asn 


Leu 


He 


Lvs 


Thr 


Gin 






835 










840 










845 








Asp 


Val 


Phe 


Thr 


Val 
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Arg 
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He 


Ser 
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Ser 
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Glv 


Lys 




850 
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Asn 


Met 


Ala 


Trp 
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He 


Gin 


Leu 


Asn 


Trp 


Asp 


Tyr 


Leu 


Val 


Asn 


865 










870 
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Arg 


Tyr 


Thr 


Leu 


Asn 


Asn 


Arg 


Asn 


Leu 


Gly 


Arg 


He 


Val 


Thr 


He 


Ala 










885 










890 










895 




Glu 


Pro 
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Thr 


Glu 


Leu 


Gin 


Leu 


Trp 


Gin 


Met 


Glu 


Ser 


Phe 


Phe 








900 
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910 






Ala 


Lys 


Tyr 


Pro 
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Ala 


Gly 


Ala 


Gly 
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Lys 


Pro 


Arg 


Glu 


Gin 


Val 
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Leu 


Glu 


Thr 


Val 
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He 


Glu 


Trp 
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His 


Arg 
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945 950 955 
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<212> DNA 
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<220> 
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<222> (152) . . . (1264) 



<400> 85 

cagaatatct tattacacag aaatcatgga tggaaggcaa atttgattat ttgttccatc 60 
ttgtctctca taggaggaaa atatttctac cggtccatag tgtcagagtg gtgaacccct 120 
gcagccagca ggcctcctga aaaaaaagtc c atg ggt gac aga aga ttc att 172 

Met Gly Asp Arg Arg Phe lie 
1 5 

gac ttc caa ttc caa gat tea aat tea age etc aga ccc agg ttg ggc 220 
Asp Phe Gin Phe Gin Asp Ser Asn Ser Ser Leu Arg Pro Arg Leu Gly 
10 15 20 

aat get act gee aat aat act tgc att gtt gat gat tec ttc aag tat 268 
Asn Ala Thr Ala Asn Asn Thr Cys He Val Asp Asp Ser Phe Lys Tyr 
25 30 35 

aat etc aat ggt get gtc tac agt gtt gta ttc ate ttg ggt ctg ata 316 
Asn Leu Asn Gly Ala Val Tyr Ser Val Val Phe He Leu Gly Leu He 
40 45 50 55 

ace aac agt gtc tct ctg ttt gtc ttc tgt ttc cgc atg aaa atg aga 364 
Thr Asn Ser Val Ser Leu Phe Val Phe Cys Phe Arg Met Lys Met Arg 
60 65 70 

agt gag act get att ttt ate ace aat eta get gtc tct gat ttg ctt 412 
Ser Glu Thr Ala He Phe He Thr Asn Leu Ala Val Ser Asp Leu Leu 
75 80 85 

ttt gtc tgt aca eta cct ttt aaa ata ttt tac aac ttc aac cgc cac 460 
Phe Val Cys Thr Leu Pro Phe Lys He Phe Tyr Asn Phe Asn Arg His 
90 95 100 

tgg cct ttt ggt gac acc etc tgc aag ate tct gga act gca ttc ctt 508 
Trp Pro Phe Gly Asp Thr Leu Cys Lys He Ser Gly Thr Ala Phe Leu 
105 110 115 

acc aac ate tat ggg age atg etc ttt etc acc tgt att agt gtg gat .556 
Thr Asn He Tyr Gly Ser Met Leu Phe Leu Thr Cys He Ser Val Asp 
120 125 130 135 

cgt ttc ctg gee att gtc tat cct ttt cga tct cgt act att agg act 604 
Arg Phe Leu Ala He Val Tyr Pro Phe Arg Ser Arg Thr He Arg Thr 
140 145 150 

agg agg aat tct gec att gtg tgt get ggt gtc tgg ate eta gtc etc 652 
Arg Arg Asn Ser Ala He Val Cys Ala Gly Val Trp He Leu Val Leu 
155 160 165 

agt ggc ggt att tea gee tct ttg ttt tec acc act aat gtc aac aat 700 
Ser Gly Gly He Ser Ala Ser Leu Phe Ser Thr Thr Asn Val Asn Asn 
170 175 180 

gca acc acc acc tgc ttt gaa ggc ttc tec aaa cgt gtc tgg aag act 748 
Ala Thr Thr Thr Cys Phe Glu Gly Phe Ser Lys Arg Val Trp Lys Thr 
185 190 195 

tat tta tec aag ate aca ata ttt att gaa gtt gtt ggg ttt ate att 796 
Tyr Leu Ser Lys He Thr lie Phe He Glu Val Val Gly Phe He He 
200 205 210 215 

cct eta ata ttg aat gtc tct tgc tct tct gtg gtg ctg aga act ctt 844 



201 



Pro Leu lie Leu Asn Val Ser Cys Ser Ser Val Val Leu Arg Thr Leu 
220 225 230 



cgc aag cct get act ctg tct caa att ggg acc aat aag aaa aaa gta 892 
Arg Lys Pro Ala Thr Leu Ser Gin lie Gly Thr Asn Lys Lys Lys Val 
235 240 245 

ctg aaa atg ate aca gta cat atg gca gtc ttt gtg gta tgc ttt gta 940 
Leu Lys Met lie Thr Val His Met Ala Val Phe Val Val Cys Phe Val 
250 255 260 

ccc tac aac tct gtc etc ttc ttg tat gec ctg gtg cgc tec caa get 988 
Pro Tyr Asn Ser Val Leu Phe Leu Tyr Ala Leu Val Arg Ser Gin Ala 
265 270 275 

att act aat tgc ttt ttg gaa aga ttt gca aag ate atg tac cca ate 1036 
lie Thr Asn Cys Phe Leu Glu Arg Phe Ala Lys lie Met Tyr Pro lie 
280 285 290 295 

acc ttg tgc ctt gca act ctg aac tgt tgt ttt gac cct ttc ate tat 1084 
Thr Leu Cys Leu Ala Thr Leu Asn Cys Cys Phe Asp Pro Phe lie Tyr 
300 305 310 

tac ttc acc ctt gaa tec ttt cag aag tec ttc tac ate aat gec cac 1132 
Tyr Phe Thr Leu Glu Ser Phe Gin Lys Ser Phe Tyr lie Asn Ala His 
315 320 325 

ate aga atg gag tec ctg ttt aag act gaa aca cct ttg acc aca aag 1180 
lie Arg Met Glu Ser Leu Phe Lys Thr Glu Thr Pro Leu Thr Thr Lys 
330 335 340 

cct tec ctt cca get att caa gag gaa gtg agt gat caa aca aca aat 1228 
Pro Ser Leu Pro Ala lie Gin Glu Glu Val Ser Asp Gin Thr Thr Asn 
345 350 355 

aat ggt ggt gaa tta atg eta gaa tec acc ttt tag gtatgagaag 1274 

Asn Gly Gly Glu Leu Met Leu Glu Ser Thr Phe * 

360 365 370 

atgtgttcag gtcacatggt tctctata 1302 

<210> 86 
<211> 370 
<212> PRT 

<213> Homo Sapiens 
<400> 86 

Met Gly Asp Arg Arg Phe lie Asp Phe Gin Phe Gin Asp Ser Asn Ser 

15 10 15 

Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr Cys lie 

20 25 30 

Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr Ser Val 

35 40 45 

Val Phe lie Leu Gly Leu lie Thr Asn Ser Val Ser Leu Phe Val Phe 

50 55 60 

Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala lie Phe lie Thr Asn 
65 70 75 80 

Leu Ala Val Ser Asp Leu Leu Phe Val Cys Thr Leu Pro Phe Lys lie 

85 90 95 

Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu Cys Lys 

100 105 110 

lie Ser Gly Thr Ala Phe Leu Thr Asn lie Tyr Gly Ser Met Leu Phe 



202 



115 120 125 

Leu Thr Cys He Ser Val Asp Arg Phe Leu Ala He Val Tyr Pro Phe 

130 135 140 

Arg Ser Arg Thr He Arg Thr Arg Arg Asn Ser Ala He Val Cys Ala 
145 150 155 160 

Gly Val Trp He Leu Val Leu Ser Gly Gly He Ser Ala Ser Leu Phe 

165 170 175 

Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Thr Cys Phe Glu Gly Phe 

180 185 190 

Ser Lys Arg Val Trp Lys Thr Tyr Leu Ser Lys He Thr lie Phe He 

195 200 205 

Glu Val Val Gly Phe He He Pro Leu He Leu Asn Val Ser Cys Ser 

210 215 220 

Ser Val Val Leu Arg Thr Leu Arg Lys Pro Ala Thr Leu Ser Gin He 
225 230 235 240 

Gly Thr Asn Lys Lys Lys Val Leu Lys Met He Thr Val His Met Ala 

245 250 255 

Val Phe Val Val Cys Phe Val Pro Tyr Asn Ser Val Leu Phe Leu Tyr 

260 265 270 

Ala Leu Val Arg Ser Gin Ala He Thr Asn Cys Phe Leu Glu Arg Phe 

275 280 285 

Ala Lys He Met Tyr Pro He Thr Leu Cys Leu Ala Thr Leu Asn Cys 

290 295 300 

Cys Phe Asp Pro Phe He Tyr Tyr Phe Thr Leu Glu Ser Phe Gin Lys 
305 310 315 320 

Ser Phe Tyr He Asn Ala His He Arg Met Glu Ser Leu Phe Lys Thr 

325 330 335 

Glu Thr Pro Leu Thr Thr Lys Pro Ser Leu Pro Ala He Gin Glu Glu 

340 345 350 

Val Ser Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu Glu Ser 
355 360 365 

Thr Phe 
370 



<210> 87 

<211> 2510 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (152) . . . (1096) 
<400> 87 

gcacaatcta aagcttgtat atataatggt agtttgtaaa gtgtaccttc cccacaggac 60 
gctgtgggat gtaaatttgt aggtcgagtt tacagctggt ttttcttgac tgaagctcat 120 
tcaactggtt acttctttgt gggtgtcttt a atg aag ctt ata aat ggc aaa 172 

Met Lys Leu He Asn Gly Lys 
1 5 

aag caa aca ttc cca tgg ttt ggc atg gac ate ggt gga acg ctg gtt 220 
Lys Gin Thr Phe Pro Trp Phe Gly Met Asp He Gly Gly Thr Leu Val 
10 15 20 

aaa ttg gtg tat ttc gag ccg aag gat att aca gec gaa gag gag caa 2 68 
Lys Leu Val Tyr Phe Glu Pro Lys Asp He Thr Ala Glu Glu Glu Gin 
25 30 35 

gag gaa gtg gag aac ctg aag age -ate egg aag tat ttg act tct aat 316 
Glu Glu Val Glu Asn Leu Lys Ser lie Arg Lys Tyr Leu Thr Ser Asn 
40 45 50 55 



203 



act get tat ggg aaa act ggg ate cga gac gtc cac ctg gaa ctg aaa 364 
Thr Ala Tyr Gly Lys Thr Gly lie Arg Asp Val His Leu Glu Leu Lys 
60 65 70 

aac ctg acc atg tgt gga cgc aaa ggg gac ctg cac ttc ate cgc ttt 412 
Asn Leu Thr Met Cys Gly Arg Lys Gly Asp Leu His Phe lie Arg Phe 
75 80 85 

ccc age tgt get atg cac agg ttc att cag atg ggc age gag aag aac 460 
Pro Ser Cys Ala Met His Arg Phe lie Gin Met Gly Ser Glu Lys Asn 
90 95 100 

ttc tct age ctt cac acc acc etc tgc gee aca gga ggc ggg get ttc 508 
Phe Ser Ser Leu His Thr Thr Leu Cys Ala Thr Gly Gly Gly Ala Phe 
105 110 115 

aaa ttc gaa gag gac ttc aga atg att get gac ctg cag ctg cat aaa 556 
Lys Phe Glu Glu Asp Phe Arg Met lie Ala Asp Leu Gin Leu His Lys 
120 125 130 135 

ctg gat gaa ctg gac tgt ctg att cag ggc ctg ctt tat gtc gac tct 604 
Leu Asp Glu Leu Asp Cys Leu lie Gin Gly Leu Leu Tyr Val Asp Ser 
140 145 150 

gtt ggc ttc aac ggc aag cca gaa tgt tac tat ttt gaa aat ccc aca 652 
Val Gly Phe Asn Gly Lys Pro Glu Cys Tyr Tyr Phe Glu Asn Pro Thr 
155 160 165 

aat cct gaa ttg tgt caa aaa aag ccg tac tgc ctt gat aac cca tac 700 
Asn Pro Glu Leu Cys Gin Lys Lys Pro Tyr Cys Leu Asp Asn Pro Tyr 
170 175 180 

cct atg ttg ctg gtt aac atg ggc tea ggt gtc age att eta gee gtg 748 
Pro Met Leu Leu Val Asn Met Gly Ser Gly Val Ser lie Leu Ala Val 
185 190 195 

tac tec aag gac aac tat aaa aga gtt aca ggg acc age ttt ggc aac 796 
Tyr Ser Lys Asp Asn Tyr Lys Arg Val Thr Gly Thr Ser Phe Gly Asn 
200 205 210 215 

atg atg agt aaa gaa aag cga gat tec ate age aag gaa gac etc gee 844 
Met Met Ser Lys Glu Lys Arg Asp Ser lie Ser Lys Glu Asp Leu Ala 
220 225 230 

egg gee aca ttg gtc acc ate acc aac aac att ggc tec att get egg 892 
Arg Ala Thr Leu Val Thr lie Thr Asn Asn lie Gly Ser lie Ala Arg 
235 240 245 

atg tgt gcg ttg aat gag aac ata gac aga gtt gtg ttt gtt gga aat 940 
Met Cys Ala Leu Asn Glu Asn lie Asp Arg Val Val Phe Val Gly Asn 
250 255 260 

ttt etc aga ate aat atg gtc tec atg aag ctg ctg gca tat gee atg 988 
Phe Leu Arg lie Asn Met Val Ser Met Lys Leu Leu Ala Tyr Ala Met 
265 270 275 

gat ttt tgg tec aaa gga caa ctg aaa get ctg ttt ttg gaa cat gag 1036 
Asp Phe Trp Ser Lys Gly Gin Leu Lys Ala Leu Phe Leu Glu His Glu 
280 285 290 295 

ggt tat ttt gga gee gtt ggg gca ctg ttg gaa ctg ttc aaa atg act 1084 



204 



Gly Tyr Phe Gly Ala Val Gly Ala Leu Leu Glu Leu Phe Lys Met Thr 
300 305 310 

gat gac aag tag agacgagcag tggaggaaac agcctcccaa aaggacagag 113 6 

Asp Asp Lys * 



aactaaaaaa 
tggcagatga 
cttaggtttt 
tgtatttttt 
tgaaaagttg 
ggggtttact 
accttgactt 
aaatctggca 
gtttttctgt 
tgatgtccct 
gctgaccagc 
gagaagactg 
agtttgtcct 
ttaagttgaa 
aaatctttgt 
catatcagga 
tttgtacatg 
ttttcatttt 
aataatttat 
taactttcaa 
tattgagctt 
ttcctttctc 
ttgatgttaa 



ttgctgctgg 
acctgctgga 
gagctaatga 
taaaaaaatg 
tttgatgttt 
gatcagtgtg 
atatttttca 
tgttttactg 
tttagttgtc 
ccccctacct 
tcaatacaaa 
aatgtgttaa 
atcgcttata 
atagtctgtg 
gcaagaaatt 
gatttagggt 
tatatatcta 
taatatttta 
actgatctat 
atgagggtca 
attgttgaaa 
tgccttctga 
ttgaagaatt 



agaaggtgaa 
tttgtaaata 
ttcaaaacgg 
gtgcagcgtg 
aagaaggacc 
gtgattttaa 
tgacgtttca 
tgaacacttt 
ttctgaaaaa 
gtaacctttc 
gttaagcaca 
tgaatttaat 
aatgtagtgt 
attaaatgtc 
tgaaacttat 
aagtcatggg 
ggaactttgt 
aactaaaaac 
atattttttc 
tgtacaaata 
gggatttttg 
gcaccgtctt 
cacttgtctg 



agtcgctttg 
atttaaaatc 
gggaatataa 
gccaaaccta 
tgatatgtaa 
cttcatttag 
tgatttgctg 
tgttatttgt 
agagtcattc 
tttgacataa 
agatctaaag 
gagtctggca 
ttcattggat 
ctcatccatg 
tgggaaaagc 
ttgaggtgtc 
aacaacacat 
tgtacttcaa 
tttttgaaag 
ttgggatgca 
aaggacagaa 
taatttccat 
gttgaaataa 



ggacgggagc 
cttccagatg 
aaggtttttt 
ccaattgtat 
gcgctggtca 
taattactct 
ttggtttcaa 
tttgtaccct 
cctctgtttc 
ttgttcatat 
ctcttgaaaa 
aaagttgcaa 
ttattttatg 
cacagaatat 
ctcccagtag 
agatagtaat 
ctttaataat 
tctcagtttc 
atttcattaa 
tgagatccca 
caattactcc 
atcttcaagt 
agcctgtttc 



caagccatta 
atcttttact 
ttctgtatac 
gcattaactt 
tttttcttct 
aggagatttt 
atgaaactac 
tttttgtctt 
tgtcctcaga 
caatgaaggt 
tgcccgtgaa 
attatatgca 
ctaggttata 
gaatggcagc 
attaattgtt 
atctatttgt 
gttaaaggtt 
taaaattaaa 
gactgatggg 
tgatcttgtg 
atgatgaatc 
cttgaagaag 
tgtt 



1196 
1256 
1316 
1376 
1436 
1496 
1556 
1616 
1676 
1736 
1796 
1856 
1916 
1976 
2036 
2096 
2156 
2216 
2276 
2336 
2396 
2456 
2510 



<210> 88 

<211> 314 

<212> PRT 

<213> Homo Sapiens 



<400> 88 



Met 


Lys 


Leu 


He 


Asn 


Gly 


Lys 


Lys 


Gin 


Thr 


Phe 


Pro 


Trp 


Phe 


Gly 


Met 


1 








5 










10 










15 




Asp 


He 


Gly 


Gly 


Thr 


Leu 


Val 


Lys 


Leu 


Val 


Tyr 


Phe 


Glu 


Pro 


Lys 


Asp 








20 










25 










30 






He 


Thr 


Ala 


Glu 


Glu 


Glu 


Gin 


Glu 


Glu 


Val 


Glu 


Asn 


Leu 


Lys 


Ser 


He 






35 










40 










45 








Arg 


Lys 


Tyr 


Leu 


Thr 


Ser 


Asn 


Thr 


Ala 


Tyr 


Gly 


Lys 


Thr 


Gly 


He 


Arg 




50 










55 










60 










Asp 


Val 


His 


Leu 


Glu 


Leu 


Lys 


Asn 


Leu 


Thr 


Met 


Cys 


Gly 


Arg 


Lys 


Gly 


65 










70 










75 










80 


Asp 


Leu 


His 


Phe 


He 


Arg 


Phe 


Pro 


Ser 


Cys 


Ala 


Met 


His 


Arg 


Phe 


He 










85 










90 










95 




Gin 


Met 


Gly 


Ser 


Glu 


Lys 


Asn 


Phe 


Ser 


Ser 


Leu 


His 


Thr 


Thr 


Leu 


Cys 








100 










105 










110 






Ala 


Thr 


Gly 


Gly 


Gly 


Ala 


Phe 


Lys 


Phe 


Glu 


Glu 


Asp 


Phe 


Arg 


Met 


He 






115 










120 










125 








Ala 


Asp 


Leu 


Gin 


Leu 


His 


Lys 


Leu 


Asp 


Glu 


Leu 


Asp 


Cys 


Leu 


He 


Gin 




130 










135 










140 










Gly 


Leu 


Leu 


Tyr 


Val 


Asp 


Ser 


Val 


Gly 


Phe 


Asn 


Gly 


Lys 


Pro 


Glu 


Cys 


145 










150 










155 










160 


Tyr 


Tyr 


Phe 


Glu 


Asn 


Pro 


Thr 


Asn 


Pro 


Glu 


Leu 


Cys 


Gin 


Lys 


Lys 


Pro 










165 










170 










175 




Tyr 


Cys 


Leu 


Asp 


Asn 


Pro 


Tyr 


Pro 


Met 


Leu 


Leu 


Val 


Asn 


Met 


Gly 


Ser 








180 










185 










190 






Gly 


Val 


Ser 


He 


Leu 


Ala 


Val 


Tyr 


Ser 


Lys 


Asp 


Asn 


Tyr 


Lys 


Arg 


Val 



205 







195 










200 










205 








Thr 


Gly 


Thr 


Ser 


Phe 


Gly 


Asn 


Met 


Met 


Ser 


Lys 


Glu 


Lys 


Arg 


Asp 


Ser 




210 










215 










220 










He 


Ser 


Lys 


Glu 


Asp 


Leu 


Ala 


Arg 


Ala 


Thr 


Leu 


Val 


Thr 


He 


Thr 


Asn 


225 










230 










235 










240 


Asn 


He 


Gly 


Ser 


He 


Ala 


Arg 


Met 


Cys 


Ala 


Leu 


Asn 


Glu 


Asn 


He 


Asp 










245 










250 










255 




Arg 


Val 


Val 


Phe 


Val 


Gly 


Asn 


Phe 


Leu 


Arg 


He 


Asn 


Met 


Val 


Ser 


Met 








260 










265 










270 






Lys 


Leu 


Leu 


Ala 


Tyr 


Ala 


Met 


Asp 


Phe 


Trp 


Ser 


Lys 


Gly 


Gin 


Leu 


Lys 






275 










280 










285 








Ala 


Leu 


Phe 


Leu 


Glu 


His 


Glu 


Gly 


Tyr 


Phe 


Gly 


Ala 


Val 


Gly 


Ala 


Leu 




290 










295 










300 










Leu 


Glu 


Leu 


Phe 


Lys 


Met 


Thr 


Asp 


Asp 


Lys 















305 310 



<210> 89 

<211> 1136 

<212> DNA 

<213> Homo Sapiens 



<220> 
<221> CDS 
<222> (24) . 



(1136) 



<400> 89 

tgggatagca ataacctgtg aaa atg etc ccc egg eta att tgt ate aat gat 53 

Met Leu Pro Arg Leu He Cys He Asn Asp 
15 10 



tat gaa caa cat get aaa tea gta ctt cca aag tct ata tat gac tat 
Tyr Glu Gin His Ala Lys Ser Val Leu Pro Lys Ser He Tyr Asp Tyr 
15 20 25 



101 



tac agg tct ggg gca aat gat gaa gaa act ttg get gat aat att gca 
Tyr Arg Ser Gly Ala Asn Asp Glu Glu Thr Leu Ala Asp Asn He Ala 
30 35 40 



149 



gca ttt tec aga tgg aag ctg tat cca agg atg etc egg aat gtt get 
Ala Phe Ser Arg Trp Lys Leu Tyr Pro Arg Met Leu Arg Asn Val Ala 
45 50 55 



197 



gaa aca gat ctg teg act tct gtt tta gga cag agg gtc age atg cca 
Glu Thr Asp Leu Ser Thr Ser Val Leu Gly Gin Arg Val Ser Met Pro 
60 65 70 



245 



ata tgt gtg ggg get acg gee atg cag cgc atg get cat gtg gac ggc 
He Cys Val Gly Ala Thr Ala Met Gin Arg Met Ala His Val Asp Gly 
75 80 85 90 



293 



gag ctt gee act gtg aga gee tgt cag tec ctg gga acg ggc atg atg 
Glu Leu Ala Thr Val Arg Ala Cys Gin Ser Leu Gly Thr Gly Met Met 
95 100 105 



341 



ttg agt tec tgg gee ace tec tea att gaa gaa gtg gcg gaa get ggt 
Leu Ser Ser Trp Ala Thr Ser Ser He Glu Glu Val Ala Glu Ala Gly 
110 115 120 



389 



cct gag gca ctt cgt tgg ctg caa ctg tat ate tac aag gac cga gaa 
Pro Glu Ala Leu Arg Trp Leu Gin Leu Tyr He Tyr Lys Asp Arg Glu 
125 130 135 



437 



206 



gtc acc aag aag eta gtg egg cag gca gag aag atg ggc tac aag gee 485 
Val Thr Lys Lys Leu Val Arg Gin Ala Glu Lys Met Gly Tyr Lys Ala 
140 145 150 

ata ttt gtg aca gtg gac aca cct tac ctg ggc aac cgt ctg gat gat 533 
lie Phe Val Thr Val Asp Thr Pro Tyr Leu Gly Asn Arg Leu Asp Asp 
155 160 165 170 

gtg cgt aac aga ttc aaa ctg ccg cca caa etc agg atg aaa aat ttt 581 
Val Arg Asn Arg Phe Lys Leu Pro Pro Gin Leu Arg Met Lys Asn Phe 
175 180 185 

gaa acc agt act tta tea ttt tct cct gag gaa aat ttt gga gac gac 629 
Glu Thr Ser Thr Leu Ser Phe Ser Pro Glu Glu Asn Phe Gly Asp Asp 
190 195 200 

agt gga ctt get gca tat gtg get aaa gca ata gac cca tct ate age 677 
Ser Gly Leu Ala Ala Tyr Val Ala Lys Ala lie Asp Pro Ser lie Ser 
205 210 215 . 

tgg gaa gat ate aaa tgg ctg aga aga ctg aca tea ttg cca att gtt 725 
Trp Glu Asp lie Lys Trp Leu Arg Arg Leu Thr Ser Leu Pro lie Val 
220 225 230 

gca aag ggc att ttg aga ggt gat gat gee agg gag get gtt aaa cat 773 
Ala Lys Gly lie Leu Arg Gly Asp Asp Ala Arg Glu Ala Val Lys His 
235 240 245 250 

ggc ttg aat ggg ate ttg gtg teg aat cat ggg get cga caa etc gat 821 
Gly Leu Asn Gly lie Leu Val Ser Asn His Gly Ala Arg Gin Leu Asp 
255 260 265 

ggg gtg cca gee act att gat gtt ctg cca gaa att gtg gag get gtg 869 
Gly Val Pro Ala Thr lie Asp Val Leu Pro Glu lie Val Glu Ala Val 
270 275 280 

gaa ggg aag gtg gaa gtc ttc ctg gac ggg ggt gtg egg aaa ggc act 917 
Glu Gly Lys Val Glu Val Phe Leu Asp Gly Gly Val Arg Lys Gly Thr 
285 290 295 

gat gtt ctg aaa get ctg get ctt ggc gee aag get gtg ttt gtg ggg 965 
Asp Val Leu Lys Ala Leu Ala Leu Gly Ala Lys Ala Val Phe Val Gly 
300 305 310 

aga cca ate gtt tgg ggc tta get ttc cag ggg gag aaa ggt gtt caa 1013 
Arg Pro lie Val Trp Gly Leu Ala Phe Gin Gly Glu Lys Gly Val Gin 
315 320 325 330 

gat gtc etc gag ata eta aag gaa gaa ttc egg ttg gee atg get ctg 1061 
Asp Val Leu Glu lie Leu Lys Glu Glu Phe Arg Leu Ala Met Ala Leu 
335 340 345 

agt ggg tgc cag aat gtg aaa gtc ate gac aag aca ttg gtg agg aaa 1109 
Ser Gly Cys Gin Asn Val Lys Val lie Asp Lys Thr Leu Val Arg Lys 
350 355 360 

aat cct ttg gee gtt tec aag ate tga 1136 
Asn Pro Leu Ala Val Ser Lys lie * 
365 370 



207 



<210> 90 
<211> 370 
<212> PRT 

<213> Homo Sapiens 



<400> 90 



Met 


Leu 


Pro 


Arg 


Leu 


He 


Cys 


He 


Asn 


Asp 


Tyr 


Glu 


Gin 


His 


Ala 


Lys 


1 








5 










10 










15 




Ser 


Val 


Leu 


Pro 


Lys 


Ser 


He 


Tyr 


Asp 


Tyr 


Tyr 


Arg 


Ser 


Gly 


Ala 


Asn 








20 










25 










30 






Asp 


Glu 


Glu 


Thr 


Leu 


Ala 


Asp 


Asn 


He 


Ala 


Ala 


Phe 


Ser 


Arg 


Trp 


Lvs 






35 










40 










45 








Leu 


Tyr 


Pro 


Arg 


Met 


Leu 


Arg 


Asn 


Val 


Ala 


Glu 


Thr 


Asp 


Leu 


Ser 


Thr 




50 










55 










60 










Ser 


Val 


Leu 


Gly 


Gin 


Arg 


Val 


Ser 


Met 


Pro 


He 


Cvs 


Val 


Glv 


Ala 


Thr 


65 










70 










75 










80 


Ala 


Met 


Gin 


Arg 


Met 


Ala 


His 


Val 


Asp 


Gly 


Glu 


Leu 


Ala 


Thr 


Val 


Arg 










85 










90 










95 




Ala 


Cys 


Gin 


Ser 


Leu 


Gly 


Thr 


Gly 


Met 


Met 


Leu 


Ser 


Ser 


Tro 


Ala 


Thr 








100 










105 










110 






Ser 


Ser 


lie 


Glu 


Glu 


Val 


Ala 


Glu 


Ala 


Gly 


Pro 


Glu 


Ala 


Leu 


Arg 


Trp 






115 










120 










125 








Leu 


Gin 


Leu 


Tyr 


He 


Tyr 


Lys 


Asp 


Arg 


Glu 


Val 


Thr 


Lys 


Lvs 


Leu 


Val 




130 










135 










140 










Arg 


Gin 


Ala 


Glu 


Lys 


Met 


Gly Tyr 


Lys 


Ala 


He 


Phe 


Val 


Thr 


Val 


Asp 


145 










150 










155 










160 


Thr 


Pro 


Tyr 


Leu 


Gly Asn 


Arg 


Leu 


Asp 


Asp 


Val 


Arg 


Asn 


Arg 


Phe 


Lys 










165 










170 










175 




Leu 


Pro 


Pro 


Gin 


Leu 


Arg 


Met 


Lys 


Asn 


Phe 


Glu 


Thr 


Ser 


Thr 


Leu 


Ser 








180 










185 










190 






Phe 


Ser 


Pro 


Glu 


Glu 


Asn 


Phe 


Gly 


Asp 


Asp 


Ser 


Gly Leu 


Ala 


Ala 


Tvr 






195 










200 










205 








Val 


Ala 


Lys 


Ala 


He 


Asp 


Pro 


Ser 


He 


Ser 


Tro 


Glu 


Asp 


He 


Lys 


Trp 




210 










215 










220 










Leu 


Arg 


Arcr 


Leu 


Thr 


Ser 


Leu 


Pro 


He 


Val 


Ala 


Lys 


Gly 


He 


Leu 


Arg 


225 










230 










235 










240 


Gly Asp 


ASD 


Ala 


Arg 


Glu 


Ala 


Val 


Lys 


His 


Glv 


Leu 


Asn 


Glv 


He 


Leu 










245 










250 










255 




Val 


Ser 


Asn 


His 


Gly 


Ala 


Arg 


Gin 


Leu 


Asp 


Glv 


Val 


Pro 


Ala 


Thr 


He 








260 










265 










270 






Asp 


Val 


Leu 


Pro 


Glu 


He 


Val 


Glu 


Ala 


Val 


Glu 


Gly 


Lys 


Val 


Glu 


Val 






275 










280 










285 








Phe 


Leu 


Asp 


Gly 


Gly Val 


Arg 


Lys 


Gly 


Thr 


Asp 


Val 


Leu 


Lys 


Ala 


Leu 




290 










295 










300 










Ala 


Leu 


Gly 


Ala 


Lys 


Ala 


Val 


Phe 


Val 


Gly 


Arg 


Pro 


He 


Val 


Trp 


Gly 


305 










310 










315 










320 


Leu 


Ala 


Phe 


Gin 


Gly 


Glu 


Lys 


Gly 


Val 


Gin 


Asp 


Val 


Leu 


Glu 


He 


Leu 










325 










330 










335 




Lys 


Glu 


Glu 


Phe 


Arg 


Leu 


Ala 


Met 


Ala 


Leu 


Ser 


Gly 


Cys 


Gin 


Asn 


Val 








340 










345 










350 






Lys 


Val 


lie 


Asp 


Lys 


Thr 


Leu 


Val 


Arg 


Lys 


Asn 


Pro 


Leu 


Ala 


Val 


Ser 






355 










360 










365 









Lys He 
370 
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<211> 1981 

<212> DNA 

<213> Homo Sapiens 
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208 
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<400> 91 

cgaggagttt gaagctttct taactcagaa agaaacttcc aacacagttt cccaaagaaa 60 
a atg ggc acc aag ggc aaa gtt att aaa tgc aaa gca gcc ate gec tgg 109 
Met Gly Thr Lys Gly Lys Val lie Lys Cys Lys Ala Ala lie Ala Trp 
15 10 15 

gaa gca ggc aag ccc ctt tgc att gaa gag gtt gaa gta get ccc ccc 157 
Glu Ala Gly Lys Pro Leu Cys lie Glu Glu Val Glu Val Ala Pro Pro 
20 25 30 

aag get cat gaa gtt cgc att cag ate att get acc tec ctg tgc cat 205 
Lys Ala His Glu Val Arg lie Gin lie lie Ala Thr Ser Leu Cys His 
35 40 45 

act gat gcc agt gtt ate gat tct aaa ttt gag ggc eta get ttc cca 253 
Thr Asp Ala Ser Val lie Asp Ser Lys Phe Glu Gly Leu Ala Phe Pro 
50 55 60 

gtg ate gtt ggc cat gag get gca ggt att gtg gaa agt att ggg cca 3 01 
Val He Val Gly His Glu Ala Ala Gly He Val Glu Ser He Gly Pro 
65 70 75 80 

gga gtg acc aac gtc aaa cca ggt gac aaa gta att cca ctt tat gca 349 
Gly Val Thr Asn Val Lys Pro Gly Asp Lys Val He Pro Leu Tyr Ala 
85 90 95 

cct eta tgt aga aaa tgc aag ttt tgt ctg agt cca etc aca aat ttg 397 
Pro Leu Cys Arg Lys Cys Lys Phe Cys Leu Ser Pro Leu Thr Asn Leu 
100 105 110 

tgt ggg aaa ate agt aat etc aaa agt cct get agt gat caa caa eta 445 
Cys Gly Lys He Ser Asn Leu Lys Ser Pro Ala Ser Asp Gin Gin Leu 
115 120 125 

atg gaa gac aaa acc age agg ttt acc tgc aaa gga aaa cca gtt tac 493 
Met Glu Asp Lys Thr Ser Arg Phe Thr Cys Lys Gly Lys Pro Val Tyr 
130 135 140 

cat ttc ttt gga acc agt aca ttc tct cag tac act gtg gtg tea gat 541 
His Phe Phe Gly Thr Ser Thr Phe Ser Gin Tyr Thr Val Val Ser Asp 
145 150 155 160 

ate aat ctt gcc aaa ata gat gat gat gca aat tta gag aga gtt tgt 589 
He Asn Leu Ala Lys He Asp Asp Asp Ala Asn Leu Glu Arg Val Cys 
165 170 175 

ctg ctt gga tgt ggg ttt tea act ggc tat ggg get gca ate aac aat 637 
Leu Leu Gly Cys Gly Phe Ser Thr Gly Tyr Gly Ala Ala He Asn Asn 
180 185 190 

gcc aag gtc acc cct ggt teg act tgt get gtc ttt ggc eta gga ggt 685 
Ala Lys Val Thr Pro Gly Ser Thr Cys Ala Val Phe Gly Leu Gly Gly 
195 200 205 

gtg ggt ctt tct get gta atg ggt tgt aaa gca gca gga get tec aga 733 
Val Gly Leu Ser Ala Val Met Gly Cys Lys Ala Ala Gly Ala Ser Arg 
210 215 220 

ate ata ggt att gac ate aac agt gag aag ttt gtg aag get aaa gcc 781 



209 



lie lie Gly He Asp He Asn Ser Glu Lys Phe Val Lys Ala Lys Ala 
225 230 235 240 



ctg gga gcc act gac tgc etc aat cct aga gac tta cat aaa ccg ate 
Leu Gly Ala Thr Asp Cys Leu Asn Pro Arg Asp Leu His Lys Pro He 
245 250 255 



829 



cag gaa gtt ate att gaa ttg ace aag gga ggt gtg gat ttt gcc ctt 
Gin Glu Val He He Glu Leu Thr Lys Gly Gly Val Asp Phe Ala Leu 
260 265 270 



877 



gac tgt gca ggt gga tct gaa ace atg aaa gca gcc ctg gac tgt aca 
Asp Cys Ala Gly Gly Ser Glu Thr Met Lys Ala Ala Leu Asp Cys Thr 
275 280 285 



925 



ace gca ggc tgg gga tea tgt act ttc att gga gta get get ggt age 
Thr Ala Gly Trp Gly Ser Cys Thr Phe He Gly Val Ala Ala Gly Ser 
290 295 300 



973 



aaa gga ttg act att ttt cca gag gag eta ata ate ggc cgt act ata 
Lys Gly Leu Thr He Phe Pro Glu Glu Leu He He Gly Arg Thr He 
305 3*10 315 320 



1021 



aat gga aca ttc ttt ggt ggt tgg aaa agt gta gat tct ate cca aag 
Asn Gly Thr Phe Phe Gly Gly Trp Lys Ser Val Asp Ser He Pro Lys 
325 330 335 



1069 



ctg gtc act gac tat aag aat aag aaa ttc aat ctg gat gca ttg gtg 
Leu Val Thr Asp Tyr Lys Asn Lys Lys Phe Asn Leu Asp Ala Leu Val 
340 345 350 



1117 



ace cat ace ctg cct ttt gac aaa ate agt gag gca ttt gac eta atg 
Thr His Thr Leu Pro Phe Asp Lys He Ser Glu Ala Phe Asp Leu Met 
355 360 365 



1165 



aac caa gga aaa age gtc cga aca ate etc ate ttt gga aga tgc cag 
Asn Gin Gly Lys Ser Val Arg Thr He Leu He Phe Gly Arg Cys Gin 
370 375 380 



1213 



gag caa ttc aga ata eta tct gat tga atgtgaacct gcctggttaa 
Glu Gin Phe Arg He Leu Ser Asp * 
385 390 



1260 



tttattacct 
atatgggaac 
attccctatg 
gaaattgttt 
aactagattg 
attatacttt 
gaacacatgg 
ggcagagaga 
gagatgatct 
tcctgcacat 
acctggtatt 
taatatgact 



gatttgatga 
ataaaagagc 
ttaaataata 
aaaattagtt 
gccatatgtt 
tctctccacg 
acacatgatg 
gagcatcagg 
gtgcagcaaa 
gtaccctgga 
tgatagcaca 
aaaagagtat 



accaaggaaa 
tttaaatatt 
ataataacta 
ctgggaagtt 
tataattttt 
ttttgtctat 
gggaacaaca 
aagaatagct 
gcaccatggt 
acttaataaa 
acagggagac 
aatggattgt 



gecatgagtt 
atagactttg 
gtgtttatga 
gaaagtgggg 
ttagattggg 
gttgaaaatt 
cacactgggg 
aatggatgct 
acatgtttac 
agttggaaat 
tatagtcaac 
ttgtaacaca 



taaacaaata 
tacctgttat 
atagaatcat 
aatgaagaga 
taatgaatac 
ttctgggagc 
cctgttgagg 
gggcttcata 
ctatgtaaca 
ttttaaaaag 
agcaatttaa 
aataaatget 



tttacattta 
atatatgaat 
atcatcttta 
taataaataa 
atggagtttc 
taaatgatga 
gcagggagtc 
cctgggtgat 
aacctgcaca 
aatgaataag 
ttgtatattt 
tgaggagatg 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
1981 



<210> 92 
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210 



<400> 92 



Met 


Gly 


Thr 


Lys 


Gly 


Lys 


Val 


He 


Lys 


Cys 


Lys 


Ala 


Ala 


He 


Ala 


Trp 


1 








5 










10 










15 




Glu 


Ala 


Gly 


Lys 


Pro 


Leu 


Cys 


He 


Glu 


Glu 


Val 


Glu 


Val 


Ala 


Pro 


Pro 








20 










25 










30 






Lys 


Ala 


His 


Glu 


Val 


Arg 


He 


Gin 


He 


He 


Ala 


Thr 


Ser 


Leu 


Cys 


His 






35 










40 










45 








Thr 


Asp 


Ala 


Ser 


Val 


He 


Asp 


Ser 


Lys 


Phe 


Glu 


Gly 


Leu 


Ala 


Phe 


Pro 




50 










55 










60 










Val 


He 


Val 


Gly 


His 


Glu 


Ala 


Ala 


Gly 


He 


Val 


Glu 


Ser 


He 


Gly 


Pro 


65 










70 










75 










80 


Gly 


Val 


Thr 


Asn 


Val 


Lys 


Pro 


Gly 


Asp 


Lys 


Val 


He 


Pro 


Leu 


Tyr 


Ala 










85 










90 










95 




Pro 


Leu 


Cys 


Arg 


Lys 


Cys 


Lys 


Phe 


Cys 


Leu 


Ser 


Pro 


Leu 


Thr 


Asn 


Leu 








100 










105 










110 






Cys 


Gly 


Lys 


He 


Ser 


Asn 


Leu 


Lys 


Ser 


Pro 


Ala 


Ser 


Asp 


Gin 


Gin 


Leu 






115 










120 










125 








Met 


Glu 


Asp 


Lys 


Thr 


Ser 


Arg 


Phe 


Thr 


Cys 


Lys 


Gly 


Lys 


Pro 


Val 


Tyr 




130 










135 










140 










His 


Phe 


Phe 


Gly 


Thr 


Ser 


Thr 


Phe 


Ser 


Gin 


Tyr 


Thr 


Val 


Val 


Ser 


Asp 


145 










150 










155 










160 


lie 


Asn 


Leu 


Ala 


Lys 


He 


Asp 


Asp 


Asp 


Ala 


Asn 


Leu 


Glu 


Arg 


Val 


Cys 










165 










170 










175 




Leu 


Leu 


Gly 


Cys 


Gly 


Phe 


Ser 


Thr 


Gly 


Tyr 


Gly 


Ala 


Ala 


He 


Asn 


Asn 








180 










185 










190 






Ala 


Lys 


Val 


Thr 


Pro 


Gly 


Ser 


Thr 


Cys 


Ala 


Val 


Phe 


Gly 


Leu 


Gly 


Gly 






195 










200 










205 








Val 


Gly 


Leu 


Ser 


Ala 


Val 


Met 


Gly 


Cys 


Lys 


Ala 


Ala 


Gly 


Ala 


Ser 


Arg 




210 










215 










220 










He 


He 


Gly 


He 


Asp 


He 


Asn 


Ser 


Glu 


Lys 


Phe 


Val 


Lys 


Ala 


Lys 


Ala 


225 










230 










235 










240 


Leu 


Gly 


Ala 


Thr 


Asp 


Cys 


Leu 


Asn 


Pro 


Arg 


Asp 


Leu 


His 


Lys 


Pro 


He 










245 










250 










255 




Gin 


Glu 


Val 


He 


He 


Glu 


Leu 


Thr 


Lys 


Gly 


Gly 


Val 


Asp 


Phe 


Ala 


Leu 








260 










265 










270 






Asp 


Cys 


Ala 


Gly 


Gly 


Ser 


Glu 


Thr 


Met 


Lys 


Ala 


Ala 


Leu 


Asp 


Cys 


Thr 






275 










280 










285 








Thr 


Ala 


Gly Trp 


Gly 


Ser 


Cys 


Thr 


Phe 


He 


Gly 


Val 


Ala 


Ala 


Gly 


Ser 




290 










295 










300 










Lys 


Gly 


Leu 


Thr 


He 


Phe 


Pro 


Glu 


Glu 


Leu 


He 


He 


Gly 


Arg 


Thr 


He 


305 










310 










315 










320 


Asn 


Gly 


Thr 


Phe 


Phe 


Gly 


Gly 


Trp 


Lys 


Ser 


Val 


Asp 


Ser 


He 


Pro 


Lys 










325 










330 










335 




Leu 


Val 


Thr 


Asp 


Tyr 


Lys 


Asn 


Lys 


Lys 


Phe 


Asn 


Leu 


Asp 


Ala 


Leu 


Val 








340 










345 










350 






Thr 


His 


Thr 


Leu 


Pro 


Phe 


Asp 


Lys 


He 


Ser 


Glu 


Ala 


Phe 


Asp 


Leu 


Met 






355 










360 










365 








Asn 


Gin 


Gly 


Lys 


Ser 


Val 


Arg 


Thr 


He 


Leu 


He 


Phe 


Gly 


Arg 


Cys 


Gin 




370 










375 










380 










Glu 


Gin 


Phe 


Arg 


He 


Leu 


Ser 


Asp 



















385 390 
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211 



<400> 93 

agagtcgttg ttttttctga ttcttcttgc tcctcatcct atttcctttg tcttaatttc 60 
cccacaaaga caccctctcc agagcccagc aattgtgagg gactg atg gag aag tat 117 

Met Glu Lys Tyr 
1 

gtg get get atg gtg ctg agt gca get gga gat gee ctg ggg tac tac 165 
Val Ala Ala Met Val Leu Ser Ala Ala Gly Asp Ala Leu Gly Tyr Tyr 
5 10 15 20 

aat ggg aag tgg gag ttc etc cag gat ggg gag aag ata cac egg cag 213 
Asn Gly Lys Trp Glu Phe Leu Gin Asp Gly Glu Lys lie His Arg Gin 
25 30 35 

ttg gee cag ctg ggc ggc ttg gat gee eta gac gtg gga agg tgg aga 261 
Leu Ala Gin Leu Gly Gly Leu Asp Ala Leu Asp Val Gly Arg Trp Arg 
40 45 50 

gtt agt gac gac aca gtg atg cac ttg gee aca gca gaa get ctt gtg 3 09 
Val Ser Asp Asp Thr Val Met His Leu Ala Thr Ala Glu Ala Leu Val 
55 60 65 

gaa get ggg aaa gee cct aag ttg act caa ctg tat tac etc ctt get 357 
Glu Ala Gly Lys Ala Pro Lys Leu Thr Gin Leu Tyr Tyr Leu Leu Ala 
70 75 80 

aag cat tac caa gac tgc atg gaa gac atg gat ggg egg gca cca ggt 405 
Lys His Tyr Gin Asp Cys Met Glu Asp Met Asp Gly Arg Ala Pro Gly 
85 90 95 100 

ggt gee teg gtg cac aac gee atg cag ctg aag ccg ggc aag ccc aat 453 
Gly Ala Ser Val His Asn Ala Met Gin Leu Lys Pro Gly Lys Pro Asn 
105 110 115 

ggc tgg agg att ccc ttc aac age cat gag ggc ggc tgt ggg get gee 501 
Gly Trp Arg lie Pro Phe Asn Ser His Glu Gly Gly Cys Gly Ala Ala 
120 125 130 

atg egg gee atg tgc ate ggt etc agg ttc cca cac cat age caa ctg 549 
Met Arg Ala Met Cys lie Gly Leu Arg Phe Pro His His Ser Gin Leu 
135 140 145 

gac aca ctg ate caa gtg age ate gag agt ggt egg atg acc cac cac 597 
Asp Thr Leu lie Gin Val Ser lie Glu Ser Gly Arg Met Thr His His 
150 ' 155 160 

cac cca aca ggc tac ctg ggg gee ctt gcg tct get ctt ttt aca gee 645 
His Pro Thr Gly Tyr Leu Gly Ala Leu Ala Ser Ala Leu Phe Thr Ala 
165 170 175 180 

tat get gtg aat age aga cca ccc ttg cag tgg gga aaa gga ctg atg 693 
Tyr Ala Val Asn Ser Arg Pro Pro Leu Gin Trp Gly Lys Gly Leu Met 
185 190 195 

gag ctg eta cca gaa get aaa aag tac att gtc caa tea ggc tac ttt 741 
Glu Leu Leu Pro Glu Ala Lys Lys Tyr lie Val Gin Ser Gly Tyr Phe 
200 205 210 

gta gag gaa aat ctt caa cac tgg tec tac ttc caa acc aaa tgg gaa 789 
Val Glu Glu Asn Leu Gin His Trp Ser Tyr Phe Gin Thr Lys Trp Glu 
215 220 225 



212 



aat tac eta aaa ctt aga ggg att ttg gat gga gaa tea gee cct ace 837 
Asn Tyr Leu Lys Leu Arg Gly lie Leu Asp Gly Glu Ser Ala Pro Thr 
230 235 240 



ttc cct gag tct ttc ggt gtg aag gag agg gat cag ttc tac ace tec 885 
Phe Pro Glu Ser Phe Gly Val Lys Glu Arg Asp Gin Phe Tyr Thr Ser 
245 250 255 260 

ctg age tac tct ggc tgg ggt ggc age agt ggg cac gat gee ccc atg 933 
Leu Ser Tyr Ser Gly Trp Gly Gly Ser Ser Gly His Asp Ala Pro Met 
265 270 275 

att gee tac gat get gtt ctt get gca gga gac tec tgg aag gag ctt 981 
lie Ala Tyr Asp Ala Val Leu Ala Ala Gly Asp Ser Trp Lys Glu Leu 
280 285 290 

gee cac cga gee ttt ttc cat ggt gga gac agt gat tct aca get gee 1029 
Ala His Arg Ala Phe Phe His Gly Gly Asp Ser Asp Ser Thr Ala Ala 
295 300 305 

att get ggc tgc tgg tgg gga gtt atg tat ggt ttt aaa gga gtg agt 1077 
lie Ala Gly Cys Trp Trp Gly Val Met Tyr Gly Phe Lys Gly Val Ser 
310 315 320 

ccc tec aac tat gag aaa eta gaa tac aga aac egg ctg gaa gag aca 1125 
Pro Ser Asn Tyr Glu Lys Leu Glu Tyr Arg Asn Arg Leu Glu Glu Thr 
325 330 335 340 

get agg get tta tat tct etc ggg tea aaa gaa gac act gta att tec 1173 
Ala Arg Ala Leu Tyr Ser Leu Gly Ser Lys Glu Asp Thr Val lie Ser 
345 350 355 

ctt tag ggagacgtga tgttcacttc tgatggattc ttcttttgtg tatttccttt 1229 
Leu * 



tetgetattt cttttcagtt tttccaaagt caagagtctt aaccttgtac tcagggaatt 1289 
ttgagataac aagtcccttg ggcaccttaa gctcagtttt ttcaggctca tcctgttctt 1349 
ccagaatcta tccctt 13 65 

<210> 94 
<211> 357 
<212> PRT 

<213> Homo Sapiens 
<400> 94 

Met Glu Lys Tyr Val Ala Ala Met Val Leu Ser Ala Ala Gly Asp Ala 

15 10 15 

Leu Gly Tyr Tyr Asn Gly Lys Trp Glu Phe Leu Gin Asp Gly Glu Lys 

20 25 30 

lie His Arg Gin Leu Ala Gin Leu Gly Gly Leu Asp Ala Leu Asp Val 

35 40 45 

Gly Arg Trp Arg Val Ser Asp Asp Thr Val Met His Leu Ala Thr Ala 

50 55 60 

Glu Ala Leu Val Glu Ala Gly Lys Ala Pro Lys Leu Thr Gin Leu Tyr 
65 70 75 80 

Tyr Leu Leu Ala Lys His Tyr Gin Asp Cys Met Glu Asp Met Asp Gly 

85 90 95 

Arg Ala Pro Gly Gly Ala Ser Val His Asn Ala Met Gin Leu Lys Pro 

100 105 110 

Gly Lys Pro Asn Gly Trp Arg lie Pro Phe Asn Ser His Glu Gly Gly 
115 120 125 



213 



Cys 


Gly 


Ala 


Ala 


Met 


Arg 


Ala 


Met 


Cys 


He 


Gly 


Leu 


Arg 


Phe 


Pro 


His 




130 










135 










140 










His 


Ser 


Gin 


Leu 


Asp 


Thr 


Leu 


He 


Gin 


Val 


Ser 


He 


Glu 


Ser 


Gly 


Arg 


145 










150 










155 










160 


Met 


Thr 


His 


His 


His 


Pro 


Thr 


Gly 


Tyr 


Leu 


Gly 


Ala 


Leu 


Ala 


Ser 


Ala 










165 










170 










175 




Leu 


Phe 


Thr 


Ala 


Tyr 


Ala 


Val 


Asn 


Ser 


Arg 


Pro 


Pro 


Leu 


Gin 


Trp 


Gly 








180 










185 










190 






Lys 


Gly 


Leu 


Met 


Glu 


Leu 


Leu 


Pro 


Glu 


Ala 


Lys 


Lys 


Tyr 


He 


Val 


Gin 






195 










200 










205 








Ser 


Gly 


Tyr 


Phe 


Val 


Glu 


Glu 


Asn 


Leu 


Gin 


His 


Trp 


Ser 


Tyr 


Phe 


Gin 




210 










215 










220 










Thr 


Lys 


Trp 


Glu 


Asn 


Tyr 


Leu 


Lys 


Leu 


Arg 


Gly 


He 


Leu 


Asp 


Gly 


Glu 


225 










230 










235 










240 


Ser 


Ala 


Pro 


Thr 


Phe 


Pro 


Glu 


Ser 


Phe 


Gly 


Val 


Lys 


Glu 


Arcr 


ASP 


Gin 










245 










250 










255 




Phe 


Tyr 


Thr 


Ser 


Leu 


Ser 


Tyr 


Ser 


Gly 


Trp 


Gly 


Gly 


Ser 


Ser 


Glv 


His 








260 










265 










270 






Asp 


Ala 


Pro 


Met 


He 


Ala 


Tyr 


Asp 


Ala 


Val 


Leu 


Ala 


Ala 


Glv 


Asp 


Ser 






275 










280 










285 








Trp 


Lys 


Glu 


Leu 


Ala 


His 


Arg 


Ala 


Phe 


Phe 


His 


Gly 


Gly 


Asp 


Ser 


Asp 




290 










295 










300 










Ser 


Thr 


Ala 


Ala 


He 


Ala 


Gly 


Cvs 


Trp 


Trp 


Glv 


Val 


Met 


Tvr 


Glv 


Phe 


305 










310 










315 










320 


Lys 


Gly 


Val 


Ser 


Pro 


Ser 


Asn 


Tyr 


Glu 


Lys 


Leu 


Glu 


Tyr 


Arg 


Asn 


Arg 










325 










330 










335 




Leu 


Glu 


Glu 


Thr 


Ala 


Arg 


Ala 


Leu 


Tyr 


Ser 


Leu 


Gly 


Ser 


Lys 


Glu 


Asp 








340 










345 










350 






Thr 


Val 


He 


Ser 


Leu 

























355 



<210> 95 
<211> 3425 
<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . . (2619) 

<400> 95 

ggg gag agg egg ctg egg ctg egg ctg egg ctg ctg gcg ggg ggt ggg 48 
Gly Glu Arg Arg Leu Arg Leu Arg Leu Arg Leu Leu Ala Gly Gly Gly 
15 10 15 

ggg gag gag gaa ccg gga agg ggg ggc agg gcg age gga gag eta get 96 
Gly Glu Glu Glu Pro Gly Arg Gly Gly Arg Ala Ser Gly Glu Leu Ala 
20 25 30 

gtg ttc ctg agg cgc age cgc cgc eta ggg egg tgg gga gga gga ggg 144 
Val Phe Leu Arg Arg Ser Arg Arg Leu Gly Arg Trp Gly Gly Gly Gly 
35 40 45 

age cgc ggg get tgg egg ggt egg gag gga ggg acg tgc tgg ggg aac 192 
Ser Arg Gly Ala Trp Arg Gly Arg Glu Gly Gly Thr Cys Trp Gly Asn 
50 55 60 

gag ctg ggg aag acg gag egg get ctg tgc egg gcg ggc ggg egg egg 240 
Glu Leu Gly Lys Thr Glu Arg Ala Leu Cys Arg Ala Gly Gly Arg Arg 
65 70 75 80 



214 



ggg ggc cag cga ccg cag ccg ggg gga cgc ggg agg atg gag caa gtg 288 
Gly Gly Gin Arg Pro Gin Pro Gly Gly Arg Gly Arg Met Glu Gin Val 
85 90 95 

gag ate ctg agg aaa ttc ate cag agg gtc cag gee atg aag agt cct 336 
Glu lie Leu Arg Lys Phe lie Gin Arg Val Gin Ala Met Lys Ser Pro 
100 105 110 

gac cac aat ggg gag gac aac ttc gee egg gac ttc atg egg tta aga 3 84 
Asp His Asn Gly Glu Asp Asn Phe Ala Arg Asp Phe Met Arg Leu Arg 
115 120 125 

aga ttg tct ace aaa tat aga aca gaa aag ata tat ccc aca gee act 432 
Arg Leu Ser Thr Lys Tyr Arg Thr Glu Lys lie Tyr Pro Thr Ala Thr 
130 135 140 

gga gaa aaa gaa gaa aat gtt aaa aag aac aga tac aag gac ata ctg 480 
Gly Glu Lys Glu Glu Asn Val Lys Lys Asn Arg Tyr Lys Asp lie Leu 
145 150 155 160 

cca ttt gat cac age cga gtt aaa ttg aca tta aag act cct tea caa 528 
Pro Phe Asp His Ser Arg Val Lys Leu Thr Leu Lys Thr Pro Ser Gin 
165 170 175 

gat tea gac tat ate aat gca aat ttt ata aag ggc gtc tat ggg cca 576 
Asp Ser Asp Tyr lie Asn Ala Asn Phe lie Lys Gly Val Tyr Gly Pro 
180 185 190 

aaa gca tat gta gca act caa gga cct tta gca aat aca gta ata gat 624 
Lys Ala Tyr Val Ala Thr Gin Gly Pro Leu Ala Asn Thr Val lie Asp 
195 200 205 

ttt tgg agg atg ata tgg gag tat aat gtt gtg ate att gta atg gee 672 
Phe Trp Arg Met lie Trp Glu Tyr Asn Val Val lie lie Val Met Ala 
210 215 220 

tgc cga gaa ttt gag atg gga agg aaa aaa tgt gag cgc tat tgg cct 720 
Cys Arg Glu Phe Glu Met Gly Arg Lys Lys Cys Glu Arg Tyr Trp Pro 
225 230 235 240 

ttg tat gga gaa gac ccc ata acg ttt gca cca ttt aaa att tct tgt 768 
Leu Tyr Gly Glu Asp Pro lie Thr Phe Ala Pro Phe Lys lie Ser Cys 
245 250 255 

gag gat gaa caa gca aga aca gac tac ttc ate agg aca etc tta ctt 816 
Glu Asp Glu Gin Ala Arg Thr Asp Tyr Phe lie Arg Thr Leu Leu Leu 
260 265 270 

gaa ttt caa aat gaa tct cgt agg ctg tat cag ttt cat tat gtg aac 864 
Glu Phe Gin Asn Glu Ser Arg Arg Leu Tyr Gin Phe His Tyr Val Asn 
275 280 285 

tgg cca gac cat gat gtt cct tea tea ttt gat tct att ctg gac atg 912 
Trp Pro Asp His Asp Val Pro Ser Ser Phe Asp Ser lie Leu Asp Met 
290 295 300 

ata age tta atg agg aaa tat caa gaa cat gaa gat gtt cct att tgt 960 
lie Ser Leu Met Arg Lys Tyr Gin Glu His Glu Asp Val Pro lie Cys 
305 310 315 320 

att cat tgc agt gca ggc tgt gga aga aca ggt gee att tgt gee ata 1008 
lie His Cys Ser Ala Gly Cys Gly Arg Thr Gly Ala lie Cys Ala lie 



215 



325 



330 



335 



gat tat acg tgg aat tta eta aaa get ggg aaa ata cca gag gaa ttt 1056 
Asp Tyr Thr Trp Asn Leu Leu Lys Ala Gly Lys lie Pro Glu Glu Phe 
340 345 350 

aat gta ttt aat tta ata caa gaa atg aga aca caa agg cat tct gca 1104 
Asn Val Phe Asn Leu lie Gin Glu Met Arg Thr Gin Arg His Ser Ala 
355 360 365 

gta caa aca aag gag caa tat gaa ctt gtt cat aga get att gee caa 1152 
Val Gin Thr Lys Glu Gin Tyr Glu Leu Val His Arg Ala lie Ala Gin 
370 375 380 

ctg ttt gaa aaa cag eta caa eta tat gaa att cat gga get cag aaa 1200 
Leu Phe Glu Lys Gin Leu Gin Leu Tyr Glu lie His Gly Ala Gin Lys 
385 390 395 400 

att get gat gga gtg aat gaa att aac act gaa^ aac atg ate age tec 1248 
lie Ala Asp Gly Val Asn Glu lie Asn Thr Glu Asn Met lie Ser Ser 
405 410 415 

ata gag cct gaa aaa caa gat tct cct cct cca aaa cca cca agg ace 1296 
lie Glu Pro Glu Lys Gin Asp Ser Pro Pro Pro Lys Pro Pro Arg Thr 
420 425 430 

cgc agt tgc ctt gtt gaa ggg gat get aaa gaa gaa ata ctg cag cca 1344 
Arg Ser Cys Leu Val Glu Gly Asp Ala Lys Glu Glu lie Leu Gin Pro 
435 440 445 

ccg gaa cct cat cca gtg cca ccc ate ttg aca cct tct ccc cct tea 1392 
Pro Glu Pro His Pro Val Pro Pro lie Leu Thr Pro Ser Pro Pro Ser 
450 455 460 

get ttt cca aca gtc act act gtg tgg cag gac aat gat aga tac cat 1440 
Ala Phe Pro Thr Val Thr Thr Val Trp Gin Asp Asn Asp Arg Tyr His 
465 470 475 480 

cca aag cca gtg ttg cat atg gtt tea tea gaa caa cat tea gca gac 1488 
Pro Lys Pro Val Leu His Met Val Ser Ser Glu Gin His Ser Ala Asp 
485 490 495 

etc aac aga aac tat agt aaa tea aca gaa ctt cca ggg aaa aat gaa 153 6 
Leu Asn Arg Asn Tyr Ser Lys Ser Thr Glu Leu Pro Gly Lys Asn Glu 
500 505 510 

tea aca att gaa cag ata gat aaa aaa ttg gaa cga aat tta agt ttt 1584 
Ser Thr lie Glu Gin lie Asp Lys Lys Leu Glu Arg Asn Leu Ser Phe 
515 520 525 

gag att aag aag gtc cct etc caa gag gga cca aaa agt ttt gat ggg 1632 
Glu lie Lys Lys Val Pro Leu Gin Glu Gly Pro Lys Ser Phe Asp Gly 
530 535 540 

aac aca ctt ttg aat agg gga cat gca att aaa att aaa tct get tea 1680 
Asn Thr Leu Leu Asn Arg Gly His Ala lie Lys lie Lys Ser Ala Ser 
545 550 555 560 

cct tgt ata get gat aaa ate tct aag cca cag gaa tta agt tea gat 1728 
Pro Cys lie Ala Asp Lys lie Ser Lys Pro Gin Glu Leu Ser Ser Asp 
565 570 575 



216 



eta aat gtc ggt gat act tec cag aat tct tgt gtg gac tgc agt gta 177 6 
Leu Asn Val Gly Asp Thr Ser Gin Asn Ser Cys Val Asp Cys Ser Val 
580 585 590 

aca caa tea aac aaa gtt tea gtt act cca cca gaa gaa tec cag aat 1824 
Thr Gin Ser Asn Lys Val Ser Val Thr Pro Pro Glu Glu Ser Gin Asn 
595 600 605 

tea gac aca cct cca agg cca gac cgc ttg cct ctt gat gag aaa gga 1872 
Ser Asp Thr Pro Pro Arg Pro Asp Arg Leu Pro Leu Asp Glu Lys Gly 
610 615 620 

cat gta acg tgg tea ttt cat gga cct gaa aat gec ata ccc ata cct 1920 
His Val Thr Trp Ser Phe His Gly Pro Glu Asn Ala lie Pro lie Pro 
625 630 635 640 

gat tta tct gaa ggc aat tec tea gat ate aac tat caa act agg aaa 1968 
Asp Leu Ser Glu Gly Asn Ser Ser Asp lie Asn Tyr Gin Thr Arg Lys 
645 650 655 

act gtg agt tta aca cca agt cct aca aca caa gtt gaa aca cct gat 2016 
Thr Val Ser Leu Thr Pro Ser Pro Thr Thr Gin Val Glu Thr Pro Asp 
660 665 670 

ctt gtg gat cat gat aac act tea cca etc ttc aga aca ccc etc agt 2064 
Leu Val Asp His Asp Asn Thr Ser Pro Leu Phe Arg Thr Pro Leu Ser 
675 680 685 

ttt act aat cca ctt cac tct gat gac tea gac tea gat gaa aga aac 2112 
Phe Thr Asn Pro Leu His Ser Asp Asp Ser Asp Ser Asp Glu Arg Asn 
690 695 700 

tct gat ggt get gtg acc cag aat aaa act aat att tea aca gca agt 2160 
Ser Asp Gly Ala Val Thr Gin Asn Lys Thr Asn lie Ser Thr Ala Ser 
705 710 715 720 

gee aca gtt tct get gee act agt act gaa age att tct act agg aaa 2208 
Ala Thr Val Ser Ala Ala Thr Ser Thr Glu Ser lie Ser Thr Arg Lys 
725 730 735 

gta ttg cca atg tec att get aga cat aat ata gca gga aca aca cat 2256 
Val Leu Pro Met Ser lie Ala Arg His Asn He Ala Gly Thr Thr His 
740 745 750 

tea ggt get gaa aaa gat gtt gat gtt agt gaa gat tea cct cct ccc 2304 
Ser Gly Ala Glu Lys Asp Val Asp Val Ser Glu Asp Ser Pro Pro Pro 
755 760 765 

eta cct gaa aga act cct gaa teg ttt gtg tta gca agt gaa cat aat 2352 
Leu Pro Glu Arg Thr Pro Glu Ser Phe Val Leu Ala Ser Glu His Asn 
770 775 780 

aca cct gta aga teg gaa tgg agt gaa ctt caa agt cag gaa cga tct 2400 
Thr Pro Val Arg Ser Glu Trp Ser Glu Leu Gin Ser Gin Glu Arg Ser 
785 790 795 800 

gaa caa aaa aag tct gaa ggc ttg ata acc tct gaa aat gag aaa tgt 2448 
Glu Gin Lys Lys Ser Glu Gly Leu He Thr Ser Glu Asn Glu Lys Cys 
805 810 815 

gat cat cca gcg gga ggt att cac tat gaa atg tgc ata gaa tgt cca 2496 
Asp His Pro Ala Gly Gly He His Tyr Glu Met Cys He Glu Cys Pro 
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820 



825 



830 



cct act ttc agt gac aag aga gaa caa ata tea gaa aat cca aca gaa 
Pro Thr Phe Ser Asp Lys Arg Glu Gin He Ser Glu Asn Pro Thr Glu 
835 840 845 



2544 



gec aca gat att ggt ttt ggt aat cga tgt gga aaa ccc aaa gga cca 
Ala Thr Asp He Gly Phe Gly Asn Arg Cys Gly Lys Pro Lys Gly Pro 
850 855 860 



2592 



aga gat cca cct tea gaa tgg aca tga ttcagggagc tagaagacac 
Arg Asp Pro Pro Ser Glu Trp Thr * 
865 870 



2639 



tttaagttat 
taatatgtgg 
tacctgcctt 
gtattattgc 
gtaatacctt 
cattattttg 
tattattaac 
gtaaattatt 
atgcagccag 
taagcaaaaa 
tttcatctag 
gtgtgtttct 
tttcaggata 
aaaaaa 



actggaaaat 
gactaacagc 
atactacact 
cttaatgtct 
tatgatatat 
tatatgtaca 
agaagatgta 
tgccctggag 
etttgeaggt 
gttattttta 
tcagagattc 
ttaatatttg 
tttgacctgt 



teaggtgeca 
agtgtagatt 
taggaaaaag 
cttaaccctg 
tgagtttaag 
gggcaagtag 
agaaatttct 
ttttagaaaa 
tatcagagat 
tattatatac 
agtaagtgcc 
aactcaagtg 
cattaaaaaa 



ctgaaageca 
gttaccttaa 
tattacatat 
ttacacgctg 
gactactctt 
gtatataatt 
gcatggtcta 
tagtttctga 
caaagattgt 
agtctaattg 
ttggaacaat 
ggattagaag 
aacaaacagt 



gatttatagt 
tattttttgc 
ggtttatttt 
cttgtagaca 
tttctgtttt 
tgataaagtt 
aatctttgtg 
attttaaact 
aataataatt 
ttcatcctaa 
attgaattct 
actatcaaaa 
tttacagtgc 



attccatctt 
tgggaccatc 
gaaacttcaa 
tgttaatata 
atcatgtatg 
gcaattgaaa 
tactttattt 
tgctggattc 
ttgtaaattg 
ttgttcctgt 
cttagcttgt 
tacatgtatg 
caaaaaaaaa 



2699 
2759 
2819 
2879 
2939 
2999 
3059 
3119 
3179 
3239 
3299 
3359 
3419 
3425 



<210> 96 

<211> 872 

<212> PRT 

<213> Homo Sapiens 



<400> 96 



Gly 


Glu 


Arg 


Arg 


Leu 


Arg 


Leu 


Arg 


Leu 


Arg 


Leu 


Leu 


Ala 


Gly 


Gly 


Gly 


1 








5 










10 










15 




Gly Glu 


Glu 


Glu 


Pro 


Gly 


Arg 


Gly 


Gly 


Arg 


Ala 


Ser 


Gly 


Glu 


Leu 


Ala 








20 










25 










30 






Val 


Phe 


Leu 


Arg 


Arg 


Ser 


Arg 


Arg 


Leu 


Gly 


Arg 


Trp 


Gly 


Gly 


Gly 


Gly 






35 










40 










45 








Ser 


Arg 


Gly 


Ala 


Trp 


Arg 


Gly 


Arg 


Glu 


Gly 


Gly 


Thr 


Cys 


Trp 


Gly 


Asn 




50 










55 










60 










Glu 


Leu 


Gly 


Lys 


Thr 


Glu 


Arg 


Ala 


Leu 


Cys 


Arg 


Ala 


Gly 


Gly 


Arg 


Arg 


65 










70 










75 










80 


Gly 


Gly 


Gin 


Arg 


Pro 


Gin 


Pro 


Gly 


Gly 


Arg 


Gly 


Arg 


Met 


Glu 


Gin 


Val 










85 










90 










95 




Glu 


He 


Leu 


Arg 


Lys 


Phe 


He 


Gin 


Arg 


Val 


Gin 


Ala 


Met 


Lys 


Ser 


Pro 








100 










105 










110 






Asp 


His 


Asn 


Gly 


Glu 


Asp 


Asn 


Phe 


Ala 


Arg 


Asp 


Phe 


Met 


Arg 


Leu 


Arg 






115 










120 










125 








Arg 


Leu 


Ser 


Thr 


Lys 


Tyr 


Arg 


Thr 


Glu 


Lys 


He 


Tyr 


Pro 


Thr 


Ala 


Thr 




130 










135 










140 










Gly 


Glu 


Lys 


Glu 


Glu 


Asn 


Val 


Lys 


Lys 


Asn 


Arg 


Tyr 


Lys 


Asp 


He 


Leu 


145 










150 










155 










160 


Pro 


Phe 


Asp 


His 


Ser 


Arg 


Val 


Lys 


Leu 


Thr 


Leu 


Lys 


Thr 


Pro 


Ser 


Gin 










165 










170 










175 




Asp 


Ser 


Asp 


Tyr 


He 


Asn 


Ala 


Asn 


Phe 


He 


Lys 


Gly 


Val 


Tyr 


Gly 


Pro 








180 










185 










190 






Lys 


Ala 


Tyr 


Val 


Ala 


Thr 


Gin 


Gly 


Pro 


Leu 


Ala 


Asn 


Thr 


Val 


He 


Asp 






195 










200 










205 








Phe 


Trp 


Arg 


Met 


He 


Trp 


Glu 


Tyr 


Asn 


Val 


Val 


He 


He 


Val 


Met 


Ala 



218 





210 










215 










220 










Cys 


Arg 


Glu 


Phe 


Glu 


Met 


Gly 


Arg 


Lys 


Lys 


Cys 


Glu 


Arg 


Tyr 


Trp 


Pro 


225 










230 










235 










240 


Leu 


Tyr 


Gly 


Glu 


Asp 


Pro 


He 


Thr 


Phe 


Ala 


Pro 


Phe 


Lys 


He 


Ser 


Cys 










245 










250 










255 




Glu 


Asp 


Glu 


Gin 


Ala 


Arg 


Thr 


Asp 


Tyr 


Phe 


He 


Arg 


Thr 


Leu 


Leu 


Leu 








260 










265 










270 






Glu 


Phe 


Gin 


Asn 


Glu 


Ser 


Arg 


Arg 


Leu 


Tyr 


Gin 


Phe 


His 


Tyr 


Val 


Asn 






275 










280 










285 








Trp 


Pro 


Asp 


His 


Asp 


Val 


Pro 


Ser 


Ser 


Phe 


Asp 


Ser 


He 


Leu 


Asp 


Met 




290 










295 










300 










He 


Ser 


Leu 


Met 


Arg 


Lys 


Tyr 


Gin 


Glu 


His 


Glu 


Asp 


Val 


Pro 


He 


Cys 


305 










310 










315 










320 


He 


His 


Cys 


Ser 


Ala 


Gly 


Cys 


Gly 


Arg 


Thr 


Gly 


Ala 


He 


Cvs 


Ala 


He 










325 










330 










335 




Asp 


Tyr 


Thr 


Trp 


Asn 


Leu 


Leu 


Lys 


Ala 


Gly 


Lvs 


He 


Pro 


Glu 


Glu 


Phe 








340 










345 










350 






Asn 


Val 


Phe 


Asn 


Leu 


He 


Gin 


Glu 


Met 


Arcr 


Thr 


Gin 


Arg 


His 


Ser 


Ala 






355 










360 










365 








Val 


Gin 


Thr 


Lys 


Glu 


Gin 


Tyr 


Glu 


Leu 


Val 


His 


Arg 


Ala 


He 


Ala 


Gin 




370 










375 










380 










Leu 


Phe 


Glu 


Lys 


Gin 


Leu 


Gin 


Leu 


Tyr 


Glu 


He 


His 


Gly 


Ala 


Gin 


Lvs 


385 










390 










395 










400 


He 


Ala 


Asp 


Gly 


Val 


Asn 


Glu 


He 


Asn 


Thr 


Glu 


Asn 


Met 


He 


Ser 


Ser 










405 










410 










415 




He 


Glu 


Pro 


Glu 


Lys 


Gin 


Asp 


Ser 


Pro 


Pro 


Pro 


Lys 


Pro 


Pro 


Arcr 


Thr 








420 










425 










430 






Arg 


Ser 


Cys 


Leu 


Val 


Glu 


Gly 


Asp 


Ala 


Lys 


Glu 


Glu 


He 


Leu 


Gin 


Pro 






435 










440 










445 








Pro 


Glu 


Pro 


His 


Pro 


Val 


Pro 


Pro 


He 


Leu 


Thr 


Pro 


Ser 


Pro 


Pro 


Ser 




450 










455 










460 










Ala 


Phe 


Pro 


Thr 


Val 


Thr 


Thr 


Val 


Trp 


Gin 


Asp 


Asn 


Asp 


Arg 


Tyr 


His 


465 










470 










475 










480 


Pro 


Lys 


Pro 


Val 


Leu 


His 


Met 


Val 


Ser 


Ser 


Glu 


Gin 


His 


Ser 


Ala 


Asp 










485 










490 










495 




Leu 


Asn 


Arg 


Asn 


Tyr 


Ser 


Lys 


Ser 


Thr 


Glu 


Leu 


Pro 


Glv 


Lys 


Asn 


Glu 








500 










505 










510 






Ser 


Thr 


He 


Glu 


Gin 


He 


Asp 


Lys 


Lys 

jr *-* 


Leu 


Glu 


Arcr 


Asn 


Leu 


Ser 


Phe 






515 










520 










525 








Glu 


He 


Lys 


Lys 


Val 


Pro 


Leu 


Gin 


Glu 


Gly 


Pro 


Lys 


Ser 


Phe 


Asp 


Gly 




530 










535 










540 










Asn 


Thr 


Leu 


Leu 


Asn 


Arg 


Gly 


His 


Ala 


He 


Lvs 


He 


Lys 


Ser 


Ala 


Ser 


545 










550 










555 










560 


Pro 


Cys 


He 


Ala 


Asp 


Lys 


He 


Ser 


Lys 


Pro 


Gin 


Glu 


Leu 


Ser 


Ser 


Asp 










565 










570 










575 




Leu 


Asn 


Val 


Gly 


Asp 


Thr 


Ser 


Gin 


Asn 


Ser 


Cvs 


Val 


Asp 


Cvs 


Ser 


Val 








580 










585 










590 






Thr 


Gin 


Ser 


Asn 


Lys 


Val 


Ser 


Val 


Thr 


Pro 


Pro 


Glu 


Glu 


Ser 


Gin 


Asn 






595 










600 










605 








Ser 


Asp 


Thr 


Pro 


Pro 


Arg 


Pro 


Asp 


Arg 


Leu 


Pro 


Leu 


Asp 


Glu 


Lvs 

"Jr 


Glv 




610 










615 










620 










His 


Val 


Thr 


Trp 


Ser 


Phe 


His 


Gly 


Pro 


Glu 


Asn 


Ala 


lie 


Pro 


He 


Pro 


625 










630 










635 










640 


Asp 


Leu 


Ser 


Glu 


Gly 


Asn 


Ser 


Ser 


Asp 


He 


Asn 


Tyr 


Gin 


Thr 


Arg 


Lys 










645 










650 










655 




Thr 


Val 


Ser 


Leu 


Thr 


Pro 


Ser 


Pro 


Thr 


Thr 


Gin 


Val 


Glu 


Thr 


Pro 


Asp 








660 










665 










670 






Leu 


Val 


Asp 


His 


Asp 


Asn 


Thr 


Ser 


Pro 


Leu 


Phe 


Arg 


Thr 


Pro 


Leu 


Ser 






675 










680 










685 








Phe 


Thr 


Asn 


Pro 


Leu 


His 


Ser 


Asp 


Asp 


Ser 


Asp 


Ser 


Asp 


Glu 


Arg 


Asn 




690 










695 










700 










Ser 


Asp 


Gly 


Ala 


Val 


Thr 


Gin 


Asn 


Lys 


Thr 


Asn 


He 


Ser 


Thr 


Ala 


Ser 
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705 










710 










715 










720 


Ala 


Thr 


Val 


Ser 


Ala 


Ala 


Thr 


Ser 


Thr 


Glu 


Ser 


He 


Ser 


Thr 


Arg 


Lys 










725 










730 










735 




Val 


Leu 


Pro 


Met 


Ser 


He 


Ala 


Arg 


His 


Asn 


He 


Ala 


Gly 


Thr 


Thr 


His 








740 










745 










750 






Ser 


Gly 


Ala 


Glu 


Lys 


Asp 


Val 


Asp 


Val 


Ser 


Glu 


Asp 


Ser 


Pro 


Pro 


Pro 






755 










760 










765 








Leu 


Pro 


Glu 


Arg 


Thr 


Pro 


Glu 


Ser 


Phe 


Val 


Leu 


Ala 


Ser 


Glu 


His 


Asn 




770 










775 










780 










Thr 


Pro 


Val 


Arg 


Ser 


Glu 


Trp 


Ser 


Glu 


Leu 


Gin 


Ser 


Gin 


Glu 


Arg 


Ser 


785 










790 










795 










800 


Glu 


Gin 


Lys 


Lys 


Ser 


Glu 


Gly 


Leu 


He 


Thr 


Ser 


Glu 


Asn 


Glu 


Lys 


Cys 










805 










810 










815 




Asp 


His 


Pro 


Ala 


Gly 


Gly 


He 


His 


Tyr 


Glu 


Met 


Cys 


He 


Glu 


Cys 


Pro 








820 










825 










830 






Pro 


Thr 


Phe 


Ser 


Asp 


Lvs 


Arg 


Glu 


Gin 


He 


Ser 


Glu 


Asn 


Pro 


Thr 


Glu 






835 










840 










845 








Ala 


Thr 


Asp 


He 


Gly 


Phe 


Gly 


Asn 


Arg 


Cys 


Gly 


Lys 


Pro 


Lys 


Gly 


Pro 




850 










855 










860 










Arg 


Asp 


Pro 


Pro 


Ser 


Glu 


Trp 


Thr 


















865 










870 























<210> 97 
<211> 5355 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (118) . . . (3987) 
<400> 97 

cagcggggag ggcgggagcc ggctctcggg cggcggcgct gaagtttcct tcccgccgcg 60 
ctctcacccc gggctggcgc cccgtgccat gcgggagcgc tggggcggcg gggcaac atg 12 0 

Met 
1 

aag ggc ggc gac agg get tac acc cga ggt ccc tct ttg ggg tgg etc 168 
Lys Gly Gly Asp Arg Ala Tyr Thr Arg Gly Pro Ser Leu Gly Trp Leu 
5 10 15 

ttt get aag tgc tgc tgt tgc ttc ccg tgt aga gat gca tac tct cat 216 
Phe Ala Lys Cys Cys Cys Cys Phe Pro Cys Arg Asp Ala Tyr Ser His 
20 25 30 

tec tea age gag aat gga ggc aag tec gag tec gta gec aac ctg cag 264 
Ser Ser Ser Glu Asn Gly Gly Lys Ser Glu Ser Val Ala Asn Leu Gin 
35 40 45 

gec cag ccc tec ctg aac tec ate cac agt tec ccg ggt ccc aag cgc 312 
Ala Gin Pro Ser Leu Asn Ser He His Ser Ser Pro Gly Pro Lys Arg 
50 55 60 65 

tec acc aac act ctt aag aag tgg ctg acg agt cct gtg cgt egg etc 360 
Ser Thr Asn Thr Leu Lys Lys Trp Leu Thr Ser Pro Val Arg Arg Leu 
70 75 80 

aac age ggg aag gca gat gga aac ate aaa aag cag aag aaa gtt cgc 408 
Asn Ser Gly Lys Ala Asp Gly Asn He Lys Lys Gin Lys Lys Val Arg 
85 90 95 
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gat ggt egg aag age ttt gac ctg gga tct ccc aag cct ggg gat gaa 456 
Asp Gly Arg Lys Ser Phe Asp Leu Gly Ser Pro Lys Pro Gly Asp Glu 
100 105 110 

aca ace cct cag gga gac age get gat gag aag age aag aaa ggt tgg 504 
Thr Thr Pro Gin Gly Asp Ser Ala Asp Glu Lys Ser Lys Lys Gly Trp 
115 120 125 

ggt gaa gat gag ccg gat gaa gag tea cac aca ccc etc cca cca cct 552 
Gly Glu Asp Glu Pro Asp Glu Glu Ser His Thr Pro Leu Pro Pro Pro 
130 135 140 145 

atg aag att ttt gac aac gac cct aca cag gat gaa atg tec tec tct 600 
Met Lys lie Phe Asp Asn Asp Pro Thr Gin Asp Glu Met Ser Ser Ser 
150 155 160 

ttg eta gca gee egg cag get tec act gaa gta cct act get gca gac 648 
Leu Leu Ala Ala Arg Gin Ala Ser Thr Glu Val Pro Thr Ala Ala Asp 
165 170 175 

ctt gtc aat gca ata gaa aag ttg gtc aaa aac aag ctg agt eta gaa 696 
Leu Val Asn Ala lie Glu Lys Leu Val Lys Asn Lys Leu Ser Leu Glu 
180 185 190 

gga age tea tac egg ggg age ttg aaa gac cct gca ggc tgc ctg aat 744 
Gly Ser Ser Tyr Arg Gly Ser Leu Lys Asp Pro Ala Gly Cys Leu Asn 
195 200 205 

gag ggg atg gee cca ccc aca cct cct aaa aat cca gaa gaa gaa cag 792 
Glu Gly Met Ala Pro Pro Thr Pro Pro Lys Asn Pro Glu Glu Glu Gin 
210 215 220 225 

aaa gee aag gee ctg aga ggc agg atg ttt gtc ctg aat gag ctg gta 840 
Lys Ala Lys Ala Leu Arg Gly Arg Met Phe Val Leu Asn Glu Leu Val 
230 235 240 

cag aca gag aaa gac tat gtc aag gat ctg ggc att gtg gtg gag ggc 888 
Gin Thr Glu Lys Asp Tyr Val Lys Asp Leu Gly lie Val Val Glu Gly 
245 250 255 

ttc atg aag aga ata gaa gaa aag ggt gtc cct gag gat atg cga gga 93 6 
Phe Met Lys Arg lie Glu Glu Lys Gly Val Pro Glu Asp Met Arg Gly 
260 265 270 

aag gac aaa ate gtg ttt gga aat att cat cag att tat gac tgg cat 984 
Lys Asp Lys lie Val Phe Gly Asn lie His Gin lie Tyr Asp Trp His 
275 280 285 

aag gat ttt ttc ctg gcg gaa ctg gaa aag tgt ate cag gag caa gac 1032 
Lys Asp Phe Phe Leu Ala Glu Leu Glu Lys Cys lie Gin Glu Gin Asp 
290 295 300 305 

aga ttg gca cag etc ttt att aag cac gag egg aag ctg cac ate tac 1080 
Arg Leu Ala Gin Leu Phe lie Lys His Glu Arg Lys Leu His lie Tyr 
310 315 320 

gtg tgg tat tgt cag aat aag ccg cgc tea gag tac ate gtt get gag 1128 
Val Trp Tyr Cys Gin Asn Lys Pro Arg Ser Glu Tyr lie Val Ala Glu 
325 330 335 

tat gac gee tac ttt gag gag gta aaa cag gag ata aat cag agg ctg 117 6 
Tyr Asp Ala Tyr Phe Glu Glu Val Lys Gin Glu lie Asn Gin Arg Leu 
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340 



345 



350 



aca ctg agt gac ttc etc ate aag ccc att cag aga ata aca aaa tac 1224 
Thr Leu Ser Asp Phe Leu lie Lys Pro lie Gin Arg lie Thr Lys Tyr 
355 ~ 360 365 

cag ttg etc etc aag gac ttc ctg aga tac agt gag aag get ggt ttg 1272 
Gin Leu Leu Leu Lys Asp Phe Leu Arg Tyr Ser Glu Lys Ala Gly Leu 
370 375 380 385 

gag tgt tea gat ate gag aaa gca gtg gag tta atg tgc ctt gtt ccc 1320 
Glu Cys Ser Asp lie Glu Lys Ala Val Glu Leu Met Cys Leu Val Pro 
390 395 400 

aaa cgc tgc aat gac atg atg aat eta gga cgt ctg cag ggc ttt gag 13 68 
Lys Arg Cys Asn Asp Met Met Asn Leu Gly Arg Leu Gin Gly Phe Glu 
405 410 415 

ggc act ctg act get cag ggg aag ctg ctg cag cag gac aca ttc tat 1416 
Gly Thr Leu Thr Ala Gin Gly Lys Leu Leu Gin Gin Asp Thr Phe Tyr 
420 425 430 

gtg ate gag ctg gat gca ggc atg cag tec egg acc aaa gag agg cgc 1464 
Val lie Glu Leu Asp Ala Gly Met Gin Ser Arg Thr Lys Glu Arg Arg 
435 440 445 

gtg ttc etc ttc gag cag att gtc ate ttc agt gaa ctg etc agg aag 1512 
Val Phe Leu Phe Glu Gin lie Val lie Phe Ser Glu Leu Leu Arg Lys 
450 455 460 465 

gga tec etc acc cct ggc tac atg ttc aaa agg age ate aag atg aat 1560 
Gly Ser Leu Thr Pro Gly Tyr Met Phe Lys Arg Ser lie Lys Met Asn 
470 475 480 

tac ttg gtc ctg gag gag aat gtg gac aat gat ccc tgc aag ttt gca 1608 
Tyr Leu Val Leu Glu Glu Asn Val Asp Asn Asp Pro Cys Lys Phe Ala 
485 490 495 

etc atg aac aga gag act tct gag agg gtt gtt ctg caa gee gee aac 1656 
Leu Met Asn Arg Glu Thr Ser Glu Arg Val Val Leu Gin Ala Ala Asn 
500 505 510 

get gac ate cag cag gee tgg gtg cag gac ate aat caa gtc tta gaa 1704 
Ala Asp lie Gin Gin Ala Trp Val Gin Asp lie Asn Gin Val Leu Glu 
515 520 525 

aca cag cga gac ttt ttg aat gca ctg caa teg ccc att gag tat caa 1752 
Thr Gin Arg Asp Phe Leu Asn Ala Leu Gin Ser Pro lie Glu Tyr Gin 
530 535 540 545 

egg aaa gaa agg age aca get gtg atg agg tct caa cct gee agg ctt 1800 
Arg Lys Glu Arg Ser Thr Ala Val Met Arg Ser Gin Pro Ala Arg Leu 
550 555 560 

ccc caa gee age ccc agg ccc tac tec tct gtt cct gcg ggc tea gag 1848 
Pro Gin Ala Ser Pro Arg Pro Tyr Ser Ser Val Pro Ala Gly Ser Glu 
565 570 575 

aag ccc cca aag ggc tec age tat aac cca cct ctg cct ccc ctg aag 1896 
Lys Pro Pro Lys Gly Ser Ser Tyr Asn Pro Pro Leu Pro Pro Leu Lys 
580 585 590 



222 



ata tct acc tec aat ggc agt cca ggg ttt gaa tac cac cag cct ggg 1944 
lie Ser Thr Ser Asn Gly Ser Pro Gly Phe Glu Tyr His Gin Pro Gly 
595 600 605 

gac aag ttc gaa gec age aag cag aac gac ctg gga ggc tgc aat ggg 1992 
Asp Lys Phe Glu Ala Ser Lys Gin Asn Asp Leu Gly Gly Cys Asn Gly 
610 615 620 625 

acc teg tec atg gee gtg ate aaa gat tac tat gca ctg aag gag aat 2040 
Thr Ser Ser Met Ala Val lie Lys Asp Tyr Tyr Ala Leu Lys Glu Asn 
630 635 640 

gaa ate tgt gtg age caa ggt gag gtg gtc cag gtc etc gee gtc aac 2088 
Glu lie Cys Val Ser Gin Gly Glu Val Val Gin Val Leu Ala Val Asn 
645 650 655 

cag cag aac atg tgt ctg gtg tac cag cct gee age gac cat tec ccc 2136 
Gin Gin Asn Met Cys Leu Val Tyr Gin Pro Ala Ser Asp His Ser Pro 
660 665 670 

gee gee gag ggc tgg gtc cca ggc age ate ctg gcg ccc etc acc aaa 2184 
Ala Ala Glu Gly Trp Val Pro Gly Ser lie Leu Ala Pro Leu Thr Lys 
675 680 685 

gee aca gca gca gaa agt agt gac ggg age ate aag aag tea tgt tea 2232 
Ala Thr Ala Ala Glu Ser Ser Asp Gly Ser lie Lys Lys Ser Cys Ser 
690 695 700 705 

tgg cat act eta cgc atg aga aag egg gcg gaa gtg gag aac acg ggt 2280 
Trp His Thr Leu Arg Met Arg Lys Arg Ala Glu Val Glu Asn Thr Gly 
710 715 720 

aaa aat gaa gee aca ggg cct cgt aaa ccc aag gat att ctg ggc aac 2328 
Lys Asn Glu Ala Thr Gly Pro Arg Lys Pro Lys Asp lie Leu Gly Asn 
725 730 735 

aaa gtc tct gtt aaa gag acg aac agt tec gag gaa tea gag tgt gat 2376 
Lys Val Ser Val Lys Glu Thr Asn Ser Ser Glu Glu Ser Glu Cys Asp 
740 745 750 

gat ctt gac cct aat act age atg ggg ate tta aat cca aat ttc ate 2424 
Asp Leu Asp Pro Asn Thr Ser Met Gly He Leu Asn Pro Asn Phe He 
755 760 765 

caa gaa gtg gee cca gaa ttc ctt gtg ccc ttg gtg gat gtg acc tgc 2472 
Gin Glu Val Ala Pro Glu Phe Leu Val Pro Leu Val Asp Val Thr Cys 
770 775 780 785 

ttg ctt ggg gac aca gtg ata ctg cag tgc aaa gtc tgt ggg egg cca 2520 
Leu Leu Gly Asp Thr Val He Leu Gin Cys Lys Val Cys Gly Arg Pro 
790 795 - 800 

aag ccc acc ate act tgg aag ggt cca gac cag aac ate ctt gac act 2 5 68 
Lys Pro Thr He Thr Trp Lys Gly Pro Asp Gin Asn He Leu Asp Thr 
805 810 815 

gat aac age tea gee aca tac acg gtc tec tct tgt gat tct gga gaa 2616 
Asp Asn Ser Ser Ala Thr Tyr Thr Val Ser Ser Cys Asp Ser Gly Glu 
820 825 830 

ate acc ctg aag ate tgt aat ctg atg ccc caa gac agt ggg att tat 2664 
He Thr Leu Lys He Cys Asn Leu Met Pro Gin Asp Ser Gly He Tyr 



223 



835 840 845 

acc tgc ata gca aca aat gac cac ggg acc aca tea acg tct gca aca 2712 

Thr Cys lie Ala Thr Asn Asp His Gly Thr Thr Ser Thr Ser Ala Thr 

850 855 860 865 

gtc aaa gtg caa ggt gtt cca gca gec cct aac cgc ccc att gec cag 27 60 

Val Lys Val Gin Gly Val Pro Ala Ala Pro Asn Arg Pro lie Ala Gin 

870 875 880 

gag aga age tgc acc tec gtg att etc cgc tgg ctg ccc ccc tec age 2808 

Glu Arg Ser Cys Thr Ser Val lie Leu Arg Trp Leu Pro Pro Ser Ser 
885 890 895 

.aca gga aac tgc act att tct ggt tac act gtg gag tac aga gag gaa 2856 

Thr Gly Asn Cys Thr lie Ser Gly Tyr Thr Val Glu Tyr Arg Glu Glu 

900 905 910 

ggt tct cag ate tgg cag cag tea gtg get teg acc ttg gac act tac 2 9 04 

Gly Ser Gin lie Trp Gin Gin Ser Val Ala Ser Thr Leu Asp Thr Tyr 

915 920 925 

etc gtc ate gaa gac ctt agt ccc ggg tgt cct tat cag ttc aga gtc 2952 

Leu Val lie Glu Asp Leu Ser Pro Gly Cys Pro Tyr Gin Phe Arg Val 

930 935 940 945 

agt gee agt aac ccc tgg gga ate age ctt ccc agt gag ccc teg gag 3 000 

Ser Ala Ser Asn Pro Trp Gly lie Ser Leu Pro Ser Glu Pro Ser Glu 

950 955 960 

ttt gtg cga ctt cca gaa tat gat get get get gat ggt gec acc att 3048 

Phe Val Arg Leu Pro Glu Tyr Asp Ala Ala Ala Asp Gly Ala Thr lie 
965 970 975 

tct tgg aag gaa aat ttt gac tea get tac act gag ctg aat gaa att 3096 

Ser Trp Lys Glu Asn Phe Asp Ser Ala Tyr Thr Glu Leu Asn Glu lie 

980 985 990 

gga aga ggc cgt ttc tct ata gta aag aaa tgc att cac aaa get acc 3144 

Gly Arg Gly Arg Phe Ser lie Val Lys Lys Cys lie His Lys Ala Thr 

995 1000 1005 

cgc aaa gat gtg get gtg aaa ttt gtt age aaa aaa atg aag aag aaa 3192 

Arg Lys Asp Val Ala Val Lys Phe Val Ser Lys Lys Met Lys Lys Lys 

1010 1015 1020 1025 

gaa cag get gec cac gag get gec ctg ctt cag cac eta cag cac ccc 3240 

Glu Gin Ala Ala His Glu Ala Ala Leu Leu Gin His Leu Gin His Pro 

1030 1035 1040 

cag tac ate act etc cat gac acc tat gag tec ccc aca tec tac ate 3288 

Gin Tyr lie Thr Leu His Asp Thr Tyr Glu Ser Pro Thr Ser Tyr lie 
1045 1050 1055 

ctg ate ttg gaa ctg atg gat gat ggc egg etc tta gac tac ctt atg 3336 

Leu lie Leu Glu Leu Met Asp Asp Gly Arg Leu Leu Asp Tyr Leu Met 

1060 1065 1070 

aat cat gat gaa ctg atg gag gaa aaa gta get ttc tat ate cga gac 3384 

Asn His Asp Glu Leu Met Glu Glu Lys Val Ala Phe Tyr lie Arg Asp 

1075 1080 1085 
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ate atg gag get ctg cag tac ctt cac aac tgc agg gtt gca cat ttg 3432 
lie Met Glu Ala Leu Gin Tyr Leu His Asn Cys Arg Val Ala His Leu 
1090 1095 1100 1105 

gac ata aag cct gaa aac ctg etc att gac eta egg att cca gtg cct 3480 
Asp lie Lys Pro Glu Asn Leu Leu lie Asp Leu Arg lie Pro Val Pro 
1110 1115 1120 

cga gtg aag etc att gac ttg gag gat get gtc cag ate teg ggt cac 3528 
Arg Val Lys Leu lie Asp Leu Glu Asp Ala Val Gin He Ser Gly His 
1125 1130 1135 

ttc cac att cac cac ctg ctg ggg aac cct gag ttt get gee cca gaa 3576 
Phe His He His His Leu Leu Gly Asn Pro Glu Phe Ala Ala Pro Glu 
1140 1145 1150 

gtc att caa ggc ate ccc gtc tec ctg ggg aca gac ate tgg age ate 3 624 
Val He Gin Gly He Pro Val Ser Leu Gly Thr Asp He Trp Ser He 
1155 1160 1165 

ggg gtt ctg aca tat gtc atg ctg agt ggg gtc tec ccc ttc ttg gat 3672 
Gly Val Leu Thr Tyr Val Met Leu Ser Gly Val Ser Pro Phe Leu Asp 
1170 1175 1180 1185 

gag age aaa gag gag aca tgt ate aac gta tgc agg gtg gat ttc age 3720 
Glu Ser Lys Glu Glu Thr Cys He Asn Val Cys Arg Val Asp Phe Ser 
1190 1195 1200 

ttc ccc cat gaa tac ttc tgt ggt gtg age aat get gee aga gat ttc 37 68 
Phe Pro His Glu Tyr Phe Cys Gly Val Ser Asn Ala Ala Arg Asp Phe 
1205 1210 1215 

ate aat gtg ate tta cag gaa gat ttt egg agg egg ccc aca gca gee 3816 
He Asn Val He Leu Gin Glu Asp Phe Arg Arg Arg Pro Thr Ala Ala 
1220 1225 1230 

aca tgc ttg cag cat cca tgg ctg cag ccc cat aat ggc age tac tct 3864 
Thr Cys Leu Gin His Pro Trp Leu Gin Pro His Asn Gly Ser Tyr Ser 
1235 1240 1245 

aag ate ccc ctg gac ace tec cgc eta gca tgc ttc ata gaa cgt cgc 3912 
Lys He Pro Leu Asp Thr Ser Arg Leu Ala Cys Phe He Glu Arg Arg 
1250 1255 1260 1265 

aag cac cag aat gat gtg egg cct att ccc aat gtc aag age tac att 3960 
Lys His Gin Asn Asp Val Arg Pro He Pro Asn Val Lys Ser Tyr He 
1270 1275 1280 

gtc aac egg gtg aac caa ggg acg tag ccatctccca gcccctatgg 4007 
Val Asn Arg Val Asn Gin Gly Thr * 
1285 

tttcacatag acgtgcagtg tgaaccaaag caagactgaa tgtgactgta aataattctg 4067 
ttcatcattt cactccgtgc agttctctga attgagagat gtacctctta aacctcgtca 4127 
gtggttattc agggtctgag cagcagtaaa agtcacccta aatcaagggg cttttcagaa 4187 
ggtcattctg aagaaataaa gaggcaaagg gtcacagaag tgttcagaag aagggcaaag 4247 
ataagaacaa tattagctgt tacgaaattt taactgtatc ttccaaaatg agtggttaac 4307 
tgggcaaacc ttaagctcac aagagtataa aagatctctg getttgetga aattttaagc 4367 
aagaagttct atttaatgga gatgtcatgt atatcaacta ttctggttta gataacttag 4427 
atatagtttc ttgataggat agatacccac atacagtata atatatccca ttcaggtttc 4487 
agagtttttc taatatagag atatatatat taaatcaatc acaagtaatt ttgagtgctc 4547 
cagttaagac agtaatttat ttaccgaatc attacattgt tttgactaag cacaattaga 4607 
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tgacaagttt 
gcattaagag 
ttatttgatt 
ctcagaatta 
cggggatatt 
ataaaagggc 
gatttcttct 
tccttattga 
cctggttcta 
cattaagttg 
actaaaagga 
aagattatta 
catgggaaaa 



ttttagagca 
aaagcaatgt 
aagataggtt 
ttctggaaag 
tttgtgtcta 
aaatgaaaac 
acagctgtag 
agctaagggg 
agtccttttt 
taactgagat 
ctaattgtac 
ttaactgctc 
aaaaaaaaaa 



ttttatagat 
tgcccttttg 
ctttctgtat 
aaagcctgcc 
caccaggttt 
ctttcctaca 
aataccatct 
tgcttactaa 
aaagccatgg 
tgcaatacct 
tttgaggcca 
tttttccctc 
aaaaaaaa 



cttgtataga 
aatgagaaaa 
atgaaacgct 
aggaaataaa 
gaaataagta 
gttcctatga 
ttcagaaagt 
aaggaggcag 
aacaaaacct 
gtcaccatgc 
atgctgcttt 
tggtggaaaa 



aatcttttac 
ttttttctgt 
ccccgcaaat 
ttcaaataca 
aacaaataca 
acaacgtacc 
tggctggctt 
ccatataggc 
gatacatcac 
agccgctgat 
ctggtgtata 
aaaattaaac 



cagaacctgt 
caatcgcagg 
tcactggcag 
gtatgagctg 
agaggttcat 
aacactttct 
tatttctaac 
cttttaaagg 
cctaacagag 
agttctctga 
ttctccatac 
ctgggcattt 



4667 
4727 
4787 
4847 
4907 
4967 
5027 
5087 
5147 
5207 
5267 
5327 
5355 
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<400> 98 



Met 


Lys 


Glv 


Glv 


Asp 


Arg 


Ala 


Tvr 


1 








5 








Leu 


Phe 


Ala 


Lys 


Cvs 


Cvs 


Cys 


Cys 








20 










His 


Ser 


Ser 


Ser 


Glu 


Asn 


Glv 


Glv 






35 










40 


Gin 


Ala 


Gin 


Pro 


Ser 


Leu 


Asn 


Ser 




50 










55 




Arg 


Ser 


Thr 


Asn 


Thr 


Leu 


Lys 


Lys 


65 










70 






Leu 


Asn 


Ser 


Glv 


Lys 


Ala 


Asp 


Glv 










85 








Arg 


Asp 


Glv 


Arg 


Lys 


Ser 


Phe 


Asp 








100 










Glu 


Thr 


Thr 


Pro 


Gin 




Asp 


Ser 






115 










120 


Trp 


Gly 


Glu 


Asp 


Glu 


Pro 


Asp 


Glu 




130 










135 




Pro 


Met 


Lys 


He 


Phe 


Asp 


Asn 


Asp 


145 










150 






Ser 


Leu 


Leu 


Ala 


Ala 


Arg 


Gin 


Ala 










165 








Asp 


Leu 


Val 


Asn 


Ala 


He 


Glu 


Lys 








180 










Glu Gly 


Ser 


Ser 


Tyr 


Arg 


Gly 


Ser 






195 










200 


Asn 


Glu 


Gly 


Met 


Ala 


Pro 


Pro 


Thr 




210 










215 




Gin 


Lys 


Ala 


Lys 


Ala 


Leu 


Arg 


Gly 


225 










230 






Val 


Gin 


Thr 


Glu 


Lys 


Asp 


Tyr 


Val 










245 








Gly 


Phe 


Met 


Lys 


Arg 


He 


Glu 


Glu 








260 










Gly Lys 


Asp 


Lys 


He 


Val 


Phe 


Gly 






275 










280 


His 


Lys 


Asp 


Phe 


Phe 


Leu 


Ala 


Glu 




290 










295 




Asp 


Arg 


Leu 


Ala 


Gin 


Leu 


Phe 


He 


305 










310 






Tyr 


Val 


Trp 


Tyr 


Cys 


Gin 


Asn 


Lys 



325 



Thr 


Arq 
10 


Glv 

^ -*- Jr 


Pro 


Ser 


Leu 


Gly 

v -" ■■- Jr 

15 


Tro 


Phe 


Pro 


Cys 


Arg 


Asp 


Ala 


Tvr 


Ser 


25 










30 






Lys 


Ser 


Glu 


Ser 


Val 
45 


Ala 


Asn 


Leu 


He 


His 


Ser 


Ser 
60 


Pro 


Gly 

w -*- Jr 


Pro 


Lvs 


Tro 


Leu 


Thr 
75 


Ser 


Pro 


Val 


Arg 


Arcr 
80 


Asn 


He 
90 


Lys 


Lys 


Gin 


Lys 


Lys 
95 


Val 


Leu 


Glv 


Ser 


Pro 


Lys 


Pro 


Glv 

J: 


Asp 


105 










110 






Ala 


Asp 


Glu 


Lys 


Ser 
125 


Lys 


Lys 


Glv 


Glu 


Ser 


His 


Thr 
140 


Pro 


Leu 


Pro 


Pro 


Pro 


Thr 


Gin 
155 


Asp 


Glu 


Met 


Ser 


Ser 
160 


Ser 


Thr 
170 


Glu 


Val 


Pro 


Thr 


Ala 
175 


Ala 


Leu 


Val 


Lys 


Asn 


Lys 


Leu 


Ser 


Leu 


185 










190 






Leu 


Lys 


Asp 


Pro 


Ala 
205 


Gly 


Cys 


Leu 


Pro 


Pro 


Lys 


Asn 
220 


Pro 


Glu 


Glu 


Glu 


Arg 


Met 


Phe 
235 


Val 


Leu 


Asn 


Glu 


Leu 
240 


Lys 


Asp 
250 


Leu 


Gly 


He 


Val 


Val 
255 


Glu 


Lys 


Gly 


Val 


Pro 


Glu 


Asp 


Met 


Arg 


265 










270 






Asn 


He 


His 


Gin 


He 
285 


Tyr 


Asp 


Trp 


Leu 


Glu 


Lys 


Cys 
300 


He 


Gin 


Glu 


Gin 


Lys 


His 


Glu 
315 


Arg 


Lys 


Leu 


His 


He 
320 


Pro 


Arg 
330 


Ser 


Glu 


Tyr 


He 


Val 
335 


Ala 
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Glu 


Tyr 


Asp 


Ala 
340 


Tyr 


Phe 


Glu 


Glu 


Val 
345 


Lys 


Gin 


Glu 


He 


Asn 
350 


Gin 


Arg 


Leu 


Thr 


Leu 
355 


Ser 


Asp 


Phe 


Leu 


He 
360 


Lys 


Pro 


He 


Gin 


Arg 
365 


He 


Thr 


Lys 


Tyr 


Gin 
370 


Leu 


Leu 


Leu 


Lys 


Asp 
375 


Phe 


Leu 


Arg 


Tyr 


Ser 
380 


Glu 


Lys 


Ala 


Gly 


Leu 


Glu 


Cys 


Ser 


Asp 


He 


Glu 


Lys 


Ala 


Val 


Glu 


Leu 


Met 


Cys 


Leu 


Val 


385 










390 










395 










400 


Pro 


Lys 


Arg 


Cys 


Asn 
405 


Asp 


Met 


Met 


Asn 


Leu 
410 


Gly 


Arg 


Leu 


Gin 


Gly 
415 


Phe 


Glu 


Gly 


Thr 


Leu 
420 


Thr 


Ala 


Gin 


Gly 


Lys 
425 


Leu 


Leu 


Gin 


Gin 


Asp 
430 


Thr 


Phe 


Tyr 


Val 


He 
435 


Glu 


Leu 


Asp 


Ala 


Gly 
440 


Met 


Gin 


Ser 


Arg 


Thr 
445 


Lys 


Glu 


Arg 


Arg 


Val 
450 


Phe 


Leu 


Phe 


Glu 


Gin 
455 


He 


Val 


He 


Phe 


Ser 
460 


Glu 


Leu 


Leu 


Arg 


Lys 


Gly 


Ser 


Leu 


Thr 


Pro 


Gly 


Tyr 


Met 


Phe 


Lys 


Arg 


Ser 


He 


Lys 


Met 


465 










470 










475 










480 


Asn 


Tyr 


Leu 


Val 


Leu 
485 


Glu 


Glu 


Asn 


Val 


Asp 
490 


Asn 


Asp 


Pro 


Cys 


Lys 
495 


Phe 


Ala 


Leu 


Met 


Asn 
500 


Arg 


Glu 


Thr 


Ser 


Glu 
505 


Arg 


Val 


Val 


Leu 


Gin 
510 


Ala 


Ala 


Asn 


Ala 


Asp 
515 


He 


Gin 


Gin 


Ala 


Trp 
520 


Val 


Gin 


Asp 


He 


Asn 
525 


Gin 


Val 


Leu 


Glu 


Thr 
530 


Gin 


Arg 


Asp 


Phe 


Leu 
535 


Asn 


Ala 


Leu 


Gin 


Ser 
540 


Pro 


He 


Glu 


Tyr 


Gin 


Arg 


Lys 


Glu 


Arg 


Ser 


Thr 


Ala 


Val 


Met 


Arg 


Ser 


Gin 


Pro 


Ala 


Arg 


545 










550 










555 










560 


Leu 


Pro 


Gin 


Ala 


Ser 
565 


Pro 


Arg 


Pro 


Tyr 


Ser 
570 


Ser 


Val 


Pro 


Ala 


Gly 
575 


Ser 


Glu 


Lys 


Pro 


Pro 
580 


Lys 


Gly 


Ser 


Ser 


Tyr 
585 


Asn 


Pro 


Pro 


Leu 


Pro 
590 


Pro 


Leu 


Lys 


He 


Ser 
595 


Thr 


Ser 


Asn 


Gly 


Ser 
600 


Pro 


Gly 


Phe 


Glu 


Tyr 
605 


His 


Gin 


Pro 


Gly 


Asp 
610 


Lys 


Phe 


Glu 


Ala 


Ser 
615 


Lys 


Gin 


Asn 


Asp 


Leu 
620 


Gly 


Gly 


Cys 


Asn 


Gly 


Thr 


Ser 


Ser 


Met 


Ala 


Val 


He 


Lys 


Asp 


Tyr 


Tyr 


Ala 


Leu 


Lys 


Glu 


625 










630 










635 










640 


Asn 


Glu 


He 


Cys 


Val 
645 


Ser 


Gin 


Gly 


Glu 


Val 
650 


Val 


Gin 


Val 


Leu 


Ala 
655 


Val 


Asn 


Gin 


Gin 


Asn 
660 


Met 


Cys 


Leu 


Val 


Tyr 
665 


Gin 


Pro 


Ala 


Ser 


Asp 
670 


His 


Ser 


Pro 


Ala 


Ala 
675 


Glu 


Gly 


Trp 


Val 


Pro 
680 


Gly 


Ser 


He 


Leu 


Ala 
685 


Pro 


Leu 


Thr 


Lys 


Ala 
690 


Thr 


Ala 


Ala 


Glu 


Ser 
695 


Ser 


Asp 


Gly 


Ser 


He 
700 


Lys 


Lys 


Ser 


Cys 


Ser 


Trp 


His 


Thr 


Leu 


Arg 


Met 


Arg 


Lys 


Arg 


Ala 


Glu 


Val 


Glu 


Asn 


Thr 


705 










710 










715 










720 


Gly 


Lys 


Asn 


Glu 


Ala 
725 


Thr 


Gly 


Pro 


Arg 


Lys 
730 


Pro 


Lys 


Asp 


He 


Leu 
735 


Gly 


Asn 


Lys 


Val 


Ser 
740 


Val 


Lys 


Glu 


Thr 


Asn 
745 


Ser 


Ser 


Glu 


Glu 


Ser 
750 


Glu 


Cys 


Asp 


Asp 


Leu 
755 


Asp 


Pro 


Asn 


Thr 


Ser 
760 


Met 


Gly 


He 


Leu 


Asn 
765 


Pro 


Asn 


Phe 


He 


Gin 
770 


Glu 


Val 


Ala 


Pro 


Glu 
775 


Phe 


Leu 


Val 


Pro 


Leu 
780 


Val 


Asp 


Val 


Thr 


Cys 


Leu 


Leu 


Gly 


Asp 


Thr 


Val 


He 


Leu 


Gin 


Cys 


Lys 


Val 


Cys 


Gly 


Arg 


785 










790 










795 










800 


Pro 


Lys 


Pro 


Thr 


He 
805 


Thr 


Trp 


Lys 


Gly 


Pro 
810 


Asp 


Gin 


Asn 


He 


Leu 
815 


Asp 


Thr 


Asp 


Asn 


Ser 
820 


Ser 


Ala 


Thr 


Tyr 


Thr 
825 


Val 


Ser 


Ser 


Cys 


Asp 
830 


Ser 


Gly 
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Glu 


He 


Thr 
835 


Leu 


Lys 


He 


Cys 


Asn 
840 


Leu 


Met 


Pro 


Gin 


Asp 
845 


Ser 


Gly 


He 


Tyr 


Thr 
850 


Cys 


He 


Ala 


Thr 


Asn 
855 


Asp 


His 


Gly 


Thr 


Thr 
860 


Ser 


Thr 


Ser 


Ala 


Thr 


Val 


Lys 


Val 


Gin 


Gly 


Val 


Pro 


Ala 


Ala 


Pro 


Asn 


Arg 


Pro 


He 


Ala 


865 










870 










875 










880 


Gin 


Glu 


Arg 


Ser 


Cys 
885 


Thr 


Ser 


Val 


He 


Leu 
890 


Arg 


Trp 


Leu 


Pro 


Pro 
895 


Ser 


Ser 


Thr 


Gly 


Asn 
900 


Cys 


Thr 


He 


Ser 


Gly 
905 


Tyr 


Thr 


Val 


Glu 


Tyr 
910 


Arg 


Glu 


Glu Gly 


Ser 


Gin 


He 


Trp 


Gin 


Gin 


Ser 


Val 


Ala 


Ser 


Thr 


Leu 


Asp 


Thr 






915 










920 










925 








Tyr 


Leu 
930 


Val 


He 


Glu 


Asp 


Leu 
935 


Ser 


Pro 


Gly 


Cys 


Pro 
940 


Tyr 


Gin 


Phe 


Arg 


Val 


Ser 


Ala 


Ser 


Asn 


Pro 


Trp 


Gly 


He 


Ser 


Leu 


Pro 


Ser 


Glu 


Pro 


Ser 


945 










950 










955 










960 


Glu 


Phe 


Val 


Arg 


Leu 
965 


Pro 


Glu 


Tyr 


Asp 


Ala 
970 


Ala 


Ala 


Asp 


Gly 


Ala 
975 


Thr 


lie 


Ser 


Trp 


Lys 
980 


Glu 


Asn 


Phe 


Asp 


Ser 
985 


Ala 


Tyr 


Thr 


Glu 


Leu 
990 


Asn 


Glu 


He 


Gly 


Arg 


Gly 


Arg 


Phe 


Ser 


He 


Val 


Lys 


Lys 


Cys 


He 


His 


Lys 


Ala 






995 










1000 








1005 






Thr 


Arg 


Lys 


Asp 


Val 


Ala 


Val 


Lys 


Phe 


Val 


Ser 


Lys 


Lys 


Met 


Lys 


Lys 




1010 








1015 








1020 








Lys 


Glu 


Gin 


Ala 


Ala 


His 


Glu 


Ala 


Ala 


Leu 


Leu 


Gin 


His 


Leu 


Gin 


His 


1025 








1030 








1035 








1040 


Pro 


Gin 


Tyr 


He 


Thr 


Leu 


His 


Asp 


Thr 


Tyr 


Glu 


Ser 


Pro 


Thr 


Ser 


Tyr 










1045 








1050 








1055 


He 


Leu 


He 


Leu 


Glu 


Leu 


Met 


Asp 


Asp 


Gly 


Arg 


Leu 


Leu 


Asp 


Tyr 


Leu 








1060 








1065 








1070 




Met 


Asn 


His 


Asp 


Glu 


Leu 


Met 


Glu 


Glu 


Lys 


Val 


Ala 


Phe 


Tyr 


He 


Arg 






1075 








1080 








1085 






Asp 


He 


Met 


Glu 


Ala 


Leu 


Gin 


Tyr 


Leu 


His 


Asn 


Cys 


Arg 


Val 


Ala 


His 




1090 








1095 








1100 








Leu 


Asp 


He 


Lys 


Pro 


Glu 


Asn 


Leu 


Leu 


He 


Asp 


Leu 


Arg 


He 


Pro 


Val 


1105 








1110 








1115 








1120 


Pro 


Arg 


Val 


Lys 


Leu 


He 


Asp 


Leu 


Glu 


Asp 


Ala 


Val 


Gin 


He 


Ser 


Gly 










1125 








1130 








1135 


His 


Phe 


His 


He 


His 


His 


Leu 


Leu 


Gly 


Asn 


Pro 


Glu 


Phe 


Ala 


Ala 


Pro 








1140 








1145 








1150 




Glu 


Val 


He 


Gin 


Gly 


He 


Pro 


Val 


Ser 


Leu 


Gly 


Thr 


Asp 


He 


Trp 


Ser 






1155 








1160 








1165 






He 


Gly Val 


Leu 


Thr 


Tyr 


Val 


Met 


Leu 


Ser 


Gly Val 


Ser 


Pro 


Phe 


Leu 




1170 








1175 








1180 








Asp 


Glu 


Ser 


Lys 


Glu 


Glu 


Thr 


Cys 


He 


Asn 


Val 


Cys 


Arg 


Val 


Asp 


Phe 


1185 








1190 








1195 








1200 


Ser 


Phe 


Pro 


His 


Glu 


Tyr 


Phe 


Cys 


Gly Val 


Ser 


Asn 


Ala 


Ala 


Arg 


Asp 










1205 








1210 








1215 


Phe 


He 


Asn 


Val 


He 


Leu 


Gin 


Glu 


Asp 


Phe 


Arg 


Arg 


Arg 


Pro 


Thr 


Ala 








1220 








1225 








1230 




Ala 


Thr 


Cys 


Leu 


Gin 


His 


Pro 


Trp 


Leu 


Gin 


Pro 


His 


Asn 


Gly 


Ser 


Tyr 






1235 








1240 








1245 






Ser 


Lys 


He 


Pro 


Leu 


Asp 


Thr 


Ser 


Arg 


Leu 


Ala 


Cys 


Phe 


He 


Glu 


Arg 




1250 








1255 








1260 








Arg 


Lys 


His 


Gin 


Asn 


Asp 


Val 


Arg 


Pro 


He 


Pro 


Asn 


Val 


Lys 


Ser 


Tyr 


1265 








1270 








1275 








1280 


He 


Val 


Asn 


Arg 


Val 


Asn 


Gin 


Gly 


Thr 

















1285 



<210> 99 
<211> 2160 
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<212> DNA 

<213> Homo Sapiens 



<220> 
<221> CDS 

<222> (52) . . . (2154) 
<400> 99 

gaccagaccg gcccccccga gactatagcc ttcactttcc ctcggtccac c atg gag 57 

Met Glu 
1 

ccc ttg tgt cca etc ctg ctg gtg ggt ttt age ttg ccg etc gec agg 105 
Pro Leu Cys Pro Leu Leu Leu Val Gly Phe Ser Leu Pro Leu Ala Arg 
5 10 15 

get etc agg ggc aac gag ace act gee gac age aac gag aca acc acg 153 
Ala Leu Arg Gly Asn Glu Thr Thr Ala Asp Ser Asn Glu Thr Thr Thr 
20 25 30 

acc tea ggc cct ccg gac ccg ggc gee tec cag ccg ctg ctg gee tgg 2 01 
Thr Ser Gly Pro Pro Asp Pro Gly Ala Ser Gin Pro Leu Leu Ala Trp 
35 40 45 50 

ctg eta ctg ccg ctg ctg etc etc etc etc gtg etc ctt etc gee gee 249 
Leu Leu Leu Pro Leu Leu Leu Leu Leu Leu Val Leu Leu Leu Ala Ala 
55 60 65 

tac ttc ttc agg ttc agg aag cag agg aaa get gtg gtc age acc age 2 97 
Tyr Phe Phe Arg Phe Arg Lys Gin Arg Lys Ala Val Val Ser Thr Ser 
70 75 80 

gac aag aag atg ccc aac gga ate ttg gag gag caa gag cag caa agg 345 
Asp Lys Lys Met Pro Asn Gly lie Leu Glu Glu Gin Glu Gin Gin Arg 
85 90 95 

gtg atg ctg etc age agg tea ccc tea ggg ccc aag aag tat ttt ccc 3 93 
Val Met Leu Leu Ser Arg Ser Pro Ser Gly Pro Lys Lys Tyr Phe Pro 
100 105 110 

ate ccc gtg gag cac ctg gag gag gag ate cgt ate aga tec gee gac 441 
lie Pro Val Glu His Leu Glu Glu Glu lie Arg lie Arg Ser Ala Asp 
115 120 125 130 

gac tgc aag cag ttt egg gag gag ttc aac tea ttg cca tct gga cac 489 
Asp Cys Lys Gin Phe Arg Glu Glu Phe Asn Ser Leu Pro Ser Gly His 
135 140 145 

ata caa gga act ttt gaa ctg gca aat aaa gaa gaa aac aga gaa aaa 537 
lie Gin Gly Thr Phe Glu Leu Ala Asn Lys Glu Glu Asn Arg Glu Lys 
150 155 160 

aac aga tat ccc aac ate ctt ccc aat gac cat tct agg gtg att ctg 585 
Asn Arg Tyr Pro Asn lie Leu Pro Asn Asp His Ser Arg Val lie Leu 
165 170 175 

age caa ctg gat gga att ccc tgt tea gac tac ate aat get tec tac 633 
Ser Gin Leu Asp Gly lie Pro Cys Ser Asp Tyr He Asn Ala Ser Tyr 
180 185 190 

ata gat ggt tac aaa gag aag aat aaa ttc ata gca get caa ggt ccc 681 
He Asp Gly Tyr Lys Glu Lys Asn Lys Phe He Ala Ala Gin Gly Pro 
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195 



200 



205 



210 



aaa cag gaa acg gtt aac gac ttc tgg aga atg gtc tgg gag caa aag 72 9 
Lys Gin Glu Thr Val Asn Asp Phe Trp Arg Met Val Trp Glu Gin Lys 
215 220 225 

tct gcg acc ate gtc atg tta aca aac ttg aaa gaa agg aaa gag gaa 777 
Ser Ala Thr lie Val Met Leu Thr Asn Leu Lys Glu Arg Lys Glu Glu 
230 235 240 

aag tgc cat cag tac tgg ccc gac caa ggc tgc tgg acc tat gga aac 825 
Lys Cys His Gin Tyr Trp Pro Asp Gin Gly Cys Trp Thr Tyr Gly Asn 
245 250 255 

ate egg gtg tgc gtg gag gac tgc gtg gtt ttg gtc gac tac acc ate 873 
lie Arg Val Cys Val Glu Asp Cys Val Val Leu Val Asp Tyr Thr lie 
260 265 270 

egg aag ttc tgc ata cag cca cag etc ccc gac ggc tgc aaa gee ccc 921 
Arg Lys Phe Cys lie Gin Pro Gin Leu Pro Asp Gly Cys Lys Ala Pro 
275 280 285 290 

agg ctg gtc tea cag ctg cac ttc acc age tgg ccc gac ttc gga gtg 969 
Arg Leu Val Ser Gin Leu His Phe Thr Ser Trp Pro Asp Phe Gly Val 
295 300 305 

cct ttt acc ccc att ggg atg ctg aag ttc etc aag aaa gta aag acg 1017 
Pro Phe Thr Pro lie Gly Met Leu Lys Phe Leu Lys Lys Val Lys Thr 
310 315 320 

etc aac ccc gtg cac get ggg ccc ate gtg gtc cac tgt age gcg ggc 1065 
Leu Asn Pro Val His Ala Gly Pro He Val Val His Cys Ser Ala Gly 
325 330 335 

gtg ggc egg acg ggc acc ttc att gtg ate gat gee atg atg gee atg 1113 
Val Gly Arg Thr Gly Thr Phe He Val He Asp Ala Met Met Ala Met 
340 345 350 

atg cac gcg gag cag aag gtg gat gtg ttt gaa ttt gtg tct cga ate 1161 
Met His Ala Glu Gin Lys Val Asp Val Phe Glu Phe Val Ser Arg He 
355 360 365 370 

cgt aat cag cgc cct cag atg gtt caa acg gat atg cag tac acg ttc 1209 
Arg Asn Gin Arg Pro Gin Met Val Gin Thr Asp Met Gin Tyr Thr Phe 
375 380 385 

ate tac caa gee tta etc gag tac tac etc tac ggg gac aca gag ctg 1257 
He Tyr Gin Ala Leu Leu Glu Tyr Tyr Leu Tyr Gly Asp Thr Glu Leu 
390 395 400 

gac gtg tec tec ctg gag aag cac ctg cag acc atg cac ggc acc acc 1305 
Asp Val Ser Ser Leu Glu Lys His Leu Gin Thr Met His Gly Thr Thr 
405 410 415 

acc cac ttc gac aag ate ggg ctg gag gag gag ttc agg aaa ttg aca 13 53 
Thr His Phe Asp Lys He Gly Leu Glu Glu Glu Phe Arg Lys Leu Thr 
420 425 430 

aat gtc egg ate atg aag gag aac atg agg acg ggc aac ttg ccg gca 1401 
Asn Val Arg He Met Lys Glu Asn Met Arg Thr Gly Asn Leu Pro Ala 
435 440 445 450 
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aac atg aag aag gcc agg gtc ate cag ate ate ccg tat gac ttc aac 1449 
Asn Met Lys Lys Ala Arg Val lie Gin lie lie Pro Tyr Asp Phe Asn 
455 460 465 

cga gtg ate ctt tec atg aaa agg ggt caa gaa tac aca gac tac ate 1497 
Arg Val lie Leu Ser Met Lys Arg Gly Gin Glu Tyr Thr Asp Tyr lie 
470 475 480 

aac gca tec ttc ata gac ggc tac cga cag aag gac tat ttc ate gcc 1545 
Asn Ala Ser Phe lie Asp Gly Tyr Arg Gin Lys Asp Tyr Phe lie Ala 
485 490 495 

ace cag ggg cca ctg gca cac acg gtt gag gac ttc tgg agg atg ate 1593 
Thr Gin Gly Pro Leu Ala His Thr Val Glu Asp Phe Trp Arg Met lie 
500 505 510 

tgg gaa tgg aaa tec cac act ate gtg atg ctg acg gag gtg cag gag 1641 
Trp Glu Trp Lys Ser His Thr lie Val Met Leu Thr Glu Val Gin Glu 
515 520 525 530 

aga gag cag gat aaa tgc tac cag tat tgg cca ace gag ggc tea gtt 1689 
Arg Glu Gin Asp Lys Cys Tyr Gin Tyr Trp Pro Thr Glu Gly Ser Val 
535 540 545 

act cat gga gaa ata acg att gag ata aag aat gat ace ctt tea gaa 1737 
Thr His Gly Glu lie Thr lie Glu lie Lys Asn Asp Thr Leu Ser Glu 
550 555 560 

gcc ate agt ata cga gac ttt ctg gtc act etc aat cag ccc cag gcc 1785 
Ala lie Ser lie Arg Asp Phe Leu Val Thr Leu Asn Gin Pro Gin Ala 
565 570 575 

cgc cag gag gag cag gtc cga gta gtg cgc cag ttt cac ttc cac ggc 1833 
Arg Gin Glu Glu Gin Val Arg Val Val Arg Gin Phe His Phe His Gly 
580 585 590 

tgg cct gag ate ggg att ccc gcc gag ggc aaa ggc atg att gac etc 1881 
Trp Pro Glu lie Gly lie Pro Ala Glu Gly Lys Gly Met lie Asp Leu 
595 600 605 610 

ate gca gcc gtg cag aag cag cag cag cag aca ggc aac cac ccc ate 1929 
lie Ala Ala Val Gin Lys Gin Gin Gin Gin Thr Gly Asn His Pro lie 
615 620 625 

acc gtg cac tgc agt gcc gga get ggg cga aca ggt aca ttc ata gcc 1977 
Thr Val His Cys Ser Ala Gly Ala Gly Arg Thr Gly Thr Phe lie Ala 
630 635 640 

etc age aac att ttg gag cga gta aaa gcc gag gga ctt tta gat gta 2025 
Leu Ser Asn lie Leu Glu Arg Val Lys Ala Glu Gly Leu Leu Asp Val 
645 650 655 

ttt caa get gtg aag agt tta cga ctt cag aga cca cat atg gtg caa 2073 
Phe Gin Ala Val Lys Ser Leu Arg Leu Gin Arg Pro His Met Val Gin 
660 665 670 

acc ctg gaa cag tat gaa ttc tgc tac aaa gtg gta caa gat ttt att 2121 
Thr Leu Glu Gin Tyr Glu Phe Cys Tyr Lys Val Val Gin Asp Phe lie 
675 680 685 690 

gat ata ttt tct gat tat get aat ttc aaa tga agattc 2160 
Asp lie Phe Ser Asp Tyr Ala Asn Phe Lys * 
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695 



700 



<210> 100 
<211> 700 
<212> PRT 

<213> Homo Sapiens 



<400> 100 



Met 


Glu 


Pro 


Leu 


Cvs 


Pro 


Leu 


Leu 


Leu 


Val 


Glv 


Phe 


Ser 


Leu 


Pro 


Leu 


1 








5 










10 










15 




Ala 


Arg 


Ala 


Leu 


Arg 


Gly 


Asn 


Glu 


Thr 


Thr 


Ala 


Asp 


Ser 


Asn 


Glu 


Thr 








20 










25 










30 






Thr 


Thr 


Thr 


Ser 


Glv 


Pro 


Pro 


ASO 


Pro 


Glv 


Ala 


Ser 


Gin 


Pro 


Leu 


Leu 






35 










40 










45 








Ala 


Trp 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Val 


Leu 


Leu 


Leu 




50 










55 










60 










Ala 


Ala 


Tvr 


Phe 


Phe 


Arcr 


Phe 


Arcr 


Lvs 


Gin 


Arg 


Lys 


Ala 


Val 


Val 


Ser 


65 










70 










75 










80 


Thr 


Ser 


Asp 


Lys 


Lys 


Met 


Pro 


Asn 


Gly 


He 


Leu 


Glu 


Glu 


Gin 


Glu 


Gin 










85 










90 










95 




Gin 


Arg 


Val 


Met 


Leu 


Leu 


Ser 


Arg 


Ser 


Pro 


Ser 


Gly 


Pro 


Lys 


Lys 


Tyr 








100 










105 










110 






Phe 


Pro 


He 


Pro 


Val 


Glu 


His 


Leu 


Glu 


Glu 


Glu 


He 


Arg 


He 


Arg 


Ser 






115 










120 










125 








Ala 


Asp 


Asp 


Cys 


Lys 


Gin 


Phe 


Arg 


Glu 


Glu 


Phe 


Asn 


Ser 


Leu 


Pro 


Ser 




130 










135 










140 










Gly 


His 


He 


Gin 


Gly 


Thr 


Phe 


Glu 


Leu 


Ala 


Asn 


LVS 


Glu 


Glu 


Asn 


Arg 


145 










150 










155 










160 


Glu 


Lys 


Asn 


Arq 


Tyr 


Pro 


Asn 


He 


Leu 


Pro 


Asn 


Asp 


His 


Ser 


Arq 


Val 










165 










170 










175 




lie 


Leu 


Ser 


Gin 


Leu 


Asp 


Glv 


He 


Pro 


Cys 


Ser 


Asp 


Tvr 


He 


Asn 


Ala 








180 










185 










190 






Ser 


TVr 


He 


Asp 


Glv 


Tvr 


Lys 


Glu 


Lys 


Asn 


Lys 


Phe 


He 


Ala 


Ala 


Gin 






195 










200 










205 








Glv 


Pro 


Lys 


Gin 


Glu 


Thr 


Val 


Asn 


Asp 


Phe 




Arg 


Met 


Val 


Trn 


Glu 




210 










215 










220 










Gin 


Lvs 


Ser 


Ala 


Thr 


He 


Val 


Met 


Leu 


Thr 


Asn 


Leu 


Lys 


Glu 


Arcr 


Lys 


225 










230 










235 










240 


Glu 


Glu 


Lys 


Cys 


His 


Gin 


Tvr 


Trn 


Pro 


Asp 


Gin 


Glv 


Cys 


Trn 


Thr 


Tvr 

Jl 










245 










250 










255 




Gly 


Asn 


He 


Arcr 


Val 


Cys 


Val 


Glu 


Asp 


Cys 


Val 


Val 


Leu 


Val 


Asp 


Tvr 








260 










265 










270 






Thr 


lie 


Arg 


Lys 


Phe 


Cys 


He 


Gin 


Pro 


Gin 


Leu 


Pro 


Asp 


Glv 


Cvs 


Lys 






275 










280 










285 








Ala 


Pro 


Arcr 


Leu 


Val 


Ser 


Gin 


Leu 


His 


Phe 


Thr 


Ser 


Trn 


Pro 


Asp 


Phe 




290 










295 










300 










Gly 


Val 


Pro 


Phe 


Thr 


Pro 


He 


Gly 


Met 


Leu 


Lvs 


Phe 


Leu 


Lvs 


Lvs 


Val 


305 










310 










315 










320 


Lys 


Thr 


Leu 


Asn 


Pro 


Val 


His 


Ala 


Gly 


Pro 


He 


Val 


Val 


His 


Cys 


Ser 










325 










330 










335 




Ala 


Gly 


Val 


Gly 


Arg 


Thr 


Gly 


Thr 


Phe 


He 


Val 


He 


Asp 


Ala 


Met 


Met 








340 










345 










350 






Ala 


Met 


Met 


His 


Ala 


Glu 


Gin 


Lys 


Val 


Asp 


Val 


Phe 


Glu 


Phe 


Val 


Ser 






355 










360 










365 








Arg 


He 


Arg 


Asn 


Gin 


Arg 


Pro 


Gin 


Met 


Val 


Gin 


Thr 


Asp 


Met 


Gin 


Tyr 




370 










375 










380 










Thr 


Phe 


He 


Tyr 


Gin 


Ala 


Leu 


Leu 


Glu 


Tyr 


Tyr 


Leu 


Tyr 


Gly 


Asp 


Thr 


385 










390 










395 










400 


Glu 


Leu 


Asp 


Val 


Ser 


Ser 


Leu 


Glu 


Lys 


His 


Leu 


Gin 


Thr 


Met 


His 


Gly 










405 










410 










415 




Thr 


Thr 


Thr 


His 


Phe 


Asp 


Lys 


He 


Gly 


Leu 


Glu 


Glu 


Glu 


Phe 


Arg 


Lys 



232 









420 










425 










430 






Leu 


Thr 


Asn 


Val 


Arg 


He 


Met 


Lys 


Glu 


Asn 


Met 


Arg 


Thr 


Gly 


Asn 


Leu 






435 










440 










445 








Pro 


Ala 


Asn 


Met 


Lys 


Lys 


Ala 


Arg 


Val 


He 


Gin 


He 


He 


Pro 


Tyr 


Asp 




450 










455 










460 










Phe 


Asn 


Arg 


Val 


He 


Leu 


Ser 


Met 


Lys 


Arg 


Gly 


Gin 


Glu 


Tyr 


Thr 


Asp 


465 










470 










475 










480 


Tyr 


He 


Asn 


Ala 


Ser 


Phe 


He 


Asp 


Gly 


Tyr 


Arg 


Gin 


Lys 


Asp 


Tyr 


Phe 










485 










490 










495 




He 


Ala 


Thr 


Gin 


Gly 


Pro 


Leu 


Ala 


His 


Thr 


Val 


Glu 


Asp 


Phe 


Trp 


Arg 








500 










505 










510 






Met 


He 


Trp 


Glu 


Trp 


Lys 


Ser 


His 


Thr 


He 


Val 


Met 


Leu 


Thr 


Glu 


Val 






515 










520 










525 








Gin 


Glu 


Arg 


Glu 


Gin 


Asp 


Lys 


Cys 


Tyr 


Gin 


Tyr 


Trp 


Pro 


Thr 


Glu 


Gly 




530 










535 










540 










Ser 


Val 


Thr 


His 


Gly 


Glu 


He 


Thr 


He 


Glu 


He 


Lys 


Asn 


Asp 


Thr 


Leu 


545 










550 










555 










560 


Ser 


Glu 


Ala 


He 


Ser 


He 


Arg 


Asp 


Phe 


Leu 


Val 


Thr 


Leu 


Asn 


Gin 


Pro 










565 










570 










575 




Gin 


Ala 


Arg 


Gin 


Glu 


Glu 


Gin 


Val 


Arg 


Val 


Val 


Arg 


Gin 


Phe 


His 


Phe 








580 










585 










590 






His 


Gly 


Trp 


Pro 


Glu 


He 


Gly 


He 


Pro 


Ala 


Glu 


Gly 


Lys 


Gly 


Met 


He 






595 










600 










605 








Asp 


Leu 


He 


Ala 


Ala 


Val 


Gin 


Lys 


Gin 


Gin 


Gin 


Gin 


Thr 


Gly 


Asn 


His 




610 










615 










620 










Pro 


He 


Thr 


Val 


His 


Cys 


Ser 


Ala 


Gly 


Ala 


Gly 


Arg 


Thr 


Gly 


Thr 


Phe 


625 










630 










635 










640 


He 


Ala 


Leu 


Ser 


Asn 


He 


Leu 


Glu 


Arg 


Val 


Lys 


Ala 


Glu 


Gly 


Leu 


Leu 










645 










650 










655 




Asp 


Val 


Phe 


Gin 


Ala 


Val 


Lys 


Ser 


Leu 


Arg 


Leu 


Gin 


Arg 


Pro 


His 


Met 








660 










665 










670 






Val 


Gin 


Thr 


Leu 


Glu 


Gin 


Tyr 


Glu 


Phe 


Cys 


Tyr 


Lys 


Val 


Val 


Gin 


Asp 






675 










680 










685 








Phe 


He 


Asp 


He 


Phe 


Ser 


Asp 


Tyr 


Ala 


Asn 


Phe 


Lys 











690 695 700 
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(2812) 



<400> 101 

agggattctt ctgcctccac ttcaggtttt agcagcttgg tgctaaattg ctgtctcaaa 60 
atgcagagga tctaatttgc agaggaaaac agccaaagaa ggaagaggag gaaaaggaaa 12 0 
aaaaaagggg tatattgtgg atgctctact tttcttggaa atg caa aag att atg 175 

Met Gin Lys He Met 
1 5 



cat att tct gtc etc ctt tct cct gtt tta tgg gga ctg att ttt ggt 
His He Ser Val Leu Leu Ser Pro Val Leu Trp Gly Leu He Phe Gly 
10 15 20 



223 



gtc tct tct aac age ata cag ata ggg ggg eta ttt cct agg ggc gee 
Val Ser Ser Asn Ser He Gin He Gly Gly Leu Phe Pro Arg Gly Ala 
25 30 35 



271 



gat caa gaa tac agt gca ttt cga gta ggg atg gtt cag ttt tec act 



319 



233 



Asp Gin Glu Tyr Ser Ala Phe Arg Val Gly Met Val Gin Phe Ser Thr 
40 45 50 



teg gag ttc aga ctg aca ccc cac ate gac aat ttg gag gtg gca aac 3 67 
Ser Glu Phe Arg Leu Thr Pro His lie Asp Asn Leu Glu Val Ala Asn 
55 60 65 

age ttc gca gtc act aat get ttc tgc tec cag ttt teg aga gga gtc 415 
Ser Phe Ala Val Thr Asn Ala Phe Cys Ser Gin Phe Ser Arg Gly Val 
70 75 80 85 

tat get att ttt gga ttt tat gac aag aag tct gta aat acc ate aca 463 
Tyr Ala lie Phe Gly Phe Tyr Asp Lys Lys Ser Val Asn Thr lie Thr 
90 95 100 

tea ttt tgc gga aca etc cac gtc tec ttc ate act ccc age ttc cca 511 
Ser Phe Cys Gly Thr Leu His Val Ser Phe lie Thr Pro Ser Phe Pro 
105 110 115 

aca gat ggc aca cat cca ttt gtc att cag atg aga ccc gac etc aaa 559 
Thr Asp Gly Thr His Pro Phe Val lie Gin Met Arg Pro Asp Leu Lys 
120 125 130 

gga get etc ctt age ttg att gaa tac tat caa tgg gac aag ttt gca 607 
Gly Ala Leu Leu Ser Leu lie Glu Tyr Tyr Gin Trp Asp Lys Phe Ala 
135 140 145 

tac etc tat gac agt gac aga ggc tta tea aca ctg caa get gtg ctg 655 
Tyr Leu Tyr Asp Ser Asp Arg Gly Leu Ser Thr Leu Gin Ala Val Leu 
150 155 160 165 

gat tct get get gaa aag aaa tgg caa gtg act get ate aat gtg gga 703 
Asp Ser Ala Ala Glu Lys Lys Trp Gin Val Thr Ala lie Asn Val Gly 
170 175 180 

aac att aac aat gac aag aaa gat gag atg tac cga tea ctt ttt caa 751 
Asn lie Asn Asn Asp Lys Lys Asp Glu Met Tyr Arg Ser Leu Phe Gin 
185 190 195 

gat ctg gag tta aaa aag gaa egg cgt gta att ctg gac tgt gaa agg 799 
Asp Leu Glu Leu Lys Lys Glu Arg Arg Val lie Leu Asp Cys Glu Arg 
200 205 210 

gat aaa gta aac gac att gta gac cag gtt att acc att gga aaa cac 847 
Asp Lys Val Asn Asp lie Val Asp Gin Val lie Thr lie Gly Lys His 
215 220 225 

gtt aaa ggg tac cac tac ate att gca aat ctg gaa ttt act gat gga 895 
Val Lys Gly Tyr His Tyr lie lie Ala Asn Leu Glu Phe Thr Asp Gly 
230 235 240 245 

gac eta tta aaa ate cag ttt gga ggt gca aat gtc tct gga ttt cag 943 
Asp Leu Leu Lys lie Gin Phe Gly Gly Ala Asn Val Ser Gly Phe Gin 
250 255 260 

ata gtg gac tat gat gat teg ttg gta tct aaa ttt ata gaa aga tgg 991 
lie Val Asp Tyr Asp Asp Ser Leu Val Ser Lys Phe lie Glu Arg Trp 
265 270 275 

tea aca ctg gaa gaa aaa gaa tac cct gga get cac aca aca aca att 1039 
Ser Thr Leu Glu Glu Lys Glu Tyr Pro Gly Ala His Thr Thr Thr lie 
280 285 290 



234 



aag tat act tct get ctg acc tat gat gec gtt caa gtg atg act gaa 1087 
Lys Tyr Thr Ser Ala Leu Thr Tyr Asp Ala Val Gin Val Met Thr Glu 
295 300 305 

gec ttc cgc aac eta agg aag caa aga att gaa ate tec cga agg ggg 113 5 
Ala Phe Arg Asn Leu Arg Lys Gin Arg lie Glu lie Ser Arg Arg Gly 
310 315 320 325 

aat gca gga gac tgt ctg gca aac cca gca gtg ccc tgg gga caa ggt 1183 
Asn Ala Gly Asp Cys Leu Ala Asn Pro Ala Val Pro Trp Gly Gin Gly 
330 335 340 

gta gaa ata gaa agg gee etc aaa cag gtt cag gtt gaa ggt etc tea 1231 
Val Glu lie Glu Arg Ala Leu Lys Gin Val Gin Val Glu Gly Leu Ser 
345 350 355 

gga aat ata aag ttt gac cag aat gga aaa aga ata aac tat aca att 1279 
Gly Asn lie Lys Phe Asp Gin Asn Gly Lys Arg lie Asn Tyr Thr lie 
360 365 370 

aac ate atg gag etc aaa act aat ggg ccc egg aag att ggc tac tgg 1327 
Asn lie Met Glu Leu Lys Thr Asn Gly Pro Arg Lys lie Gly Tyr Trp 
375 380 385 

agt gaa gtg gac aaa atg gtt gtt acc ctt act gag etc cct tct gga 1375 
Ser Glu Val Asp Lys Met Val Val Thr Leu Thr Glu Leu Pro Ser Gly 
390 395 400 405 

aat gac acc tct ggg ctt gag aat aag act gtt gtt gtc acc aca att 1423 
Asn Asp Thr Ser Gly Leu Glu Asn Lys Thr Val Val Val Thr Thr lie 
410 415 420 

ttg gaa tct ccg tat gtt atg atg aag aaa aat cat gaa atg ctt gaa 1471 
Leu Glu Ser Pro Tyr Val Met Met Lys Lys Asn His Glu Met Leu Glu 
425 430 435 

ggc aat gag cgc tat gag ggc tac tgt gtt gac ctg get gca gaa ate 1519 
Gly Asn Glu Arg Tyr Glu Gly Tyr Cys Val Asp Leu Ala Ala Glu lie 
440 445 450 

gec aaa cat tgt ggg ttc aag tac aag ttg aca att gtt ggt gat ggc 1567 
Ala Lys His Cys Gly Phe Lys Tyr Lys Leu Thr lie Val Gly Asp Gly 
455 460 465 

aag tat ggg gee agg gat gca gac acg aaa att tgg aat ggg atg gtt 1615 
Lys Tyr Gly Ala Arg Asp Ala Asp Thr Lys lie Trp Asn Gly Met Val 
470 475 480 485 

gga gaa ctt gta tat ggg aaa get gat att gca att get cca tta act 1663 
Gly Glu Leu Val Tyr Gly Lys Ala Asp lie Ala lie Ala Pro Leu Thr 
490 495 500 

att acc ctt gtg aga gaa gag gtg att gac ttc tea aag ccc ttc atg 1711 
lie Thr Leu Val Arg Glu Glu Val lie Asp Phe Ser Lys Pro Phe Met 
505 510 515 

age etc ggg ata tct ate atg ate aag aag cct cag aag tec aaa cca 1759 
Ser Leu Gly lie Ser He Met He Lys Lys Pro Gin Lys Ser Lys Pro 
520 525 530 

gga gtg ttt tec ttt ctt gat cct tta gee tat gag ate tgg atg tgc 1807 



235 



Gly Val Phe Ser Phe Leu Asp Pro Leu Ala Tyr Glu lie Trp Met Cys 
535 540 545 

att gtt ttt gcc tac att ggg gtc agt gta gtt tta ttc ctg gtc age 1855 
lie Val Phe Ala Tyr lie Gly Val Ser Val Val Leu Phe Leu Val Ser 
550 555 560 565 

aga ttt age ccc tac gag tgg cac act gag gag ttt gaa gat gga aga 1903 
Arg Phe Ser Pro Tyr Glu Trp His Thr Glu Glu Phe Glu Asp Gly Arg 
570 575 580 

gaa aca caa agt agt gaa tea act aat gaa ttt ggg att ttt aat agt 1951 
Glu Thr Gin Ser Ser Glu Ser Thr Asn Glu Phe Gly lie Phe Asn Ser 
585 590 595 

etc tgg ttt tec ttg ggt gcc ttt atg egg caa gga tgc gat att teg 1999 
Leu Trp Phe Ser Leu Gly Ala Phe Met Arg Gin Gly Cys Asp lie Ser 
600 605 610 

cca aga tec etc tct ggg cgc att gtt gga ggt gtg tgg tgg ttc ttt 2047 
Pro Arg Ser Leu Ser Gly Arg lie Val Gly Gly Val Trp Trp Phe Phe 
615 620 625 

acc ctg ate ata ate tec tec tac acg get aac tta get gcc ttc ctg 2095 
Thr Leu lie lie lie Ser Ser Tyr Thr Ala Asn Leu Ala Ala Phe Leu 
630 635 640 645 

act gta gag agg atg gtg tct ccc ate gaa agt get gag gat ctt tct 2143 
Thr Val Glu Arg Met Val Ser Pro lie Glu Ser Ala Glu Asp Leu Ser 
650 655 660 

aag caa aca gaa att get tat gga aca tta gac tct ggc tec act aaa 2191 
Lys Gin Thr Glu lie Ala Tyr Gly Thr Leu Asp Ser Gly Ser Thr Lys 
665 670 675 

gag ttt ttc agg aga tct aaa att gca gtg ttt gat aaa atg tgg acc 2239 
Glu Phe Phe Arg Arg Ser Lys lie Ala Val Phe Asp Lys Met Trp Thr 
680 685 690 

tac atg egg agt gcg gag ccc tct gtg ttt gtg agg act acg gcc gaa 22 87 
Tyr Met Arg Ser Ala Glu Pro Ser Val Phe Val Arg Thr Thr Ala Glu 
695 700 705 

ggg gtg get aga gtg egg aag tec aaa ggg aaa tat gcc tac ttg ttg 23 35 
Gly Val Ala Arg Val Arg Lys Ser Lys Gly Lys Tyr Ala Tyr Leu Leu 
710 715 720 725 

gag tec acg atg aac gag tac att gag caa agg aag cct tgc gac acc 2383 
Glu Ser Thr Met Asn Glu Tyr lie Glu Gin Arg Lys Pro Cys Asp Thr 
730 735 740 

atg aaa gtt ggt gga aac ctg gat tec aaa ggc tat ggc ate gca aca 2431 
Met Lys Val Gly Gly Asn Leu Asp Ser Lys Gly Tyr Gly lie Ala Thr 
745 750 755 

cct aaa gga tec tea tta gga acc cca gta aat ctt gca gta ttg aaa 2479 
Pro Lys Gly Ser Ser Leu Gly Thr Pro Val Asn Leu Ala Val Leu Lys 
760 765 770 

etc agt gag caa ggc gtc tta gac aag ctg aaa aac aaa tgg tgg tac 2527 
Leu Ser Glu Gin Gly Val Leu Asp Lys Leu Lys Asn Lys Trp Trp Tyr 
775 780 785 



236 



gat aaa ggt gaa tgt gga gcc aag gac tct gga agt aag gaa aag acc 
Asp Lys Gly Glu Cys Gly Ala Lys Asp Ser Gly Ser Lys Glu Lys Thr 
790 795 800 805 



2575 



agt gcc etc agt ctg age aac gtt get gga gta ttc tac ate ctt gtc 
Ser Ala Leu Ser Leu Ser Asn Val Ala Gly Val Phe Tyr lie Leu Val 
810 815 820 



2623 



ggg ggc ctt ggt ttg gca atg ctg gtg get ttg att gag ttc tgt tac 
Gly Gly Leu Gly Leu Ala Met Leu Val Ala Leu lie Glu Phe Cys Tyr 
825 830 835 



2671 



aag tea agg gcc gag gcg aaa cga atg aag gtg gca aag aat gca cag 
Lys Ser Arg Ala Glu Ala Lys Arg Met Lys Val Ala Lys Asn Ala Gin 
840 845 850 



2719 



aat att aac cca tct tec teg cag aat tea cag aat ttt gca act tat 2767 
Asn lie Asn Pro Ser Ser Ser Gin Asn Ser Gin Asn Phe Ala Thr Tyr 
855 860 865 



aag gaa ggt tac aac gta tat ggc ate gaa agt gtt aaa att tag 
Lys Glu Gly Tyr Asn Val Tyr Gly lie Glu Ser Val Lys lie * 
870 875 880 



2812 



gggatgacct 
ggagaaaatg 
gtgagtcctg 
ttttgagtgc 
ccagtatctt 
aattgtaagg 
cgtggtggac 
acaacaaacc 
cacttgacat 



tgaatgatgc 
gacgtgttat 
gcatgggaat 
cttacacaat 
gaagactttt 
aatgattaat 
atgeacaget 
tgtttctgca 
caactgcatc 



catgaggaac 
gactccagaa 
gaatgtcagt 
ggttttcttg 
ctttcagcca 
taaaacacaa 
aacatggaag 
gecactattg 
aagatgtgac 



aaggcaaggc 
tttcccaaag 
gtgactgatc 
tgtgtttatt 
agaattctta 
catctttttc 
tactataatt 
ttagtctctt 
atgttttat 



tgtcaattac 
cagtgcatgc 
tetegtgatt 
gtcaaagtgg 
aatatgtgga 
tactcgagtt 
tacctgaagt 
gattcataat 



aggaagtact 
tgtcccttac 
gataagaacc 
tgagaggcat 
gttcatcttg 
acagacaaag 
ctttgtacag 
gacttaagca 



2872 
2932 
2992 
3052 
3112 
3172 
3232 
3292 
3331 
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<213> Homo Sapiens 



<400> 102 



Met 


Gin 


Lys 


He 


Met 


His 


He 


Ser 


Val 


Leu 


Leu 


Ser 


Pro 


Val 


Leu 


Trp 


1 








5 










10 










15 




Gly 


Leu 


lie 


Phe 


Gly 


Val 


Ser 


Ser 


Asn 


Ser 


He 


Gin 


He 


Gly 


Gly 


Leu 








20 










25 










30 






Phe 


Pro 


Arg 


Gly 


Ala 


Asp 


Gin 


Glu 


Tyr 


Ser 


Ala 


Phe 


Arg 


Val 


Gly 


Met 






35 










40 










45 








Val 


Gin 


Phe 


Ser 


Thr 


Ser 


Glu 


Phe 


Arg 


Leu 


Thr 


Pro 


His 


He 


Asp 


Asn 




50 










55 










60 










Leu 


Glu 


Val 


Ala 


Asn 


Ser 


Phe 


Ala 


Val 


Thr 


Asn 


Ala 


Phe 


Cys 


Ser 


Gin 


65 










70 










75 










80 


Phe 


Ser 


Arg 


Gly 


Val 


Tyr 


Ala 


He 


Phe 


Gly 


Phe 


Tyr 


Asp 


Lys 


Lys 


Ser 










85 










90 










95 




Val 


Asn 


Thr 


He 


Thr 


Ser 


Phe 


Cys 


Gly 


Thr 


Leu 


His 


Val 


Ser 


Phe 


He 








100 










105 










110 






Thr 


Pro 


Ser 


Phe 


Pro 


Thr 


Asp 


Gly 


Thr 


His 


Pro 


Phe 


Val 


He 


Gin 


Met 






115 










120 










125 








Arg 


Pro 


Asp 


Leu 


Lys 


Gly 


Ala 


Leu 


Leu 


Ser 


Leu 


He 


Glu 


Tyr 


Tyr 


Gin 




130 










135 










140 










Trp 


Asp 


Lys 


Phe 


Ala 


Tyr 


Leu 


Tyr 


Asp 


Ser 


Asp 


Arg 


Gly 


Leu 


Ser 


Thr 


145 










150 










155 










160 


Leu 


Gin 


Ala 


Val 


Leu 


Asp 


Ser 


Ala 


Ala 


Glu 


Lys 


Lys 


Trp 


Gin 


Val 


Thr 



237 



165 



Ala 


He 


Asn 


Val 


Gly 


Asn 


He 


Asn 








180 










Arg 


Ser 


Leu 


Phe 


Gin 


Asp 


Leu 


Glu 






195 










200 


Leu 


Asp 


Cys 


Glu 


Arg 


Asp 


Lys 


Val 




210 










215 




Thr 


He 


Gly 


Lys 


His 


Val 


Lys 


Gly 


225 










230 






Glu 


Phe 


Thr 


Asp 


Gly 


Asp 


Leu 


Leu 










245 








Val 


Ser 


Gly 


Phe 


Gin 


He 


Val 


Asp 








260 










Phe 


He 


Glu 


Arg 


Trp 


Ser 


Thr 


Leu 






275 










280 


His 


Thr 


Thr 


Thr 


He 


Lys 


Tyr 


Thr 




290 










295 




Gin 


Val 


Met 


Thr 


Glu 


Ala 


Phe 


Arg 


305 










310 






He 


Ser 


Arg 


Arg 


Gly 


Asn 


Ala 


Gly 










325 








Pro 


Trp 


Gly 


Gin 


Gly 


Val 


Glu 


He 








340 










Val 


Glu 


Gly 


Leu 


Ser 


Gly 


Asn 


He 






355 










360 


He 


Asn 


Tyr 


Thr 


He 


Asn 


He 


Met 




370 










375 




Lys 


He 


Gly 


Tyr 


Trp 


Ser 


Glu 


Val 


385 










390 






Glu 


Leu 


Pro 


Ser 


Gly 


Asn 


Asp 


Thr 










405 








Val 


Val 


Thr 


Thr 


He 


Leu 


Glu 


Ser 








420 










His 


Glu 


Met 


Leu 


Glu 


Gly 


Asn 


Glu 






435 










440 


Leu 


Ala 


Ala 


Glu 


He 


Ala 


Lys 


His 




450 










455 




He 


Val 


Gly 


Asp 


Gly 


Lys 


Tyr 


Gly 


465 










470 






Trp 


Asn 


Gly 


Met 


Val 


Gly 


Glu 


Leu 










485 








He 


Ala 


Pro 


Leu 


Thr 


He 


Thr 


Leu 








500 










Ser 


Lys 


Pro 


Phe 


Met 


Ser 


Leu 


Gly 






515 










520 


Gin 


Lys 


Ser 


Lys 


Pro 


Gly 


Val 


Phe 




530 










535 




Glu 


He 


Trp 


Met 


Cys 


He 


Val 


Phe 


545 










550 






Leu 


Phe 


Leu 


Val 


Ser 


Arg 


Phe 


Ser 










565 








Phe 


Glu 


Asp 


Gly 


Arg 


Glu 


Thr 


Gin 








580 










Gly 


He 


Phe 


Asn 


Ser 


Leu 


Trp 


Phe 






595 










600 


Gly 


Cys 


Asp 


He 


Ser 


Pro 


Arg 


Ser 




610 










615 




Val 


Trp 


Trp 


Phe 


Phe 


Thr 


Leu 


lie 


625 










630 






Leu 


Ala 


Ala 


Phe 


Leu 


Thr 


Val 


Glu 










645 








Ala 


Glu 


Asp 


Leu 


Ser 


Lys 


Gin 


Thr 





170 










175 




Asn 


Asp 


Lys 


Lys 


Asp 


Glu 


Met 


Tyr 


185 










190 






Leu 


Lys 


Lys 


Glu 


Arg 


Arg 


Val 


He 










205 








Asn 


Asp 


He 


Val 


Asp 


Gin 


Val 


He 








220 










Tyr 


His 


Tyr 


He 


He 


Ala 


Asn 


Leu 






235 










240 


Lys 


He 


Gin 


Phe 


Gly 


Gly 


Ala 


Asn 




250 










255 




Tyr 


Asp 


Asp 


Ser 


Leu 


Val 


Ser 


Lys 


265 










270 






Glu 


Glu 


Lys 


Glu 


Tyr 


Pro 


Gly 


Ala 










285 








Ser 


Ala 


Leu 


Thr 


Tyr 


Asp 


Ala 


Val 








300 










Asn 


Leu 


Arg 


Lys 


Gin 


Arg 


He 


Glu 






315 










320 


Asp 


Cys 


Leu 


Ala 


Asn 


Pro 


Ala 


Val 




330 










335 




Glu 


Arg 


Ala 


Leu 


Lys 


Gin 


Val 


Gin 


345 










350 






Lys 


Phe 


Asp 


Gin 


Asn 


Gly 


Lys 


Arg 










365 








Glu 


Leu 


Lys 


Thr 


Asn 


Gly 


Pro 


Arg 








380 










Asp 


Lys 


Met 


Val 


Val 


Thr 


Leu 


Thr 






395 










400 


Ser 


Gly 


Leu 


Glu 


Asn 


Lys 


Thr 


Val 




410 










415 




Pro 


Tyr 


Val 


Met 


Met 


Lys 


Lys 


Asn 


425 










430 






Arg 


Tyr 


Glu 


Gly 


Tyr 


Cys 


Val 


Asp 










445 








Cys 


Gly 


Phe 


Lys 


Tyr 


Lys 


Leu 


Thr 








460 










Ala 


Arg 


Asp 


Ala 


Asp 


Thr 


Lys 


He 






475 










480 


Val 


Tyr 


Gly 


Lys 


Ala 


Asp 


He 


Ala 




490 










495 




Val 


Arg 


Glu 


Glu 


Val 


He 


Asp 


Phe 


505 










510 






He 


Ser 


He 


Met 


He 


Lys 


Lys 


Pro 










525 








Ser 


Phe 


Leu 


Asp 


Pro 


Leu 


Ala 


Tyr 








540 










Ala 


Tyr 


He 


Gly 


Val 


Ser 


Val 


Val 






555 










560 


Pro 


Tyr 


Glu 


Trp 


His 


Thr 


Glu 


Glu 




570 










575 




Ser 


Ser 


Glu 


Ser 


Thr 


Asn 


Glu 


Phe 


585 










590 






Ser 


Leu 


Gly 


Ala 


Phe 


Met 


Arg 


Gin 










605 








Leu 


Ser 


Gly 


Arg 


He 


Val 


Gly 


Gly 








620 










He 


He 


Ser 


Ser 


Tyr 


Thr 


Ala 


Asn 






635 










640 


Arg 


Met 


Val 


Ser 


Pro 


He 


Glu 


Ser 




650 










655 




Glu 


He 


Ala 


Tyr 


Gly 


Thr 


Leu 


Asp 



238 



660 

Ser Gly Ser Thr 
675 

Asp Lys Met Trp 
690 

Arg Thr Thr Ala 
705 

Tyr Ala Tyr Leu 

Lys Pro Cys Asp 
740 

Tyr Gly He Ala 
755 

Leu Ala Val Leu 
770 

Asn Lys Trp Trp 
785 

Ser Lys Glu Lys 

Phe Tyr He Leu 
820 

He Glu Phe Cys 
835 

Ala Lys Asn Ala 
850 

Asn Phe Ala Thr 
865 

Val Lys He 



Lys Glu Phe Phe 
680 

Thr Tyr Met Arg 
695 

Glu Gly Val Ala 
710 

Leu Glu Ser Thr 
725 

Thr Met Lys Val 

Thr Pro Lys Gly 
760 

Lys Leu Ser Glu 
775 

Tyr Asp Lys Gly 
790 

Thr Ser Ala Leu 
805 

Val Gly Gly Leu 

Tyr Lys Ser Arg 
840 

Gin Asn He Asn 
855 

Tyr Lys Glu Gly 
870 



665 

Arg Arg Ser Lys 

Ser Ala Glu Pro 
700 

Arg Val Arg Lys 
715 

Met Asn Glu Tyr 
730 

Gly Gly Asn Leu 
745 

Ser Ser Leu Gly 

Gin Gly Val Leu 
780 

Glu Cys Gly Ala 
795 

Ser Leu Ser Asn 
810 

Gly Leu Ala Met 
825 

Ala Glu Ala Lys 

Pro Ser Ser Ser 
860 

Tyr Asn Val Tyr 
875 



670 

He Ala Val Phe 
685 

Ser Val Phe Val 

Ser Lys Gly Lys 
720 

He Glu Gin Arg 
735 

Asp Ser Lys Gly 
750 

Thr Pro Val Asn 
765 

Asp Lys Leu Lys 

Lys Asp Ser Gly 
800 

Val Ala Gly Val 
815 

Leu Val Ala Leu 
830 

Arg Met Lys Val 
845 

Gin Asn Ser Gin 

Gly He Glu Ser 
880 



<210> 103 
<211> 1830 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (449) . . . (1786) 
<400> 103 

atcttccggt cgtgggccat gccgggggcg ggcccggaac cgccacgggt gagtcgggtc 60 
gtggctgctg ccgggtcctg cgcgctccgg actgaggtgg cgtccctggg ccggacggcg 12 0 
gtgtcccggc gtggcgggaa gccggcactg gagcgggagc gcactgggcg cgggaccggg 180 
aggcgcaggg accggacggc tcccgagtcg cccacctgac ggtaccgaga gggcggcgcc 240 
cctccgagca gagccgtccc ggccactccc ctgggatctg acttggctct tgcggtcgcg 300 
ggcaccgtga agccctgggg tgtgcgtggc tcctcctgct agaagaagtc ttcacttccc 3 60 
aggagagcca aagcgtgtct ggccctaggt gggaaaagaa ctggctgtga cctttgccct 420 
gacctggaag ggcccagcct tgggctga atg gca gca ccc acg ccc gcc cgt 472 

Met Ala Ala Pro Thr Pro Ala Arg 
1 5 

ccg gtg ctg acc cac ctg ctg gtg get etc ttc ggc atg ggc tec tgg 520 
Pro Val Leu Thr His Leu Leu Val Ala Leu Phe Gly Met Gly Ser Trp 
10 15 20 

get gcg gtc aat ggg ate tgg gtg gag eta cct gtg gtg gtc aaa gag 568 
Ala Ala Val Asn Gly He Trp Val Glu Leu Pro Val Val Val Lys Glu 
25 30 35 40 

ctt cca gag ggt tgg age etc ccc tct tac gtc tct gtg ctt gtg get 616 
Leu Pro Glu Gly Trp Ser Leu Pro Ser Tyr Val Ser Val Leu Val Ala 
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45 



50 



55 



ctg ggg aac ctg ggt ctg ctg gtg gtg acc etc tgg agg agg ctg gec 664 
Leu Gly Asn Leu Gly Leu Leu Val Val Thr Leu Trp Arg Arg Leu Ala 
60 65 70 

cca gga aag gac gag cag gtc ccc ate egg gtg gtg cag gtg ctg ggc 712 
Pro Gly Lys Asp Glu Gin Val Pro lie Arg Val Val Gin Val Leu Gly 
75 80 85 

atg gtg ggc aca gee ctg ctg gec tct ctg tgg cac cat gtg gec cca 760 
Met Val Gly Thr Ala Leu Leu Ala Ser Leu Trp His His Val Ala Pro 
90 95 100 

gtg gca gga cag ttg cat tct gtg gec ttc tta gca ctg gee ttt gtg 808 
Val Ala Gly Gin Leu His Ser Val Ala Phe Leu Ala Leu Ala Phe Val 
105 110 115 120 

ctg gca ctg gca tgc tgt gec teg aat gtc act ttc ctg ccc ttc ttg 856 
Leu Ala Leu Ala Cys Cys Ala Ser Asn Val Thr Phe Leu Pro Phe Leu 
125 130 135 

age cac ctg cca cct cgc ttc tta egg tea ttc ttc ctg ggt caa ggc 904 
Ser His Leu Pro Pro Arg Phe Leu Arg Ser Phe Phe Leu Gly Gin Gly 
140 145 150 

ctg agt gee ctg ctg ccc tgc gtg ctg gee eta gtg cag ggt gtg ggc 952 
Leu Ser Ala Leu Leu Pro Cys Val Leu Ala Leu Val Gin Gly Val Gly 
155 160 165 

cgc etc gag tgc ccg cca gee ccc ate aac ggc acc cct ggc ccc ccg 1000 
Arg Leu Glu Cys Pro Pro Ala Pro lie Asn Gly Thr Pro Gly Pro Pro 
170 175 180 

etc gac ttc ctt gag cgt ttt ccc gee age acc ttc ttc tgg gca ctg 1048 
Leu Asp Phe Leu Glu Arg Phe Pro Ala Ser Thr Phe Phe Trp Ala Leu 
185 190 195 200 

act gec ctt ctg gtc get tea get get gee ttc cag ggt ctt ctg ctg 1096 
Thr Ala Leu Leu Val Ala Ser Ala Ala Ala Phe Gin Gly Leu Leu Leu 
205 210 215 

ctg ttg ccg cca cca cca tct gta ccc aca ggg gag tta gga tea ggc 1144 
Leu Leu Pro Pro Pro Pro Ser Val Pro Thr Gly Glu Leu Gly Ser Gly 
220 225 230 

etc cag gtg gga gec cca gga gca gag gaa gag gtg gaa gag tec tea 1192 
Leu Gin Val Gly Ala Pro Gly Ala Glu Glu Glu Val Glu Glu Ser Ser 
235 240 245 

cca ctg caa gag cca cca age cag gca gca ggc acc acc cct ggt cca 1240 
Pro Leu Gin Glu Pro Pro Ser Gin Ala Ala Gly Thr Thr Pro Gly Pro 
250 255 260 

gac cct aag gee tat cag ctt eta tea gee cgc agt gee tgc ctg ctg 1288 
Asp Pro Lys Ala Tyr Gin Leu Leu Ser Ala Arg Ser Ala Cys Leu Leu 
265 270 275 280 

ggc ctg ttg gee gee acc aac gcg ctg acc aat ggc gtg ctg cct gee 1336 
Gly Leu Leu Ala Ala Thr Asn Ala Leu Thr Asn Gly Val Leu Pro Ala 
285 290 295 
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gtg cag age ttt tec tgc tta ccc tac ggg cgt ctg gec tac cac ctg 1384 
Val Gin Ser Phe Ser Cys Leu Pro Tyr Gly Arg Leu Ala Tyr His Leu 
300 305 310 



get gtg gtg ctg ggc agt get gec aat ccc ctg gec tgc ttc ctg gec 1432 
Ala Val Val Leu Gly Ser Ala Ala Asn Pro Leu Ala Cys Phe Leu Ala 
315 320 325 

atg ggt gtg ctg tgc agg tec ttg gca ggg ctg ggc ggc etc tct ctg 1480 
Met Gly Val Leu Cys Arg Ser Leu Ala Gly Leu Gly Gly Leu Ser Leu 
330 335 340 

ctg ggc gtg ttc tgt ggg ggc tac ctg atg gcg ctg gca gtc ctg age 1528 
Leu Gly Val Phe Cys Gly Gly Tyr Leu Met Ala Leu Ala Val Leu Ser 
345 350 355 360 

ccc tgc ccg ccc ctg gtg ggc acc teg gcg ggg gtc gtc etc gtg gtg 1576 
Pro Cys Pro Pro Leu Val Gly Thr Ser Ala Gly Val Val Leu Val Val 
365 370 375 

ctg teg tgg gtg ctg tgt ctt ggc gtg ttc tec tac gtg aag gtg gca 1624 
Leu Ser Trp Val Leu Cys Leu Gly Val Phe Ser Tyr Val Lys Val Ala 
380 385 390 

gee age tec ctg ctg cat ggc ggg ggc egg ccg gca ttg ctg gca gec 1672 
Ala Ser Ser Leu Leu His Gly Gly Gly Arg Pro Ala Leu Leu Ala Ala 
395 400 405 

ggc gtg gee ate cag gtg ggc tct ctg etc ggc get gtt get atg ttc 1720 
Gly Val Ala lie Gin Val Gly Ser Leu Leu Gly Ala Val Ala Met Phe 
410 415 420 

ccc ccg acc age ate tat cac gtg ttc cac age aga aag gac tgt gca 1768 
Pro Pro Thr Ser lie Tyr His Val Phe His Ser Arg Lys Asp Cys Ala 
425 430 435 440 

gac ccc tgt gac tec tga gcctgggacc tacatgtggt ttgegtaata 1816 
Asp Pro Cys Asp Ser * 
445 

aaacatttgt attt 1830 

<210> 104 
<211> 445 
<212> PRT 

<213> Homo Sapiens 
<400> 104 

Met Ala Ala Pro Thr Pro Ala Arg Pro Val Leu Thr His Leu Leu Val 

15 10 15 

Ala Leu Phe Gly Met Gly Ser Trp Ala Ala Val Asn Gly lie Trp Val 

20 25 30 

Glu Leu Pro Val Val Val Lys Glu Leu Pro Glu Gly Trp Ser Leu Pro 

35 40 45 

Ser Tyr Val Ser Val Leu Val Ala Leu Gly Asn Leu Gly Leu Leu Val 

50 55 60 ■ 

Val Thr Leu Trp Arg Arg Leu Ala Pro Gly Lys Asp Glu Gin Val Pro 
65 70 75 80 

lie Arg Val Val Gin Val Leu Gly Met Val Gly Thr Ala Leu Leu Ala 

85 90 95 

Ser Leu Trp His His Val Ala Pro Val Ala Gly Gin Leu His Ser Val 
100 105 110 
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Ala 


Phe 


Leu 
115 


Ala 


Leu 


Ala 


Phe 


Val 
120 


Leu 


Ala 


Leu 


Ala 


Cys 
125 


Cys 


Ala 


Ser 


Asn 


Val 
130 


Thr 


Phe 


Leu 


Pro 


Phe 
135 


Leu 


Ser 


His 


Leu 


Pro 
140 


Pro 


Arg 


Phe 


Leu 


Arg 


Ser 


Phe 


Phe 


Leu 


Gly 


Gin 


Gly 


Leu 


Ser 


Ala 


Leu 


Leu 


Pro 


Cys 


Val 


145 










150 










155 










160 


Leu 


Ala 


Leu 


Val 


Gin 
165 


Gly 


Val 


Gly 


Arg 


Leu 
170 


Glu 


Cys 


Pro 


Pro 


Ala 
175 


Pro 


He 


Asn 


Gly 


Thr 
180 


Pro 


Gly 


Pro 


Pro 


Leu 
185 


Asp 


Phe 


Leu 


Glu 


Arg 
190 


Phe 


Pro 


Ala 


Ser 


Thr 
195 


Phe 


Phe 


Trp 


Ala 


Leu 
200 


Thr 


Ala 


Leu 


Leu 


Val 
205 


Ala 


Ser 


Ala 


Ala 


Ala 
210 


Phe 


Gin 


Gly 


Leu 


Leu 
215 


Leu 


Leu 


Leu 


Pro 


Pro 
220 


Pro 


Pro 


Ser 


Val 


Pro 


Thr 


Gly 


Glu 


Leu 


Gly 


Ser 


Gly 


Leu 


Gin 


Val 


Gly 


Ala 


Pro 


Gly 


Ala 


225 










230 










235 










240 


Glu 


Glu 


Glu 


Val 


Glu 
245 


Glu 


Ser 


Ser 


Pro 


Leu 
250 


Gin 


Glu 


Pro 


Pro 


Ser 
255 


Gin 


Ala 


Ala 


Gly 


Thr 
260 


Thr 


Pro 


Gly 


Pro 


Asp 
265 


Pro 


Lys 


Ala 


Tyr 


Gin 
270 


Leu 


Leu 


Ser 


Ala 


Arg 
275 


Ser 


Ala 


Cys 


Leu 


Leu 
280 


Gly 


Leu 


Leu 


Ala 


Ala 
285 


Thr 


Asn 


Ala 


Leu 


Thr 
290 


Asn 


Gly 


Val 


Leu 


Pro 
295 


Ala 


Val 


Gin 


Ser 


Phe 
300 


Ser 


Cys 


Leu 


Pro 


Tyr 


Gly 


Arg 


Leu 


Ala 


Tyr 


His 


Leu 


Ala 


Val 


Val 


Leu 


Gly 


Ser 


Ala 


Ala 


305 










310 










315 










320 


Asn 


Pro 


Leu 


Ala 


Cys 
325 


Phe 


Leu 


Ala 


Met 


Gly 
330 


Val 


Leu 


Cys 


Arg 


Ser 
335 


Leu 


Ala 


Gly 


Leu 


Gly 
340 


Gly 


Leu 


Ser 


Leu 


Leu 
345 


Gly 


Val 


Phe 


Cys 


Gly 
350 


Gly 


Tyr 


Leu 


Met 


Ala 
355 


Leu 


Ala 


Val 


Leu 


Ser 
360 


Pro 


Cys 


Pro 


Pro 


Leu 
365 


Val 


Gly 


Thr 


Ser 


Ala 
370 


Gly 


Val 


Val 


Leu 


Val 
375 


Val 


Leu 


Ser 


Trp 


Val 
380 


Leu 


Cys 


Leu 


Gly 


Val 


Phe 


Ser 


Tyr 


Val 


Lys 


Val 


Ala 


Ala 


Ser 


Ser 


Leu 


Leu 


His 


Gly 


Gly 


385 










390 










395 










400 


Gly 


Arg 


Pro 


Ala 


Leu 
405 


Leu 


Ala 


Ala 


Gly 


Val 
410 


Ala 


He 


Gin 


Val 


Gly 
415 


Ser 


Leu 


Leu 


Gly 


Ala 
420 


Val 


Ala 


Met 


Phe 


Pro 
425 


Pro 


Thr 


Ser 


He 


Tyr 
430 


His 


Val 


Phe 


His 


Ser 
435 


Arg 


Lys 


Asp 


Cys 


Ala 
440 


Asp 


Pro 


Cys 


Asp 


Ser 
445 









<210> 105 

<211> 2763 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (367) . . . (1770) 
<400> 105 

ggatcccagt ggcccggcgt gctcggctcc 
cttcgggggg ccgcggctgg agcgctcggc 
tcttcttacc gcgaagaagc caggggaata 
ggaagctaac gcagtatctg caaagccagg 
atacaagcag ctaaaaatga cacagcttat 
tttatgagct tgaactctgt taatctcacg 
acagta atg gag tac atg age act g< 
Met Glu Tyr Met Ser Thr G 



cacaggcctg cagccagcat cgcaccgaac 60 

cggcgtggga gcgcaaggcc geagatgeaa 12 0 

ggtagecaca tcttgtttgc agataagaaa 180 

agtctgactc agtacttttc tcactcatgc 240 

ttaccatgcc cctgacactg cactgagcac 3 00 

accacctcat gagactctcc agaaagagca 3 60 

fa agt gac aat aaa gaa gag att 408 
y Ser Asp Asn Lys Glu Glu He 
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15 10 

gat tta tta att aaa cat tta aat gtg tct gat gta ata gac att atg 456 
Asp Leu Leu lie Lys His Leu Asn Val Ser Asp Val lie Asp lie Met 
15 20 25 30 

gaa aat ctt tat gca agt gaa gag cca gca gtt tat gaa ccc agt eta 504 
Glu Asn Leu Tyr Ala Ser Glu Glu Pro Ala Val Tyr Glu Pro Ser Leu 
35 40 45 

atg acc atg tgt caa gac agt aat caa aac gat gag cgt tct aag tct 552 
Met Thr Met Cys Gin Asp Ser Asn Gin Asn Asp Glu Arg Ser Lys Ser 
50 55 60 

ctg ctg ctt agt ggc caa gag gta cca tgg ttg tea tea gtc aga tat 600 
Leu Leu Leu Ser Gly Gin Glu Val Pro Trp Leu Ser Ser Val Arg Tyr 
65 70 75 

gga act gtg gag gat ttg ctt get ttt gca aac cat ata tec aac act 648 
Gly Thr Val Glu Asp Leu Leu Ala Phe Ala Asn His lie Ser Asn Thr 
80 85 90 

gca aag cat ttt tat gga caa cga cca cag gaa tct gga att tta tta 696 
Ala Lys His Phe Tyr Gly Gin Arg Pro Gin Glu Ser Gly lie Leu Leu 
95 100 105 110 

aac atg gtc ate act ccc caa aat gga cgt tac caa ata gat tec gat 744 
Asn Met Val lie Thr Pro Gin Asn Gly Arg Tyr Gin lie Asp Ser Asp 
115 120 125 

gtt etc ctg ate ccc tgg aag ctg act tac agg aat att ggt tct gat 792 
Val Leu Leu lie Pro Trp Lys Leu Thr Tyr Arg Asn lie Gly Ser Asp 
130 135 140 

ttt att cct egg ggc gee ttt gga aag gta tac ttg get caa gat ata 840 
Phe lie Pro Arg Gly Ala Phe Gly Lys Val Tyr Leu Ala Gin Asp lie 
145 150 155 

aag acg aag aaa aga atg gcg tgt aaa ctg ate cca gta gat caa ttt 888 
Lys Thr Lys Lys Arg Met Ala Cys Lys Leu He Pro Val Asp Gin Phe 
160 165 170 

aag cca tct gat gtg gaa att cag get tgc ttc egg cac gag aac ate 93 6 
Lys Pro Ser Asp Val Glu He Gin Ala Cys Phe Arg His Glu Asn He 
175 180 185 190 

gca gag ctg tat ggc gca gtc ctg tgg ggt gaa act gtc cat etc ttt 984 
Ala Glu Leu Tyr Gly Ala Val Leu Trp Gly Glu Thr Val His Leu Phe 
195 200 205 

atg gaa gca ggc gag gga ggg tct gtt ctg gag aaa ctg gag age tgt 1032 
Met Glu Ala Gly Glu Gly Gly Ser Val Leu Glu Lys Leu Glu Ser Cys 
210 215 220 

gga cca atg aga gaa ttt gaa att att tgg gtg aca aag cat gtt etc 1080 
Gly Pro Met Arg Glu Phe Glu He He Trp Val Thr Lys His Val Leu 
225 230 235 

aag gga ctt gat ttt eta cac tea aag aaa gtg ate cat cat gat att 1128 
Lys Gly Leu Asp Phe Leu His Ser Lys Lys Val He His His Asp He 
240 245 250 
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aaa cct age aac att gtt ttc atg tec aca aaa get gtt ttg gtg gat 1176 
Lys Pro Ser Asn lie Val Phe Met Ser Thr Lys Ala Val Leu Val Asp 
255 260 265 270 

ttt ggc eta agt gtt caa atg ace gaa gat gtc tat ttt cct aag gac 1224 
Phe Gly Leu Ser Val Gin Met Thr Glu Asp Val Tyr Phe Pro Lys Asp 
275 280 285 

etc cga gga aca gag att tac atg age cca gag gtc ate ctg tgc agg 1272 
Leu Arg Gly Thr Glu lie Tyr Met Ser Pro Glu Val lie Leu Cys Arg 
290 295 300 

ggc cat tea acc aaa gca gac ate tac age ctg ggg gee acg etc ate 132 0 
Gly His Ser Thr Lys Ala Asp lie Tyr Ser Leu Gly Ala Thr Leu lie 
305 310 315 

cac atg cag acg ggc acc cca ccc tgg gtg aag cgc tac cct cgc tea 1368 
His Met Gin Thr Gly Thr Pro Pro Trp Val Lys Arg Tyr Pro Arg Ser 
320 325 330 

gee tat ccc tec tac ctg tac ata ate cac aag caa gca cct cca ctg 1416 
Ala Tyr Pro Ser Tyr Leu Tyr lie lie His Lys Gin Ala Pro Pro Leu 
335 340 345 350 

gaa gac att gca gat gac tgc agt cca ggg atg aga gag ctg ata gaa 1464 
Glu Asp lie Ala Asp Asp Cys Ser Pro Gly Met Arg Glu Leu lie Glu 
355 360 365 

get tec ctg gag aga aac ccc aat cac cgc cca aga gee gca gac eta 1512 
Ala Ser Leu Glu Arg Asn Pro Asn His Arg Pro Arg Ala Ala Asp Leu 
370 375 380 

eta aaa cat gag gee ctg aac ccg ccc aga gag gat cag cca cgc tgt 1560 
Leu Lys His Glu Ala Leu Asn Pro Pro Arg Glu Asp Gin Pro Arg Cys 
385 390 395 

acg agt ctg gac tct gee etc ttg gag cgc aag agg ctg ctg agt agg 1608 
Thr Ser Leu Asp Ser Ala Leu Leu Glu Arg Lys Arg Leu Leu Ser Arg 
400 405 410 

aag gag ctg gaa ctt cct gag aac att get gat tct teg tgc aca gga 1656 
Lys Glu Leu Glu Leu Pro Glu Asn lie Ala Asp Ser Ser Cys Thr Gly 
415 420 425 430 

age acc gag gaa tct gag atg etc aag agg caa cgc tct etc tac ate 1704 
Ser Thr Glu Glu Ser Glu Met Leu Lys Arg Gin Arg Ser Leu Tyr lie 
435 440 445 

gac etc ggc get ctg get ggc tac ttc aat ctt gtt egg gga cca cca 1752 
Asp Leu Gly Ala Leu Ala Gly Tyr Phe Asn Leu Val Arg Gly Pro Pro 
450 455 460 

acg ctt gaa tat ggc tga aggatgecat gtttgectet aaattaagac 1800 
Thr Leu Glu Tyr Gly * 
465 

agcattgatc tcctggaggc tggttctgct gcctctacac aggggecegt tacagtgaat 1860 
ggtgccattt tcgaaggagc agtgtgacct cctgtgaccc atgaatgtgc ctccaagcgg 1920 
ccctgtgtgt ttgacatgtg aagctatttg atatgeacca ggtctcaagg ttctcatttc 1980 
tcaggtgacg tgattctaag gcaggaattt gagagttcac agaaggatcg tgtctgctga 2040 
ctgtttcatt cactgtgcac tttgctcaaa attttaaaaa taccaatcac aaggataata 2100 
gagtagecta aaattactat tcttggttct tatttaagta tggaatattc attttactca 2160 
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gaatagcctg 
aattctggta 
gcaataagct 
gacggccact 
tatgctgaag 
aattttgtac 
attgatgatt 
gcatactgtg 
gtaacatgta 
aacccaatac 
ctt 



ttttgtg.tat 
tacattgaat 
ggactagtgt 
agtgacagtt 
acattcaaaa 
atccaaggat 
ttgtaattct 
tatgttttat 
aagtatgtga 
ttttgtccaa 



attggtgtat 
tcattataat 
cctaaaaatg 
tcttttgtgt 
cgtgatgttt 
gaggtgtgac 
tatgactaaa 
atcaaatgcc 
gtagtcttat 
tgtggttggt 



attatataac 
ttgggtgact 
gctaactgat 
tcctatggaa 
tgaatgtgga 
ctttaagaaa 
ttttctttta 
ttcatgaatc 
gtaaagtatg 
caaatcaact 



tctttgagcc 
agaacaactt 
gaattagaag 
acattttata 
taaaactgtg 
aatgaaaact 
agcatttgta 
tttcatacat 
tttttacatt 
gaataaattc 



tttattggta 
gaagattgta 
ccatctgaca 
ctgtacatgc 
taaaccacat 
tttgtaaatt 
tattaaaata 
atatatattt 
atgcaaataa 
agtattttgc 



2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2763 



<210> 106 
<211> 467 
<212> PRT 

<213> Homo Sapiens 



<400> 106 



Met 


Glu 


TVr 


Met 


Ser 


Thr 


Gly 


Ser 


Asp 


Asn 


Lys 


Glu 


Glu 


He 


Asp 


Leu 


1 








5 










10 










15 




Leu 


lie 


Lvs 


His 


Leu 


Asn 


Val 


Ser 


Asp 


Val 


He 


Asp 


He 


Met 


Glu 


Asn 








20 










25 










30 






Leu 


TVr 

*■ Jr J ~ 


Ala 


Ser 


Glu 


Glu 


Pro 


Ala 


Val 


Tvr 


Glu 


Pro 


Ser 


Leu 


Met 


Thr 






35 










40 










45 








Met 


Cys 


Gin 


Asp 


Ser 


Asn 


Gin 


Asn 


Asp 


Glu 


Arg 


Ser 


Lys 


Ser 


Leu 


Leu 




50 










55 










60 










Leu 


Ser 


Glv 


Gin 


Glu 


Val 


Pro 


Tro 


Leu 


Ser 


Ser 


Val 


Arcr 


Tvr 


Gly 


Thr 


65 










70 










75 










80 


Val 


Glu 


Asp 


Leu 


Leu 


Ala 


Phe 


Ala 


Asn 


His 


He 


Ser 


Asn 


Thr 


Ala 


Lys 










85 










90 










95 




His 


Phe 


TVr 


Glv 


Gin 


Arcr 


Pro 


Gin 


Glu 


Ser 


Gly 


He 


Leu 


Leu 


Asn 


Met 








100 










105 










110 






Val 


lie 


Thr 


Pro 


Gin 


Asn 


Glv 


Arcr 


TVr 


Gin 


He 


Asp 


Ser 


Asp 


Val 


Leu 






115 










120 










125 








Leu 


lie 


Pro 


Tro 


Lys 


Leu 


Thr 


TVr 


Arcr 


Asn 


He 


Glv 


Ser 


Asp 


Phe 


He 




130 










135 










140 










Pro 


Ara 


Glv 


Ala 


Phe 


Glv 


Lys 


Val 


Tvr 


Leu 


Ala 


Gin 


Asp 


He 


Lvs 


Thr 


145 










150 










155 










160 


Lys 


Lys 


Arg 


Met 


Ala 


Cys 


Lys 


Leu 


He 


Pro 


Val 


Asp 


Gin 


Phe 


Lys 


Pro 










165 










170 










175 




Ser 


Asp 


Val 


Glu 


He 


Gin 


Ala 


Cys 


Phe 


Arg 


His 


Glu 


Asn 


He 


Ala 


Glu 








180 










185 










190 






Leu 


Tyr 


Gly 


Ala 


Val 


Leu 


Trp 


Gly 


Glu 


Thr 


Val 


His 


Leu 


Phe 


Met 


Glu 






195 










200 










205 








Ala 


Gly 


Glu 


Gly 


Gly 


Ser 


Val 


Leu 


Glu 


Lys 


Leu 


Glu 


Ser 


Cys 


Gly 


Pro 




210 










215 










220 










Met 


Arg 


Glu 


Phe 


Glu 


He 


He 


Trp 


Val 


Thr 


Lys 


His 


Val 


Leu 


Lys 


Gly 


225 










230 










235 










240 


Leu 


Asp 


Phe 


Leu 


His 


Ser 


Lys 


Lys 


Val 


He 


His 


His 


Asp 


He 


Lys 


Pro 










245 










250 










255 




Ser 


Asn 


lie 


Val 


Phe 


Met 


Ser 


Thr 


Lys 


Ala 


Val 


Leu 


Val 


Asp 


Phe 


Gly 








260 










265 










270 






Leu 


Ser 


Val 


Gin 


Met 


Thr 


Glu 


Asp 


Val 


Tyr 


Phe 


Pro 


Lys 


Asp 


Leu 


Arg 






275 










280 










285 








Gly 


Thr 


Glu 


He 


Tyr 


Met 


Ser 


Pro 


Glu 


Val 


He 


Leu 


Cys 


Arg 


Gly 


His 




290 










295 










300 










Ser 


Thr 


Lys 


Ala 


Asp 


He 


Tyr 


Ser 


Leu 


Gly 


Ala 


Thr 


Leu 


He 


His 


Met 


305 










310 










315 










320 


Gin 


Thr 


Gly 


Thr 


Pro 


Pro 


Trp 


Val 


Lys 


Arg 


Tyr 


Pro 


Arg 


Ser 


Ala 


Tyr 










325 










330 










335 




Pro 


Ser 


Tyr 


Leu 


Tyr 


He 


He 


His 


Lys 


Gin 


Ala 


Pro 


Pro 


Leu 


Glu 


Asp 



340 345 350 



245 



lie Ala Asp Asp Cys Ser Pro Gly Met Arg Glu Leu lie Glu Ala Ser 

355 360 365 

Leu Glu Arg Asn Pro Asn His Arg Pro Arg Ala Ala Asp Leu Leu Lys 

370 375 380 

His Glu Ala Leu Asn Pro Pro Arg Glu Asp Gin Pro Arg Cys Thr Ser 
385 390 395 400 

Leu Asp Ser Ala Leu Leu Glu Arg Lys Arg Leu Leu Ser Arg Lys Glu 

405 410 415 

Leu Glu Leu Pro Glu Asn lie Ala Asp Ser Ser Cys Thr Gly Ser Thr 

420 425 430 

Glu Glu Ser Glu Met Leu Lys Arg Gin Arg Ser Leu Tyr lie Asp Leu 

435 440 445 

Gly Ala Leu Ala Gly Tyr Phe Asn Leu Val Arg Gly Pro Pro Thr Leu 

450 455 460 

Glu Tyr Gly 
465 



<210> 107 

<211> 2811 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1440) 

<400> 107 

atg age gat gtt acc att gtg aaa gaa ggt tgg gtt cag aag agg gga 48 
Met Ser Asp Val Thr lie Val Lys Glu Gly Trp Val Gin Lys Arg Gly 
15 10 15 

gaa tat ata aaa aac tgg agg cca aga tac ttc ctt ttg aag aca gat 96 
Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 
20 25 30 

ggc tea ttc ata gga tat aaa gag aaa cct caa gat gtg gat tta cct 144 
Gly Ser Phe He Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 
35 40 45 

tat ccc etc aac aac ttt tea gtg gca aaa tgc cag tta atg aaa aca 192 
Tyr Pro Leu Asn Asn Phe Ser Val Ala Lys Cys Gin Leu Met Lys Thr 
50 55 60 

gaa cga cca aag cca aac aca ttt ata ate aga tgt etc cag tgg act 240 
Glu Arg Pro Lys Pro Asn Thr Phe He He Arg Cys Leu Gin Trp Thr 
65 70 75 80 

act gtt ata gag aga aca ttt cat gta gat act cca gag gaa agg gaa 288 
Thr Val He Glu Arg Thr Phe His Val Asp Thr Pro Glu Glu Arg Glu 
85 90 95 

gaa tgg aca gaa get ate cag get gta gca gac aga ctg cag agg caa 33 6 
Glu Trp Thr Glu Ala He Gin Ala Val Ala Asp Arg Leu Gin Arg Gin 
100 105 110 

gaa gag gag aga atg aat tgt agt cca act tea caa att gat aat ata 3 84 
Glu Glu Glu Arg Met Asn Cys Ser Pro Thr Ser Gin He Asp Asn He 
115 120 125 

gga gag gaa gag atg gat gee tct aca acc cat cat aaa aga aag aca 432 
Gly Glu Glu Glu Met Asp Ala Ser Thr Thr His His Lys Arg Lys Thr 



246 



130 135 140 

atg aat gat ttt gac tat ttg aaa eta eta ggt aaa ggc act ttt ggg 480 
Met Asn Asp Phe Asp Tyr Leu Lys Leu Leu Gly Lys Gly Thr Phe Gly 
145 150 155 160 

aaa gtt att ttg gtt cga gag aag gca agt gga aaa tac tat get atg 528 
Lys Val lie Leu Val Arg Glu Lys Ala Ser Gly Lys Tyr Tyr Ala Met 
165 170 175 

aag att ctg aag aaa gaa gtc att att gca aag gat gaa gtg gca cac 57 6 
Lys lie Leu Lys Lys Glu Val lie lie Ala Lys Asp Glu Val Ala His 
180 185 190 

act eta act gaa age aga gta tta aag aac act aga cat ccc ttt tta 624 
Thr Leu Thr Glu Ser Arg Val Leu Lys Asn Thr Arg His Pro Phe Leu 
195 200 205 

aca tec ttg aaa tat tec ttc cag aca aaa gac cgt ttg tgt ttt gtg 672 
Thr Ser Leu Lys Tyr Ser Phe Gin Thr Lys Asp Arg Leu Cys Phe Val 
210 215 220 

atg gaa tat gtt aat ggg ggc gag ctg ttt ttc cat ttg teg aga gag 72 0 
Met Glu Tyr Val Asn Gly Gly Glu Leu Phe Phe His Leu Ser Arg Glu 
225 230 235 240 

egg gtg ttc tct gag gac cgc aca cgt ttc tat ggt gca gaa att gtc 768 
Arg Val Phe Ser Glu Asp Arg Thr Arg Phe Tyr Gly Ala Glu lie Val 
245 250 255 

tct gee ttg gac tat eta cat tec gga aag att gtg tac cgt gat etc 816 
Ser Ala Leu Asp Tyr Leu His Ser Gly Lys lie Val Tyr Arg Asp Leu 
260 265 270 

aag ttg gag aat eta atg ctg gac aaa gat ggc cac ata aaa att aca 864 
Lys Leu Glu Asn Leu Met Leu Asp Lys Asp Gly His lie Lys lie Thr 
275 280 285 

gat ttt gga ctt tgc aaa gaa ggg ate aca gat gca gee acc atg aag 912 
Asp Phe Gly Leu Cys Lys Glu Gly lie Thr Asp Ala Ala Thr Met Lys 
290 295 300 

aca ttc tgt ggc act cca gaa tat ctg gca cca gag gtg tta gaa gat 960 
Thr Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu Glu Asp 
305 310 315 320 

aat gac tat ggc cga gca gta gac tgg tgg ggc eta ggg gtt gtc atg 1008 
Asn Asp Tyr Gly Arg Ala Val Asp Trp Trp Gly Leu Gly Val Val Met 
325 330 335 

tat gaa atg atg tgt ggg agg tta cct ttc tac aac cag gac cat gag 1056 
Tyr Glu Met Met Cys Gly Arg Leu Pro Phe Tyr Asn Gin Asp His Glu 
340 345 350 

aaa ctt ttt gaa tta ata tta atg gaa gac att aaa ttt cct cga aca 1104 
Lys Leu Phe Glu Leu lie Leu Met Glu Asp lie Lys Phe Pro Arg Thr 
355 360 365 

etc tct tea gat gca aaa tea ttg ctt tea ggg etc ttg ata aag gat 1152 
Leu Ser Ser Asp Ala Lys Ser Leu Leu Ser Gly Leu Leu lie Lys Asp 
370 375 380 



247 



cca aat aaa cgc ctt ggt gga gga cca gat gat gca aaa gaa att atg 1200 
Pro Asn Lys Arg Leu Gly Gly Gly Pro Asp Asp Ala Lys Glu lie Met 
385 390 395 400 

aga cac agt ttc ttc tct gga gta aac tgg caa gat gta tat gat aaa 1248 
Arg His Ser Phe Phe Ser Gly Val Asn Trp Gin Asp Val Tyr Asp Lys 
405 410 415 

aag ctt gta cct cct ttt aaa cct caa gta aca tct gag aca gat act 1296 
Lys Leu Val Pro Pro Phe Lys Pro Gin Val Thr Ser Glu Thr Asp Thr 
420 425 430 

aga tat ttt gat gaa gaa ttt aca get cag act att aca ata aca cca 1344 
Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Thr lie Thr lie Thr Pro 
435 440 445 

cct gaa aaa tat gat gag gat ggt atg gac tgc atg gac aat gag agg 13 92 
Pro Glu Lys Tyr Asp Glu Asp Gly Met Asp Cys Met Asp Asn Glu Arg 
450 455 460 

egg ccg cat ttc cct caa ttt tec tac tct gca agt gga cga gaa taa 1440 
Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Gly Arg Glu * 
465 470 475 

gtctctttca ttctgetact tcactgtcat cttcaattta ttactgaaaa tgattcctgg 1500 
acatcaccag tcctagctct tacacatagc aggggcacct tccgacatcc cagaccagcc 1560 
aagggtcctc acccctcgcc acctttcacc ctcatgaaaa cacacataca cgcaaataca 1620 
ctccagtttt tgtttttgca tgaaattgta tctcagtcta aggtctcatg ctgttgctgc 1680 
tactgtctta ctattatagc aactttaaga agtaattttc caacctttgg aagtcatgag 1740 
cccaccattg ttcatttgtg caccaattat catcttttga tcttttagtt tttccctcag 1800 
tgaaggctaa atgagataca ctgattctag gtacattttt taactttcta gaagagaaaa 1860 
actaactaga ctaagaagat ttagtttata aattcagaac aagcaattgt ggaagggtgg 1920 
tggcgtgcat atgtaaagca catcagatcc gtgcgtgaag taggcatata tcactaagct 1980 
gtggctggaa ttgattagga agcatttggt agaaggactg aacaactgtt gggatatata 2040 
tatatatata taattttttt tttttaaatt cctggtggat actgtagaag aageccatat 2100 
cacatgtgga tgtcgagact teaegggcaa tcatgagcaa gtgaacactg ttctaccaag 2160 
aactgaaggc atatgeacag tcaaggtcac ttaaagggtc ttatgaaaca atttgageca 2220 
gagagcatct ttcccctgtg cttggaaacc ttttttcctt cttgacattt atcacctctg 2280 
atggctgaag aatgtagaca ggtataatga tactgetttt caccaaaatt tctacaccaa 2340 
ggtaaacagg tgtttgcctt atttaatttt ttactttcag ttctacgtga attagctttt 2400 
tctcagatgt tgaaactttg aatgtccttt tatgattttg tttatattgc agtagtattt 2460 
attttttagt gatgagaatt gtatgtcatg ttagcaaacg cagctccaac ttatataaaa 2520 
tagacttact gcagttactt ttgacccatg tgcaaggatt gtacacgctg atgagaatca 2580 
tgcacttttt ctcctctgtt aaaaaaaatg ataaggctct gaaatggaat atattggtta 2640 
gaatttggct ttgggagaag agatgetgee atttaacccc ttggtactga aaatgagaaa 27 00 
atccccaact atgeatgeca aggggttaat gaaacaaata gctgttgacg tttgetcatt 2760 
taagaatttg aaacgttatg atgacctggc aacaaaaaaa aaaaaaaaaa a 2811 

<210> 108 
<211> 479 
<212> PRT 

<213> Homo Sapiens 
<400> 108 

Met Ser Asp Val Thr lie Val Lys Glu Gly Trp Val Gin Lys Arg Gly 

15 10 15 

Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 

20 25 30 

Gly Ser Phe lie Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 

35 40 45 

Tyr Pro Leu Asn Asn Phe Ser Val Ala Lys Cys Gin Leu Met Lys Thr 
50 55 60 
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Glu 


Arg 


Pro 


Lys 


Pro 


Asn 


Thr 


Phe 


He 


He 


Arg 


Cys 


Leu 


Gin 


Trp 


Thr 


65 










70 










75 










80 


Thr 


Val 


He 


Glu 


Arg 


Thr 


Phe 


His 


Val 


Asp 


Thr 


Pro 


Glu 


Glu 


Arg 


Glu 










85 










90 










95 




Glu 


Trp 


Thr 


Glu 


Ala 


He 


Gin 


Ala 


Val 


Ala 


Asp 


Arg 


Leu 


Gin 


Arg 


Gin 








100 










105 










110 






Glu 


Glu 


Glu 


Arg 


Met 


Asn 


Cys 


Ser 


Pro 


Thr 


Ser 


Gin 


He 


Asp 


Asn 


He 






115 










120 










125 








Gly 


Glu 


Glu 


Glu 


Met 


Asp 


Ala 


Ser 


Thr 


Thr 


His 


His 


Lys 


Arg 


Lys 


Thr 




130 










135 










140 










Met 


Asn 


Asp 


Phe 


Asp 


Tyr 


Leu 


Lys 


Leu 


Leu 


Gly 


Lys 


Gly 


Thr 


Phe 


Gly 


145 










150 










155 










160 


Lys 


Val 


He 


Leu 


Val 


Arg 


Glu 


Lys 


Ala 


Ser 


Gly 


Lys 


Tyr 


Tyr 


Ala 


Met 










165 










170 










175 




Lys 


He 


Leu 


Lys 


Lys 


Glu 


Val 


He 


He 


Ala 


Lys 


Asp 


Glu 


Val 


Ala 


His 








180 










185 










190 






Thr 


Leu 


Thr 


Glu 


Ser 


Arg 


Val 


Leu 


Lys 


Asn 


Thr 


Arg 


His 


Pro 


Phe 


Leu 






195 










200 










205 








Thr 


Ser 


Leu 


Lys 


Tyr 


Ser 


Phe 


Gin 


Thr 


Lys 


Asp 


Arg 


Leu 


Cys 


Phe 


Val 




210 










215 










220 










Met 


Glu 


Tyr 


Val 


Asn 


Gly 


Gly 


Glu 


Leu 


Phe 


Phe 


His 


Leu 


Ser 


Arg 


Glu 


225 










230 










235 










240 


Arg 


Val 


Phe 


Ser 


Glu 


Asp 


Arg 


Thr 


Arg 


Phe 


Tyr 


Gly 


Ala 


Glu 


He 


Val 










245 










250 










255 




Ser 


Ala 


Leu 


Asp 


Tyr 


Leu 


His 


Ser 


Gly 


Lys 


He 


Val 


Tyr 


Arg 


Asp 


Leu 








260 










265 










270 






Lys 


Leu 


Glu 


Asn 


Leu 


Met 


Leu 


Asp 


Lys 


Asp 


Gly 


His 


He 


Lys 


He 


Thr 






275 










280 










285 








Asp 


Phe 


Gly 


Leu 


Cys 


Lys 


Glu 


Gly 


He 


Thr 


Asp 


Ala 


Ala 


Thr 


Met 


Lys 




290 










295 










300 










Thr 


Phe 


Cys 


Gly 


Thr 


Pro 


Glu 


Tyr 


Leu 


Ala 


Pro 


Glu 


Val 


Leu 


Glu 


Asp 


305 










310 










315 










320 


Asn 


Asp 


Tyr 


Gly 


Arg 


Ala 


Val 


Asp 


Trp 


Trp 


Gly 


Leu 


Gly 


Val 


Val 


Met 










325 










330 










335 




Tyr 


Glu 


Met 


Met 


Cys 


Gly 


Arg 


Leu 


Pro 


Phe 


Tyr 


Asn 


Gin 


Asp 


His 


Glu 








340 










345 










350 






Lys 


Leu 


Phe 


Glu 


Leu 


He 


Leu 


Met 


Glu 


Asp 


He 


Lys 


Phe 


Pro 


Arg 


Thr 






355 










360 










365 








Leu 


Ser 


Ser 


Asp 


Ala 


Lys 


Ser 


Leu 


Leu 


Ser 


Gly 


Leu 


Leu 


He 


Lys 


Asp 




370 










375 










380 










Pro 


Asn 


Lys 


Arg 


Leu 


Gly 


Gly 


Gly 


Pro 


Asp 


Asp 


Ala 


Lys 


Glu 


He 


Met 


385 










390 










395 










400 


Arg 


His 


Ser 


Phe 


Phe 


Ser 


Gly 


Val 


Asn 


Trp 


Gin 


Asp 


Val 


Tyr 


Asp 


Lys 










405 










410 










415 




Lys 


Leu 


Val 


Pro 


Pro 


Phe 


Lys 


Pro 


Gin 


Val 


Thr 


Ser 


Glu 


Thr 


Asp 


Thr 








420 










425 










430 






Arg 


Tyr 


Phe 


Asp 


Glu 


Glu 


Phe 


Thr 


Ala 


Gin 


Thr 


He 


Thr 


He 


Thr 


Pro 






435 










440 










445 








Pro 


Glu 


Lys 


Tyr 


Asp 


Glu 


Asp 


Gly 


Met 


Asp 


Cys 


Met 


Asp 


Asn 


Glu 


Arg 




450 










455 










460 










Arg 


Pro 


His 


Phe 


Pro 


Gin 


Phe 


Ser 


Tyr 


Ser 


Ala 


Ser 


Gly 


Arg 


Glu 





465 470 475 



<210> 109 

<211> 3941 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (213) . . . (1748) 
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<221> misc_f eature 
<222> (1) . . . (3941) 
<223> n = A, T , C or G 



<400> 109 

ttgggaaacc cctacctgtc tgtacctgta ggtcttttct ctggggtctg gaagaagaat 60 
ccttcaatat cttgccttct ggtaatctga gagcagggcg agaaaaggaa gatcagagtt 120 
ccacccttaa atctgtaggt tttcactccc ccactctcct ttgcagtccc gtggagtctc 180 
catctgagcc ctttcctagt ccaggcatcc eg atg ttg gtg gat ggc cca tct 233 

Met Leu Val Asp Gly Pro Ser 
1 5 



gag egg cca gee ctg tgc ttc ttg ctg ttg get gtg gca atg tct ttc 
Glu Arg Pro Ala Leu Cys Phe Leu Leu Leu Ala Val Ala Met Ser Phe 
10 15 20 



281 



ttc ggc tea get eta tec ata gat gaa aca egg gcg cat ctg ttg ttg 
Phe Gly Ser Ala Leu Ser lie Asp Glu Thr Arg Ala His Leu Leu Leu 
25 30 35 



329 



aaa gaa aag atg atg egg etc ggg ggg egg ctg gtg ctg aac acc aag 
Lys Glu Lys Met Met Arg Leu Gly Gly Arg Leu Val Leu Asn Thr Lys 
40 45 50 55 



377 



gag gag ctg gee aat gag agg etc atg acg etc aaa ate get gag atg 
Glu Glu Leu Ala Asn Glu Arg Leu Met Thr Leu Lys lie Ala Glu Met 
60 65 70 



425 



aag gag gee atg agg acc ctg ata ttc cca ccc age atg cac ttt ttc 
Lys Glu Ala Met Arg Thr Leu lie Phe Pro Pro Ser Met His Phe Phe 
75 80 85 



473 



cag gee aag cat etc att gag aga agt caa gtg ttt aat att eta agg 
Gin Ala Lys His Leu lie Glu Arg Ser Gin Val Phe Asn lie Leu Arg 
90 95 100 



521 



atg atg cca aaa ggg get gee ttg cac etc cat gac att ggc ate gtg 
Met Met Pro Lys Gly Ala Ala Leu His Leu His Asp lie Gly lie Val 
105 110 115 



569 



act atg gac tgg ctg gtg agg aat gtc acc tac agg cct cac tgc cac 
Thr Met Asp Trp Leu Val Arg Asn Val Thr Tyr Arg Pro His Cys His 
120 125 130 135 



617 



ate tgt ttc acc cca agg ggg ate atg cag ttc aga ttt get cac cca 
lie Cys Phe Thr Pro Arg Gly lie Met Gin Phe Arg Phe Ala His Pro 
140 145 150 



665 



act ccc cgt cca tea gaa aaa tgt tec aag tgg att ctg ctg gag gat 
Thr Pro Arg Pro Ser Glu Lys Cys '"Ser Lys Trp lie Leu Leu Glu Asp 
155 160 165 



713 



tat egg aag egg gtg cag aac gtc act gag ttt gat gac age ttg ctg 
Tyr Arg Lys Arg Val Gin Asn Val Thr Glu Phe Asp Asp Ser Leu Leu 
170 175 180 



761 



agg aat ttc act ctg gtg acc cag cac ccg gag gtg att tac aca aac 
Arg Asn Phe Thr Leu Val Thr Gin His Pro Glu Val lie Tyr Thr Asn 
185 190 195 



809 



caa aat gtt gtc tgg teg aaa ttt gaa acc ate ttc ttc acc ate tct 



857 



250 



Gin Asn Val Val Trp Ser Lys Phe Glu Thr lie Phe Phe Thr lie Ser 
200 205 210 215 

ggt etc ate cat tac gca cca gtg ttc aga gac tat gtc ttc egg age 905 
Gly Leu lie His Tyr Ala Pro Val Phe Arg Asp Tyr Val Phe Arg Ser 
220 225 230 

atg cag gag ttc tac gag gac aac gtg etc tac atg gag ate aga gee 953 
Met Gin Glu Phe Tyr Glu Asp Asn Val Leu Tyr Met Glu lie Arg Ala 
235 240 245 

agg ctg ctg ccg gtg tat gag etc agt gga gag cac cat gac gaa gag 1001 
Arg Leu Leu Pro Val Tyr Glu Leu Ser Gly Glu His His Asp Glu Glu 
250 255 260 

tgg tea gtg aag act tac cag gaa gta get cag aag ttt gtg gaa act 1049 
Trp Ser Val Lys Thr Tyr Gin Glu Val Ala Gin Lys Phe Val Glu Thr 
265 270 275 

cac cct gag ttt att gga ate aaa ate att tat teg gat cac aga tec 1097 
His Pro Glu Phe lie Gly lie Lys lie lie Tyr Ser Asp His Arg Ser 
280 285 290 295 

aaa gat gtg get gtc ate gca gaa tec ate cga atg gee atg ggg etc 1145 
Lys Asp Val Ala Val lie Ala Glu Ser lie Arg Met Ala Met Gly Leu 
300 305 310 

cga ate aag ttc ccc acg gtg gtg gca ggg ttt gac ctg gtg ggg cat 1193 
Arg lie Lys Phe Pro Thr Val Val Ala Gly Phe Asp Leu Val Gly His 
315 320 325 

gag gac act ggc cac tec ttg cgt gac tac aag gaa get ctg atg ate 1241 
Glu Asp Thr Gly His Ser Leu Arg Asp Tyr Lys Glu Ala Leu Met lie 
330 335 340 

ccc gee aag gat ggc gtt aag ctg cct tac ttc ttc cac gec gga gaa 1289 
Pro Ala Lys Asp Gly Val Lys Leu Pro Tyr Phe Phe His Ala Gly Glu 
345 350 355 

aca gac tgg cag ggt act tec ata gac agg aac att ctg gat get ctg 1337 
Thr Asp Trp Gin Gly Thr Ser lie Asp Arg Asn lie Leu Asp Ala Leu 
360 365 370 375 

atg ctg aac act ace aga ate ggc cat gga ttt get ttg age aaa cac 1385 
Met Leu Asn Thr Thr Arg lie Gly His Gly Phe Ala Leu Ser Lys His 
380 385 390 

ccc gca gtc agg act tac tec tgg aaa aag gac ate ccc ata gaa gtc 1433 
Pro Ala Val Arg Thr Tyr Ser Trp Lys Lys Asp lie Pro lie Glu Val 
395 400 405 

tgt ccc ate tct aac cag gtg ctg aaa ctg gtg tct gac ttg agg aac 1481 
Cys Pro lie Ser Asn Gin Val Leu Lys Leu Val Ser Asp Leu Arg Asn 
410 415 420 

cac cct gta gee act ctg atg gee act ggg cac ccc atg gtg ate age 1529 
His Pro Val Ala Thr Leu Met Ala Thr Gly His Pro Met Val He Ser 
425 430 435 

tct gat gac cca get atg ttt ggt gee aaa ggc ttg tec tat gat ttc 1577 
Ser Asp Asp Pro Ala Met Phe Gly Ala Lys Gly Leu Ser Tyr Asp Phe 
440 445 450 455 



251 



tat gag gtc ttc atg ggc att ggg ggg atg aag get gac ctg agg acc 
Tyr Glu Val Phe Met Gly lie Gly Gly Met Lys Ala Asp Leu Arg Thr 
460 465 470 



1625 



etc aaa cag ctg gec atg aac tct ate aag tac agt acc ctg ttg gag 1673 
Leu Lys Gin Leu Ala Met Asn Ser lie Lys Tyr Ser Thr Leu Leu Glu 
475 480 485 



agt gag aaa aat act ttc atg gaa ate tgg aag aag aga tgg gat aag 
Ser Glu Lys Asn Thr Phe Met Glu lie Trp Lys Lys Arg Trp Asp Lys 
490 495 500 



1721 



ttc ata gca gat gtg get aca aag tga ggagaagcta gccagccctc 
Phe lie Ala Asp Val Ala Thr Lys * 
505 510 



1768 



tacaagctgt 
tgtgcccatg 
tgagcaaatt 
ttttctcctc 
tgatctctgt 
atttttttat 
acaatggtgc 
catcagcctc 
catttttagt 
aggtgatcca 
cctggcctat 
ttttcctggg 
cccacattta 
ttctgaaccc 
agagtgtctt 
ctcccgaagt 
tggcctttcc 
gaaattttca 
ccctcatctg 
agaatgeate 
ccaagctacc 
ttccctttgc 
ttgttttgtt 
tcggctcact 
gtagctggga 
atggggtttc 
cttcggcctc 
cttttaaaag 
gtacacccca 
cttcctctcc 
ctcggctcta 
tccccttttg 
cagagaggtt 
gcctctaatc 
gactgtaagc 
ctaacccaga 
aaaaaaaaaa 



cttcttgcac 
aaatcaatgg 
catcctctgg 
tctctggcca 
gctgtttcct 
ttttgtattt 
gatctcagct 
ccgagtagtt 
agagacaggt 
ctcgcccctt 
tctggtctct 
tggtctcatc 
tttatgeact 
tcagtctctt 
gctatgttgc 
gctgggatta 
catagctggt 
gtgeaagtet 
gactccagcg 
ccgcatccag 
atactcctgc 
ctcctccagc 
tgagatggag 
gcaacttcca 
ttacaggcat 
actatgttgg 
ccaaagcact 
atcaaattaa 
tgtctccaca 
cagtcaccca 
taccgtgcct 
tcttgcccac 
ttcctgtgct 
acagcttata 
cccatgtggg 
gcctgggccc 
nta 



acgctgtcac 
cctctgtatg 
aaatattctc 
tttcttccag 
caggactcag 
tttcgagatg 
cagtgcaacc 
ggaattatag 
tttcaccatg 
ggctcccaaa 
ttaactctct 
cattcctttg 
tggagagctc 
ccctttaaac 
ccaggctggt 
ctgacatgag 
gaaggacacc 
tgatgctgcg 
gtggcttctt 
actccagcgg 
ctgagctatg 
tcatttttca 
tctcgttctg 
ctcccgggtt 
gcaccaccat 
ccaggctggt 
gggattacag 
atcaggtcac 
gggcatacag 
gagggcccca 
gggtcttttc 
tcctgtttac 
cgccctgttt 
ateggatatt 
caggcgctca 
aaagctagtt 



ttcctctcac 
gagcgaccct 
tctcagccac 
tttccctatt 
tcctgggctc 
gagttttget 
tccgccaccc 
gcatgtgcca 
ttggcgagct 
gtgctggaat 
cctctttatt 
ctttttcata 
acaggaatct 
ctttcttttt 
ctccaactca 
ccaccacact 
tccatccatt 
ccgtccccca 
gatgetgege 
tggtgctcta 
acaacagcct 
cagtgtagaa 
ttgcccaggg 
caageggatt 
geceggataa 
ctcgaacacc 
gcgtgagcca 
tectttgett 
catccgattt 
accccggcgg 
tctttctctc 
ccttcaagtt 
ctctcaggaa 
tatttctgtg 
tgattgtttc 
agtactcaat 



tcgttcttga 
gtgagaagca 
agtgacattg 
tcagagtctt 
tcttctattc 
cttgttgccc 
gggttcaggc 
ccacacccag 
ggtatccaac 
tacaggegtt 
tctcttctct 
ccatttattt 
cagaaactga 
ctctacttta 
agtgatcctc 
cagcccttta 
ccacgcagtt 
ctccctacat 
ggtcccccac 
cctgcacgct 
cctcactgat 
tgacattttg 
tggagtgcag 
ctcgtgcctc 
tttttgtatt 
tgacttcgtg 
cccggcctgg 
acaaegcagt 
aatctggatc 
ccctttcttc 
tgcctggaac 
tcaagttcat 
gccttgctct 
tctacagtct 
tgattgtttc 
aaacaatgea 



atcagctcca 
cttggctggc 
accctcttgg 
ctcctctctc 
tggtctcttt 
aggctggagt 
aattctcttg 
ctgatttttg 
tcttgacctc 
agccaccatg 
ctctgtacac 
gttaatgatt 
tgaggtacaa 
atttttctaa 
ctgccgcagt 
aacctttccc 
gctcaaagca 
cagaaegcat 
tccctacatc 
gttgccaagt 
ctcccctttc 
tttgtttgtt 
eggtgegate 
agcctcctga 
tttagtagag 
gtccacccgc 
cctagaatga 
gcgtttagag 
cattccggcg 
ctcaaatgtc 
attccttctt 
gtcactgtct 
tttccatcat 
tgccctgcca 
aegcatgetg 
ttgaaaaaaa 



1828 
1888 
1948 
2008 
2068 
2128 
2188 
2248 
2308 
2368 
2428 
2488 
2548 
2608 
2668 
2728 
2788 
2848 
2908 
2968 
3028 
3088 
3148 
3208 
3268 
3328 
3388 
3448 
3508 
3568 
3628 
3688 
3748 
3808 
3868 
3928 
3941 



<210> 110 
<211> 511 
<212> PRT 

<213> Homo Sapiens 



<400> 110 

Met Leu Val Asp Gly Pro Ser Glu Arg Pro Ala Leu Cys Phe Leu Leu 
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1 








5 










10 










15 




Leu 


Ala 


Val 


Ala 


Met 


Ser 


Phe 


Phe 


Gly 


Ser 


Ala 


Leu 


Ser 


He 


Asp 


Glu 








20 










25 










30 






Thr 


Arg 


Ala 


His 


Leu 


Leu 


Leu 


Lys 


Glu 


Lys 


Met 


Met 


Arg 


Leu 


Gly 


Gly 






35 










40 










45 








Arg 


Leu 


Val 


Leu 


Asn 


Thr 


Lys 


Glu 


Glu 


Leu 


Ala 


Asn 


Glu 


Arg 


Leu 


Met 




50 










55 










60 










Thr 


Leu 


Lys 


He 


Ala 


Glu 


Met 


Lys 


Glu 


Ala 


Met 


Arg 


Thr 


Leu 


He 


Phe 


65 










70 










75 










80 


Pro 


Pro 


Ser 


Met 


His 


Phe 


Phe 


Gin 


Ala 


Lys 


His 


Leu 


He 


Glu 


Arg 


Ser 










85 










90 










95 




Gin 


Val 


Phe 


Asn 


He 


Leu 


Arg 


Met 


Met 


Pro 


Lys 


Gly 


Ala 


Ala 


Leu 


His 








100 










105 










110 






Leu 


His 


Asp 


He 


Gly 


He 


Val 


Thr 


Met 


Asp 


Trp 


Leu 


Val 


Arg 


Asn 


Val 






115 










120 










125 








Thr 


Tyr 


Arg 


Pro 


His 


Cys 


His 


He 


Cys 


Phe 


Thr 


Pro 


Arg 


Gly 


He 


Met 




130 










135 










140 










Gin 


Phe 


Arg 


Phe 


Ala 


His 


Pro 


Thr 


Pro 


Arg 


Pro 


Ser 


Glu 


Lys 


Cys 


Ser 


145 










150 










155 










160 


Lys 


Trp 


He 


Leu 


Leu 


Glu 


Asp 


Tyr 


Arg 


Lys 


Arg 


Val 


Gin 


Asn 


Val 


Thr 










165 










170 










175 




Glu 


Phe 


Asp 


Asp 


Ser 


Leu 


Leu 


Arg 


Asn 


Phe 


Thr 


Leu 


Val 


Thr 


Gin 


His 








180 










185 










190 






Pro 


Glu 


Val 


He 


Tyr 


Thr 


Asn 


Gin 


Asn 


Val 


Val 


Trp 


Ser 


Lys 


Phe 


Glu 






195 










200 










205 








Thr 


He 


Phe 


Phe 


Thr 


He 


Ser 


Gly 


Leu 


He 


His 


Tyr 


Ala 


Pro 


Val 


Phe 




210 










215 










220 










Arg 


Asp 


Tyr 


Val 


Phe 


Arg 


Ser 


Met 


Gin 


Glu 


Phe 


Tyr 


Glu 


Asp 


Asn 


Val 


225 










230 










235 










240 


Leu 


Tyr 


Met 


Glu 


He 


Arg 


Ala 


Arg 


Leu 


Leu 


Pro 


Val 


Tyr 


Glu 


Leu 


Ser 










245 










250 










255 




Gly 


Glu 


His 


His 


Asp 


Glu 


Glu 


Trp 


Ser 


Val 


Lys 


Thr 


Tyr 


Gin 


Glu 


Val 








260 










265 










270 






Ala 


Gin 


Lys 


Phe 


Val 


Glu 


Thr 


His 


Pro 


Glu 


Phe 


He 


Gly 


He 


Lys 


He 






275 










280 










285 








He 


Tyr 


Ser 


Asp 


His 


Arg 


Ser 


Lys 


Asp 


Val 


Ala 


Val 


He 


Ala 


Glu 


Ser 




290 










295 










300 










He 


Arg 


Met 


Ala 


Met 


Gly 


Leu 


Arg 


He 


Lys 


Phe 


Pro 


Thr 


Val 


Val 


Ala 


305 










310 










315 










320 


Gly 


Phe 


Asp 


Leu 


Val 


Gly 


His 


Glu 


Asp 


Thr 


Gly 


His 


Ser 


Leu 


Arg 


Asp 










325 










330 










335 




Tyr 


Lys 


Glu 


Ala 


Leu 


Met 


He 


Pro 


Ala 


Lys 


Asp 


Gly 


Val 


Lys 


Leu 


Pro 








340 










345 










350 






Tyr 


Phe 


Phe 


His 


Ala 


Gly 


Glu 


Thr 


Asp 


Trp 


Gin 


Gly 


Thr 


Ser 


He 


Asp 






355 










360 










365 








Arg 


Asn 


He 


Leu 


Asp 


Ala 


Leu 


Met 


Leu 


Asn 


Thr 


Thr 


Arg 


He 


Gly 


His 




370 










375 










380 










Gly 


Phe 


Ala 


Leu 


Ser 


Lys 


His 


Pro 


Ala 


Val 


Arg 


Thr 


Tyr 


Ser 


Trp 


Lys 


385 










390 










395 










400 


Lys 


Asp 


He 


Pro 


He 


Glu 


Val 


Cys 


Pro 


He 


Ser 


Asn 


Gin 


Val 


Leu 


Lys 










405 










410 










415 




Leu 


Val 


Ser 


Asp 


Leu 


Arg 


Asn 


His 


Pro 


Val 


Ala 


Thr 


Leu 


Met 


Ala 


Thr 








420 










425 










430 






Gly 


His 


Pro 


Met 


Val 


He 


Ser 


Ser 


Asp 


Asp 


Pro 


Ala 


Met 


Phe 


Gly 


Ala 






435 










440 










445 








Lys 


Gly 


Leu 


Ser 


Tyr 


Asp 


Phe 


Tyr 


Glu 


Val 


Phe 


Met 


Gly 


He 


Gly 


Gly 




450 










455 










460 










Met 


Lys 


Ala 


Asp 


Leu 


Arg 


Thr 


Leu 


Lys 


Gin 


Leu 


Ala 


Met 


Asn 


Ser 


He 


465 










470 










475 










480 


Lys 


Tyr 


Ser 


Thr 


Leu 


Leu 


Glu 


Ser 


Glu 


Lys 


Asn 


Thr 


Phe 


Met 


Glu 


He 










485 










490 










495 




Trp 


Lys 


Lys 


Arg 


Trp 


Asp 


Lys 


Phe 


He 


Ala 


Asp 


Val 


Ala 


Thr 


Lys 
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500 



505 



510 



<210> 111 

<211> 1920 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (61) . . . (1905) 
<400> 111 

ttggctttgg ccctcgtcat cctgcccacc cagcggggct tcccaaccca ccacacagcc 60 
atg gac ggg aag gtg gca gtg caa gag tat ggg cct cct gca gtc tec 108 
Met Asp Gly Lys Val Ala Val Gin Glu Tyr Gly Pro Pro Ala Val Ser 
15 10 15 

tgg gtc ccc gag gag gga gag aag ttg gac cag gaa gac gag gac cag 156 
Trp Val Pro Glu Glu Gly Glu Lys Leu Asp Gin Glu Asp Glu Asp Gin 
20 25 30 

gtg aag gat egg ggc caa tgg acc aac aag atg gag ttt gtg ctg tea 204 
Val Lys Asp Arg Gly Gin Trp Thr Asn Lys Met Glu Phe Val Leu Ser 
35 40 45 

gtg gee ggg gag ate att ggg ctg ggc aat gtc tgg agg ttt ccc tat 252 
Val Ala Gly Glu He He Gly Leu Gly Asn Val Trp Arg Phe Pro Tyr 
50 55 60 

etc tgc tac aaa aac gga ggt gga gee ttc ttc ate ccc tac ttc ate 300 
Leu Cys Tyr Lys Asn Gly Gly Gly Ala Phe Phe He Pro Tyr Phe He 
65 70 75 80 

ttc ttc ttt gtc tgc ggc ate ccg gtg ttc ttc ctg gag gtg gcg ttg 348 
Phe Phe Phe Val Cys Gly He Pro Val Phe Phe Leu Glu Val Ala Leu 
85 90 95 

ggc caa tac acc age caa ggg agt gtc aca gee tgg agg aag ate tgc 396 
Gly Gin Tyr Thr Ser Gin Gly Ser Val Thr Ala Trp Arg Lys He Cys 
100 105 110 

ccc etc ttc cag ggc att ggt ctg gca tct gtg gtc ate gag tea tat 444 
Pro Leu Phe Gin Gly He Gly Leu Ala Ser Val Val He Glu Ser Tyr 
115 120 125 

ttg aat gtc tac tac ate ate ate ctt gee tgg get etc ttc tac ctg 492 
Leu Asn Val Tyr Tyr He He He Leu Ala Trp Ala Leu Phe Tyr Leu 
130 135 140 

ttc age tec ttc acc tct gag ctg ccc tgg acg acc tgc aac aac ttt 540 
Phe Ser Ser Phe Thr Ser Glu Leu Pro Trp Thr Thr Cys Asn Asn Phe 
145 150 155 160 

tgg aac aca gag cat tgc acg gac ttt ctg aac cac tea gga gee ggc 588 
Trp Asn Thr Glu His Cys Thr Asp Phe Leu Asn His Ser Gly Ala Gly 
165 170 175 

aca gtg acc cca ttt gag aat ttt acc tea cct gtc atg gaa ttc tgg 636 
Thr Val Thr Pro Phe Glu Asn Phe Thr Ser Pro Val Met Glu Phe Trp 
180 185 190 



254 



gag aga cga gtt ctg ggc ate acc teg ggc ate cat gac ctg ggc tec 684 
Glu Arg Arg Val Leu Gly lie Thr Ser Gly lie His Asp Leu Gly Ser 
195 200 205 

ctg cgc tgg gag ctg gee ctg tgc etc ctg etc gee tgg gtc ate tgc 732 
Leu Arg Trp Glu Leu Ala Leu Cys Leu Leu Leu Ala Trp Val lie Cys 
210 215 220 

tat ttc tgc ate tgg aag ggg gtc aag tec aca ggc aag gtg gtt tat 780 
Tyr Phe Cys lie Trp Lys Gly Val Lys Ser Thr Gly Lys Val Val Tyr 
225 230 235 240 

ttc aca gee acg ttt ccg tac ctg atg ctt gtc att ttg ctg ate aga 828 
Phe Thr Ala Thr Phe Pro Tyr Leu Met Leu Val lie Leu Leu lie Arg 
245 250 255 

ggt gtc acc ctt ccc gga gee tac cag ggc ate ate tac tac ttg aag 876 
Gly Val Thr Leu Pro Gly Ala Tyr Gin Gly lie lie Tyr Tyr Leu Lys 
260 265 270 

cca gat ttg ttc cgc etc aag gac cct cag gtg tgg atg gat gcg ggc 924 
Pro Asp Leu Phe Arg Leu Lys Asp Pro Gin Val Trp Met Asp Ala Gly 
275 280 285 

acc cag ate ttc ttc tec ttt gee ate tgc cag ggg tgc ctg aca gee 972 
Thr Gin lie Phe Phe Ser Phe Ala lie Cys Gin Gly Cys Leu Thr Ala 
290 295 300 

ctg ggc age tac aac aag tat cac aac aac tgc tac aag gac tgc ate 102 0 
Leu Gly Ser Tyr Asn Lys Tyr His Asn Asn Cys Tyr Lys Asp Cys lie 
305 310 315 320 

gee etc tgc ttc ctg aac agt gee acc age ttt gtg get ggg ttt gtt 1068 
Ala Leu Cys Phe Leu Asn Ser Ala Thr Ser Phe Val Ala Gly Phe Val 
325 330 335 

gtc ttc tec ate ctg ggc ttc atg tec caa gag caa ggg gtg ccc att 1116 
Val Phe Ser lie Leu Gly Phe Met Ser Gin Glu Gin Gly Val Pro lie 
340 345 350 

tct gaa gtg gee gag tea ggt cct ggg ctg gee ttc ate gee ttc ccc 1164 
Ser Glu Val Ala Glu Ser Gly Pro Gly Leu Ala Phe lie Ala Phe Pro 
355 360 365 

aag get gtg act atg atg ccc tta tec cag ctg tgg tec tgc ctg ttc 1212 
Lys Ala Val Thr Met Met Pro Leu Ser Gin Leu Trp Ser Cys Leu Phe 
370 375 380 

ttt ate atg etc ata ttc eta ggg ctg gac age cag ttt gtc tgt gtg 1260 
Phe lie Met Leu lie Phe Leu Gly Leu Asp Ser Gin Phe Val Cys Val 
385 390 395 400 

gag tgc ctg gtg aca gee tec ata gac atg ttc ccc agg cag etc egg 1308 
Glu Cys Leu Val Thr Ala Ser lie Asp Met Phe Pro Arg Gin Leu Arg 
405 410 415 

aag age ggg egg cgc gag etc etc ate etc acc ate gee gtc atg tgc 1356 
Lys Ser Gly Arg Arg Glu Leu Leu lie Leu Thr He Ala Val Met Cys 
420 425 430 

tac ctg ata ggg ctt ttc ctg gtc acc gag ggc ggg atg tac ate ttc 1404 
Tyr Leu He Gly Leu Phe Leu Val Thr Glu Gly Gly Met Tyr He Phe 
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435 



440 



445 



cag ctg ttt gac tac tat get tec agt ggc ata tgc ctg ctg ttc ctg 1452 
Gin Leu Phe Asp Tyr Tyr Ala Ser Ser Gly lie Cys Leu Leu Phe Leu 
450 455 460 

tea ttg ttt gaa gtg gtc tgc ata age tgg gtg tat ggg gcg gac cgt 1500 
Ser Leu Phe Glu Val Val Cys lie Ser Trp Val Tyr Gly Ala Asp Arg 
465 470 475 480 

ttc tat gac aac att gag gac atg att ggc tac egg cca tgg ccc ctg 1548 
Phe Tyr Asp Asn lie Glu Asp Met lie Gly Tyr Arg Pro Trp Pro Leu 
485 490 495 

gtg aag ate tec tgg etc ttc ctg ace cct gga ctt tgc ctg gee act 1596 
Val Lys lie Ser Trp Leu Phe Leu Thr Pro Gly Leu Cys Leu Ala Thr 
500 505 510 

ttc etc ttc tec ttg age aag tac acc ccc etc aag tac aac aac gtc 1644 
Phe Leu Phe Ser Leu Ser Lys Tyr Thr Pro Leu Lys Tyr Asn Asn Val 
515 520 525 

tat gtg tac ccg ccc tgg gga tac tec att ggc tgg ttc ctg get ctg 1692 
Tyr Val Tyr Pro Pro Trp Gly Tyr Ser lie Gly Trp Phe Leu Ala Leu 
530 535 540 

tec tec atg gtc tgt gtc cca etc ttc gtc gtc ate acc etc ctg aag 1740 
Ser Ser Met Val Cys Val Pro Leu Phe Val Val lie Thr Leu Leu Lys 
545 550 555 560 

act egg ggt cct ttc agg aag cgt ctg cgt cag etc ate acc cct gac 1788 
Thr Arg Gly Pro Phe Arg Lys Arg Leu Arg Gin Leu lie Thr Pro Asp 
565 570 575 

tec agt ctg cca cag ccc aag caa cat ccc tgc ttg gat ggc agt get 183 6 
Ser Ser Leu Pro Gin Pro Lys Gin His Pro Cys Leu Asp Gly Ser Ala 
580 585 590 

ggc egg aac ttt ggg ccc tec cca aca agg gaa gga ctg ata gee ggg 1884 
Gly Arg Asn Phe Gly Pro Ser Pro Thr Arg Glu Gly Leu lie Ala Gly 
595 600 605 

gag aag gag acc cat ttg tag ggtgtgacca gaggc 192 0 

Glu Lys Glu Thr His Leu * 
610 



<210> 112 
<211> 614 
<212> PRT 

<213> Homo Sapiens 
<400> 112 

Met Asp Gly Lys Val Ala Val Gin Glu Tyr Gly Pro Pro Ala Val Ser 

15 10 15 

Trp Val Pro Glu Glu Gly Glu Lys Leu Asp Gin Glu Asp Glu Asp Gin 

20 25 30 

Val Lys Asp Arg Gly Gin Trp Thr Asn Lys Met Glu Phe Val Leu Ser 

35 40 45 

Val Ala Gly Glu lie lie Gly Leu Gly Asn Val Trp Arg Phe Pro Tyr 

50 55 60 

Leu Cys Tyr Lys Asn Gly Gly Gly Ala Phe Phe lie Pro Tyr Phe lie 
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65 

Phe Phe Phe Val 

Gly Gin Tyr Thr 
100 

Pro Leu Phe Gin 
115 

Leu Asn Val Tyr 
13 0 

Phe Ser Ser Phe 
145 

Trp Asn Thr Glu 

Thr Val Thr Pro 
180 

Glu Arg Arg Val 
195 

Leu Arg Trp Glu 
210 

Tyr Phe Cys lie 
225 

Phe Thr Ala Thr 

Gly Val Thr Leu 
260 

Pro Asp Leu Phe 
275 

Thr Gin He Phe 
290 

Leu Gly Ser Tyr 
305 

Ala Leu Cys Phe 

Val Phe Ser He 
340 

Ser Glu Val Ala 
355 

Lys Ala Val Thr 
370 

Phe He Met Leu 
385 

Glu Cys Leu Val 

Lys Ser Gly Arg 
420 

Tyr Leu He Gly 
435 

Gin Leu Phe Asp 
450 

Ser Leu Phe Glu 
465 

Phe Tyr Asp Asn 

Val Lys He Ser 
500 

Phe Leu Phe Ser 
515 

Tyr Val Tyr Pro 
530 

Ser Ser Met Val 
545 

Thr Arg Gly Pro 





70 






Cys 


Gly 


He 


Pro 


85 








Ser 


Gin 


Gly 


Ser 


Gly 


He 


Gly 


Leu 








120 


Tyr 


He 


He 


He 






135 




Thr 


Ser 


Glu 


Leu 




150 






His 


Cys 


Thr 


Asp 


165 








Phe 


Glu 


Asn 


Phe 


Leu 


Gly 


He 


Thr 








200 


Leu 


Ala 


Leu 


Cys 






215 




Trp 


Lys 


Gly 


Val 




230 






Phe 


Pro 


Tyr 


Leu 


245 








Pro 


Gly 


Ala 


Tyr 


Arg 


Leu 


Lys 


Asp 








280 


Phe 


Ser 


Phe 


Ala 






295 




Asn 


Lys 


Tyr 


His 




310 






Leu 


Asn 


Ser 


Ala 


325 








Leu 


Gly 


Phe 


Met 


Glu 


Ser 


Gly 


Pro 








360 


Met 


Met 


Pro 


Leu 






375 




He 


Phe 


Leu 


Gly 




390 






Thr 


Ala 


Ser 


He 


405 








Arg 


Glu 


Leu 


Leu 


Leu 


Phe 


Leu 


Val 








440 


Tyr 


Tyr 


Ala 


Ser 






455 




Val 


Val 


Cys 


He 




470 






He 


Glu 


Asp 


Met 


485 








Trp 


Leu 


Phe 


Leu 


Leu 


Ser 


Lys 


Tyr 








520 


Pro 


Trp 


Gly 


Tyr 






535 




Cys 


Val 


Pro 


Leu 




550 






Phe 


Arg 


Lys 


Arg 



75 

Val Phe Phe Leu 
90 

Val Thr Ala Trp 
105 

Ala Ser Val Val 

Leu Ala Trp Ala 
140 

Pro Trp Thr Thr 
155 

Phe Leu Asn His 
170 

Thr Ser Pro Val 
185 

Ser Gly He His 

Leu Leu Leu Ala 
220 

Lys Ser Thr Gly 
235 

Met Leu Val He 
250 

Gin Gly He He 
265 

Pro Gin Val Trp 

He Cys Gin Gly 
300 

Asn Asn Cys Tyr 
315 

Thr Ser Phe Val 
330 

Ser Gin Glu Gin 
345 

Gly Leu Ala Phe 

Ser Gin Leu Trp 
380 

Leu Asp Ser Gin 
395 

Asp Met Phe Pro 
410 

He Leu Thr He 
425 

Thr Glu Gly Gly 

Ser Gly He Cys 
460 

Ser Trp Val Tyr 
475 

He Gly Tyr Arg 
490 

Thr Pro Gly Leu 
505 

Thr Pro Leu Lys 

Ser He Gly Trp 
540 

Phe Val Val He 
555 

Leu Arg Gin Leu 
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Glu 


Val 


Ala 


Leu 






95 




Arg 


Lys 


He 


Cys 




110 






He 


Glu 


Ser 


Tyr 


125 








Leu 


Phe 


Tyr 


Leu 


Cys 


Asn 


Asn 


Phe 








160 


Ser 


Gly 


Ala 


Gly 






175 




Met 


Glu 


Phe 


Trp 




190 






Asp 


Leu 


Gly 


Ser 


205 








Trp 


Val 


He 


Cys 


Lys 


Val 


Val 


Tyr 








240 


Leu 


Leu 


He 


Arg 






255 




Tyr 


Tyr 


Leu 


Lys 




270 






Met 


Asp 


Ala 


Gly 


285 








Cys 


Leu 


Thr 


Ala 


Lys 


Asp 


Cys 


He 








320 


Ala 


Gly 


Phe 


Val 






335 




Gly 


Val 


Pro 


He 




350 






He 


Ala 


Phe 


Pro 


365 








Ser 


Cys 


Leu 


Phe 


Phe 


Val 


Cys 


Val 








400 


Arg 


Gin 


Leu 


Arg 






415 




Ala 


Val 


Met 


Cys 




430 






Met 


Tyr 


He 


Phe 


445 








Leu 


Leu 


Phe 


Leu 


Gly 


Ala 


Asp 


Arg 








480 


Pro 


Trp 


Pro 


Leu 






495 




Cys 


Leu 


Ala 


Thr 




510 






Tyr 


Asn 


Asn 


Val 


525 








Phe 


Leu 


Ala 


Leu 


Thr 


Leu 


Leu 


Lys 








560 


He 


Thr 


Pro 


Asp 



565 570 575 

Ser Ser Leu Pro Gin Pro Lys Gin His Pro Cys Leu Asp Gly Ser Ala 

580 585 590 

Gly Arg Asn Phe Gly Pro Ser Pro Thr Arg Glu Gly Leu lie Ala Gly 

595 600 605 

Glu Lys Glu Thr His Leu 
610 



<210> 113 

<211> 1097 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (11) . . . (898) 

<400> 113 

ggcacgaggg atg gtg gac age gtg tac egg ace cgc tec ctg ggg gtg 49 
Met Val Asp Ser Val Tyr Arg Thr Arg Ser Leu Gly Val 
15 10 

gcg gee gaa ggg etc ccg gac cag tac gcg gac ggg gag gcg gcg cgc 97 
Ala Ala Glu Gly Leu Pro Asp Gin Tyr Ala Asp Gly Glu Ala Ala Arg 
15 20 25 

gtg tgg cag ctg tat ate gga gac ace cgc age cgc ace gee gag tac 145 
Val Trp Gin Leu Tyr lie Gly Asp Thr Arg Ser Arg Thr Ala Glu Tyr 
30 35 40 45 

aag gca tgg ctg ctt ggg ctg ctg cgc cag cac ggc tgc cag egg gtg 193 
Lys Ala Trp Leu Leu Gly Leu Leu Arg Gin His Gly Cys Gin Arg Val 
50 55 60 

etc gac gta gee tgt ggc act ggg gtg gac tec att atg ctg gtg gaa 241 
Leu Asp Val Ala Cys Gly Thr Gly Val Asp Ser lie Met Leu Val Glu 
65 70 75 

gag ggc ttc agt gtg acg agt gtg gat gee agt gac aag atg ctg aag 2 89 
Glu Gly Phe Ser Val Thr Ser Val Asp Ala Ser Asp Lys Met Leu Lys 
80 85 90 

tat gca ctt aag gag cgc tgg aac egg egg cac gag ccc gee ttc gac 337 
Tyr Ala Leu Lys Glu Arg Trp Asn Arg Arg His Glu Pro Ala Phe Asp 
95 100 105 

aag tgg gtc ate gaa gaa gee aac tgg atg act ctg gac aaa gat gtg 3 85 
Lys Trp Val lie Glu Glu Ala Asn Trp Met Thr Leu Asp Lys Asp Val 
110 115 120 125 

ccc cag tea gca gag ggt ggc ttt gat get gtc ate tgc ctt gga aac 433 
Pro Gin Ser Ala Glu Gly Gly Phe Asp Ala Val lie Cys Leu Gly Asn 
130 135 140 

agt ttc get cac ttg cca gac tgc aaa ggg gac cag agt gag cac egg 481 
Ser Phe Ala His Leu Pro Asp Cys Lys Gly Asp Gin Ser Glu His Arg 
145 150 155 

ctg gcg ctg aaa aac att gcg age atg gtg egg gca ggg ggc eta ctg 529 
Leu Ala Leu Lys Asn lie Ala Ser Met Val Arg Ala Gly Gly Leu Leu 
160 165 170 
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gtc att gat cat cgc aac tac gac cac ate etc agt aca ggc tgt gca 577 
Val lie Asp His Arg Asn Tyr Asp His lie Leu Ser Thr Gly Cys Ala 
175 180 185 

ccc cca ggg aag aac ate tac tat aag agt gac ttg acc aag gac gtc 625 
Pro Pro Gly Lys Asn lie Tyr Tyr Lys Ser Asp Leu Thr Lys Asp Val 
190 195 200 205 

aca aca tea gtg ctg ata gtg aac aac aag gee cac atg gtg acc ctg 673 
Thr Thr Ser Val Leu lie Val Asn Asn Lys Ala His Met Val Thr Leu 
210 215 220 

gac tat acg gtg cag gtg ccg ggg get ggc cag gat ggc tct cct ggc 721 
Asp Tyr Thr Val Gin Val Pro Gly Ala Gly Gin Asp Gly Ser Pro Gly 
225 230 235 

ttg agt aag ttc egg etc tec tac tac cca cac tgt ctg gca tec ttc 769 
Leu Ser Lys Phe Arg Leu Ser Tyr Tyr Pro His Cys Leu Ala Ser Phe 
240 245 250 

acg gag ctg etc caa gca gee ttc gga ggt aag tgc cag cac age gtc 817 
Thr Glu Leu Leu Gin Ala Ala Phe Gly Gly Lys Cys Gin His Ser Val 
255 260 265 

ctg ggc gac ttc aag cct tac aag cca ggc caa acc tac att ccc tgc 865 
Leu Gly Asp Phe Lys Pro Tyr Lys Pro Gly Gin Thr Tyr lie Pro Cys 
270 275 280 285 

tac ttc ate cac gtg etc aag agg aca gac tga gtgtggcctc agctcccaca 918 
Tyr Phe lie His Val Leu Lys Arg Thr Asp * 
290 295 

agcctctgcc caggcactgc taggctctgt ctggaagatg gggaccagca gccccacacc 978 
agggccagcc tctagagcag actacagctg gggtgcaggg atgtgggttc cacagaegga 1038 
agggtaaaca atatagtctt tttcagttcc tgcaaaaaaa aaaaaaaaaa aaaaaaaaa 1097 

<210> 114 
<211> 295 
<212> PRT 

<213> Homo Sapiens 
<400> 114 

Met Val Asp Ser Val Tyr Arg Thr Arg Ser Leu Gly Val Ala Ala Glu 

15 10 15 

Gly Leu Pro Asp Gin Tyr Ala Asp Gly Glu Ala Ala Arg Val Trp Gin 

20 25 30 

Leu Tyr lie Gly Asp Thr Arg Ser Arg Thr Ala Glu Tyr Lys Ala Trp 

35 40 45 

Leu Leu Gly Leu Leu Arg Gin His Gly Cys Gin Arg Val Leu Asp Val 

50 55 60 

Ala Cys Gly Thr Gly Val Asp Ser lie Met Leu Val Glu Glu Gly Phe 
65 70 75 80 

Ser Val Thr Ser Val Asp Ala Ser Asp Lys Met Leu Lys Tyr Ala Leu 

85 90 95 

Lys Glu Arg Trp Asn Arg Arg His Glu Pro Ala Phe Asp Lys Trp Val 

100 105 110 

lie Glu Glu Ala Asn Trp Met Thr Leu Asp Lys Asp Val Pro Gin Ser 

115 120 125 

Ala Glu Gly Gly Phe Asp Ala Val lie Cys Leu Gly Asn Ser Phe Ala 

130 135 140 

His Leu Pro Asp Cys Lys Gly Asp Gin Ser Glu His Arg Leu Ala Leu 
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145 










150 










155 










160 


Lys 


Asn 


He 


Ala 


Ser 


Met 


Val 


Arg 


Ala 


Gly 


Gly 


Leu 


Leu 


Val 


He 


Asp 










165 










170 










175 




His 


Arg 


Asn 


Tyr 


Asp 


His 


He 


Leu 


Ser 


Thr 


Gly 


Cys 


Ala 


Pro 


Pro 


Gly 








180 










185 










190 






Lys 


Asn 


He 


Tyr 


Tyr 


Lys 


Ser 


Asp 


Leu 


Thr 


Lys 


Asp 


Val 


Thr 


Thr 


Ser 






195 










200 










205 








Val 


Leu 


He 


Val 


Asn 


Asn 


Lys 


Ala 


His 


Met 


Val 


Thr 


Leu 


Asp 


Tyr 


Thr 




210 










215 










220 










Val 


Gin 


Val 


Pro 


Gly Ala 


Gly 


Gin 


Asp 


Gly 


Ser 


Pro 


Gly 


Leu 


Ser 


Lys 


225 










230 










235 










240 


Phe 


Arg 


Leu 


Ser 


Tyr 


Tyr 


Pro 


His 


Cys 


Leu 


Ala 


Ser 


Phe 


Thr 


Glu 


Leu 










245 










250 










255 




Leu 


Gin 


Ala 


Ala 


Phe 


Gly 


Gly 


Lys 


Cys 


Gin 


His 


Ser 


Val 


Leu 


Gly 


Asp 








260 










265 










270 






Phe 


Lys 


Pro 


Tyr 


Lys 


Pro 


Gly 


Gin 


Thr 


Tyr 


He 


Pro 


Cys 


Tyr 


Phe 


He 






275 










280 










285 








His 


Val 


Leu 


Lys 


Arg 


Thr 


Asp 





















290 295 



<210> 115 

<211> 3363 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (259) . . . (3015) 
<400> 115 

agtgtgggct acccggccac tgccctggag ctgtggtgac tgctgcgttt ttctcccatg 60 
cacttgcacg tccaggactc ctgggagaac ttgggccaca ctccttcctt gccctcttga 120 
gctcattcgt caccctgttg ggtgagcaca gccctagctc aggccactgg gcaagccaca 18 0 
ccatccaaag aggaggtcct ctgccccagg acccccacac caccccagct ccctgttttg 240 
ctgaggcctg gagccccc atg gcc tea ctg age cga gec eta cgt gtg get 291 

Met Ala Ser Leu Ser Arg Ala Leu Arg Val Ala 
15 10 

get gcc cac cct cgc cag age cct ace egg ggc atg ggg cca tgc aac 33 9 
Ala Ala His Pro Arg Gin Ser Pro Thr Arg Gly Met Gly Pro Cys Asn 
15 20 25 

ctg tec age gca get ggc ccc aca gcc gag aag agt gtg cca tat cag 387. 
Leu Ser Ser Ala Ala Gly Pro Thr Ala Glu Lys Ser Val Pro Tyr Gin 
30 35 40 

egg acc ctg aag gag gga cag ggc ace teg gtg gtg gcc caa ggc cca 43 5 
Arg Thr Leu Lys Glu Gly Gin Gly Thr Ser Val Val Ala Gin Gly Pro 
45 50 55 

age egg ccc ctg ccc age acg gcc aac gtg gtg gtc att ggt gga ggc 483 
Ser Arg Pro Leu Pro Ser Thr Ala Asn Val Val Val He Gly Gly Gly 
60 65 70 75 

age ttg ggc tgc cag acc ctg tac cac ctg gcc aag ctg ggc atg agt 531 
Ser Leu Gly Cys Gin Thr Leu Tyr His Leu Ala Lys Leu Gly Met Ser 
80 85 90 

ggg gcg gtg ctg ctg gag egg gag egg ctg acc tec ggg acc acc tgg 57 9 
Gly Ala Val Leu Leu Glu Arg Glu Arg Leu Thr Ser Gly Thr Thr Trp 
95 100 105 
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cac acg gca 
His Thr Ala 
110 

gag ctt ctg 
Glu Leu Leu 
125 

gag acg gga 
Glu Thr Gly 
140 

gcg tec aac 
Ala Ser Asn 



ggc aag gcg 
Gly Lys Ala 



aag act ctg 
Lys Thr Leu 
190 

tat gtg ccg 
Tyr Val Pro 
205 

etc gec agg 
Leu Ala Arg 
220 

cca gtg acc 
Pro Val Thr 



gtc gcg ggt 
Val Ala Gly 



gtc aac tgt 
Val Asn Cys 
270 

gtc aag gtc 
Val Lys Val 
285 

cgc ate gag 
Arg lie Glu 
300 

tct gtc tac 
Ser Val Tyr 



gag gee aac 
Glu Ala Asn 



ggc etc ttt 



ggc ctg ctg 
Gly Leu Leu 



gee cac act 
Ala His Thr 



eta cac acg 
Leu His Thr 
145 

egg cag cgc 
Arg Gin Arg 
160 

tat ggt gtg 
Tyr Gly Val 
175 

tac ccg ctg 
Tyr Pro Leu 



cac gac ggt 
His Asp Gly 



gca get tct 
Ala Ala Ser 
225 

ggc att cgt 
Gly lie Arg 
240 

gtg gag act 
Val Glu Thr 
255 

gca gga gtg 
Ala Gly Val 



ccg ctg gtg 
Pro Leu Val 



ggg att cag 
Gly lie Gin 
305 

etc cgc etc 
Leu Arg Leu 
320 

ccc ate ttt 
Pro lie Phe 
335 

gac ctg gac 



tgg cag ctg 
Trp Gin Leu 
115 

egg egg gtg 
Arg Arg Val 
130 

ggc tgg ate 
Gly Trp lie 



ctg gac gag 
Leu Asp Glu 



gaa tec cat 
Glu Ser His 
180 

atg aat gtg 
Met Asn Val 
195 

acc atg gac 
Thr Met Asp 
210 

gee cga gga 
Ala Arg Gly 



gtg tgg acg 
Val Trp Thr 



cag cat ggt 
Gin His Gly 
260 

tgg gca agt 
Trp Ala Ser 
275 

gee atg cac 
Ala Met His 
290 

aac atg ccc 
Asn Met Pro 



caa ggg gat 
Gin Gly Asp 



tgg gag gag 
Trp Glu Glu 
340 

tgg gag gtg 



egg ccc agt 
Arg Pro Ser 



gtg age egg 
Val Ser Arg 
135 

cag aat ggg 
Gin Asn Gly 
150 

tac aag agg 
Tyr Lys Arg 
165 

gtg ctg age 
Val Leu Ser 



gac gac etc 
Asp Asp Leu 



ccc get ggc 
Pro Ala Gly 
215 

gca cag gtc 
Ala Gin Val 
230 

gat gat ttt 
Asp Asp Phe 
245 

tec ate cag 
Ser He Gin 



get gtg ggc 
Ala Val Gly 



cat gee tat 
His Ala Tyr 
295 

aat gtc cgt 
Asn Val Arg 
310 

gee ttg tct 
Ala Leu Ser 
325 

gtg tea gac 
Val Ser Asp 



ttc acc cag 



gac gtg gag 
Asp Val Glu 
120 

gag ctg gag 
Glu Leu Glu 



ggc etc ttc 
Gly Leu Phe 



etc atg teg 
Leu Met Ser 
170 

ccg gca gag 
Pro Ala Glu 
185 

tac ggg acc 
Tyr Gly Thr 
200 

acc tgt acc 
Thr Cys Thr 



att gag aac 
He Glu Asn 



ggg gtg egg 

Gly Val Arg 
250 

aca ccc tgc 
Thr Pro Cys 
265 

egg atg get 
Arg Met Ala 
280 

gtc gtc acc 
Val Val Thr 



gat cat gat 
Asp His Asp 



gtg ggt ggc 
Val Gly Gly 
330 

aag ttt gee 
Lys Phe Ala 
345 

cac att gaa 



gtg 627 
Val 



gag 67 5 
Glu 



ate 723 

He 

155 

ctg 771 
Leu 



acc 819 
Thr 



ctg 867 
Leu 



acc 915 
Thr 



tgc 963 

Cys 

235 

egg 1011 
Arg 



gtg 1059 
Val 



gga 1107 
Gly 



gag 1155 
Glu 



gee 1203 

Ala 

315 

tat 1251 
Tyr 



ttc 1299 
Phe 



ggc 1347 



261 



Gly Leu Phe Asp Leu Asp Trp Glu Val Phe Thr Gin His He Glu Gly 
350 355 360 



gcc ate aac agg gtc ccc gtg ctg gag aag aca gga ate aag tec acg 1395 
Ala He Asn Arg Val Pro Val Leu Glu Lys Thr Gly He Lys Ser Thr 
365 370 375 

gtc tgc ggc cct gaa tec ttc acg ccc gac cac aag ccc ctg atg ggg 1443 
Val Cys Gly Pro Glu Ser Phe Thr Pro Asp His Lys Pro Leu Met Gly 
380 385 390 395 

gag gca cct gag etc cga ggg ttc ttc ctg ggc tgt ggc ttc aac age 1491 
Glu Ala Pro Glu Leu Arg Gly Phe Phe Leu Gly Cys Gly Phe Asn Ser 
400 405 410 

gca gga atg atg ctg ggt ggt ggc tgt ggg cag gag ctg gcc cac tgg 1539 
Ala Gly Met Met Leu Gly Gly Gly Cys Gly Gin Glu Leu Ala His Trp 
415 420 425 

ate ate cat ggg cgc ccg gag aag gac atg cat ggc tat gac ate agg 1587 
He He His Gly Arg Pro Glu Lys Asp Met His Gly Tyr Asp He Arg 
430 435 440 

cgc ttc cat cac teg etc acg gac cac ccc cgc tgg ate cga gag cga 163 5 
Arg Phe His His Ser Leu Thr Asp His Pro Arg Trp He Arg Glu Arg 
445 450 455 

age cat gag tec tac gcc aag aac tac tec gtc gtc ttc ccc cac gat 1683 
Ser His Glu Ser Tyr Ala Lys Asn Tyr Ser Val Val Phe Pro His Asp 
460 465 470 475 

gag ccg ctg gcc ggg cgc aac atg agg aga gac ccg ctg cat gag gaa 1731 
Glu Pro Leu Ala Gly Arg Asn Met Arg Arg Asp Pro Leu His Glu Glu 
480 485 490 

etc ctt gga caa ggc tgc gtg ttc cag gag egg cat ggc tgg gag cga 1779 
Leu Leu Gly Gin Gly Cys Val Phe Gin Glu Arg His Gly Trp Glu Arg 
495 500 505 

ccg gga tgg ttt cat ccc cga ggc cca get ccg gtc etc gag tac gac 1827 
Pro Gly Trp Phe His Pro Arg Gly Pro Ala Pro Val Leu Glu Tyr Asp 
510 515 520 

tac tac ggg get tac ggg age cgc gcg cac gag gac tac gcc tac cgc 1875 
Tyr Tyr Gly Ala Tyr Gly Ser Arg Ala His Glu Asp Tyr Ala Tyr Arg 
525 530 535 

agg ctg ctg gca gac gag tac ace ttc gcc ttc ccg ccc cac cac gac 1923 
Arg Leu Leu Ala Asp Glu Tyr Thr Phe Ala Phe Pro Pro His His Asp 
540 545 550 555 

acg ate aag aag gag tgc ctg gcc tgc aga ggg gcc gcc get gtg ttt 1971 
Thr He Lys Lys Glu Cys Leu Ala Cys Arg Gly Ala Ala Ala Val Phe 
560 565 570 

gac atg tec tac ttc ggg aag ttc tac ctg gtg ggg ctg gat gca agg 2019 
Asp Met Ser Tyr Phe Gly Lys Phe Tyr Leu Val Gly Leu Asp Ala Arg 
575 580 585 

aag get gcc gac tgg etc ttc tec gca gat gtc age cga ccc cca ggc 2067 
Lys Ala Ala Asp Trp Leu Phe Ser Ala Asp Val Ser Arg Pro Pro Gly 
590 595 600 
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tec acc gtg tac acg tgc atg etc aac cac cgt ggg ggc acc gag agt 2115 
Ser Thr Val Tyr Thr Cys Met Leu Asn His Arg Gly Gly Thr Glu Ser 
605 " 610 615 

gac ctg act gtc age cgc ctg gca ccc age cac cag gee tec ccg ctg 2163 
Asp Leu Thr Val Ser Arg Leu Ala Pro Ser His Gin Ala Ser Pro Leu 
620 625 630 635 

gee ccc gee ttt gaa ggg gac ggt tac tac ctg gee atg ggc ggg gee 2211 
Ala Pro Ala Phe Glu Gly Asp Gly Tyr Tyr Leu Ala Met Gly Gly Ala 
640 645 650 

gtg gee cag cac aac tgg tec cac ate acc acc gtg ctg cag gac cag 2259 
Val Ala Gin His Asn Trp Ser His lie Thr Thr Val Leu Gin Asp Gin 
655 660 665 

aag tec cag tgc cag etc ate gac age tec gag gac ctg ggt atg ate 2307 
Lys Ser Gin Cys Gin Leu lie Asp Ser Ser Glu Asp Leu Gly Met lie 
670 675 680 

agt ate cag ggc cca gee age cga gee att ttg cag gag gtg ctg gac 2355 
Ser lie Gin Gly Pro Ala Ser Arg Ala lie Leu Gin Glu Val Leu Asp 
685 690 695 

gca gac ctg age aac gag gee ttc ccg ttc tec acc cac aag eta ctg 2403 
Ala Asp Leu Ser Asn Glu Ala Phe Pro Phe Ser Thr His Lys Leu Leu 
700 705 710 715 

aga gee gca ggg cac ctg gtc cga gee atg egg ctg tec ttt gtg ggg 2451 
Arg Ala Ala Gly His Leu Val Arg Ala Met Arg Leu Ser Phe Val Gly 
720 725 730 

gag ctg ggc tgg gag ctg cac att cca aag gcg tec tgc gtg cct gtg 2499 
Glu Leu Gly Trp Glu Leu His lie Pro Lys Ala Ser Cys Val Pro Val 
735 740 745 

tac egg get gtg atg gee gcg ggt gee aag cac ggc etc ate aac gca 2547 
Tyr Arg Ala Val Met Ala Ala Gly Ala Lys His Gly Leu lie Asn Ala 
750 755 760 

ggg tac cgc gee ate gac tec ctg age att gag aaa ggc tac egg cac 2595 
Gly Tyr Arg Ala lie Asp Ser Leu Ser lie Glu Lys Gly Tyr Arg His 
765 770 775 

tgg cac gcg gac ctg egg cca gac gac age ccc ctg gag gca ggc ctg 2 643 
Trp His Ala Asp Leu Arg Pro Asp Asp Ser Pro Leu Glu Ala Gly Leu 
780 785 790 795 

gee ttc acc tgc aag etc aag teg ccg gtg ccc ttc ctg ggg agg gag 2691 
Ala Phe Thr Cys Lys Leu Lys Ser Pro Val Pro Phe Leu Gly Arg Glu 
800 805 810 

gee ctg gag cag cag egg gee gca ggc etc cgc egg cgc ctg gtg tgc 2739 
Ala Leu Glu Gin Gin Arg Ala Ala Gly Leu Arg Arg Arg Leu Val Cys 
815 820 825 

ttc acc atg gag gac aaa gta ccc atg ttt ggc ctg gag gee ate tgg 2 7 87 
Phe Thr Met Glu Asp Lys Val Pro Met Phe Gly Leu Glu Ala lie Trp 
830 835 840 

agg aac ggc caa gtg gtg ggc cat gtc egg agg get gac ttt ggg ttc 2835 
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Arg Asn Gly Gin Val Val Gly His Val Arg Arg Ala Asp Phe Gly Phe 
845 850 855 



gcc ate gac aag acc ate gee tac ggt tac ate cat gac ccc age ggt 2 883 
Ala lie Asp Lys Thr lie Ala Tyr Gly Tyr lie His Asp Pro Ser Gly 
860 865 870 875 



ggg ccg gtc teg ctg gac ttt gtg aag age ggg gac tat gcc ctg gag 
Gly Pro Val Ser Leu Asp Phe Val Lys Ser Gly Asp Tyr Ala Leu Glu 
880 885 890 



2931 



aga atg ggg gtg acc tat ggt gcc cag get cac ctg aag teg ccc ttc 
Arg Met Gly Val Thr Tyr Gly Ala Gin Ala His Leu Lys Ser Pro Phe 
895 900 905 



2979 



gac ccc aac aac aag agg gtg aag gga ate tac tga gggctcagac 
Asp Pro Asn Asn Lys Arg Val Lys Gly lie Tyr * 
910 915 



3025 



cacatgcccc 
aggaccctgg 
cgaaaacccc 
tggaaggcag 
gctcagggac 
gataagcccc 



atcccatgct 
acccagccag 
caaaccagat 
tctctaatcc 
catggcttgt 
acgtgaaaaa 



gtccatccat 
aacttgtgcc 
aeggacagag 
accccaatcc 
agccctttcc 
aaaaaaaaaa 



tctcacaggt 
ctccctgtcc 
accaagatgg 
tcccagaaag 
aagcttctaa 
aaaaaaaa 



cccaaatggc 
ttagectagg 
cccatcctgt 
caaacctgta 
aaggtgctta 



cctgggtccc 3085 
cctagtcctg 3145 
ggtcactgac 3205 
agtgtcttgg 3265 
gtaaatactt 3325 
3363 



<210> 116 
<211> 918 
<212> PRT 

<213> Homo Sapiens 



<400> 116 

Met Ala Ser Leu Ser Arg Ala Leu Arg Val 

15 10 
Gin Ser Pro Thr Arg Gly Met Gly Pro Cys 

20 25 
Gly Pro Thr Ala Glu Lys Ser Val Pro Tyr 

35 40 
Gly Gin Gly Thr Ser Val Val Ala Gin Gly 

50 55 
Ser Thr Ala Asn Val Val Val He Gly Gly 
65 70 

Thr Leu Tyr His Leu Ala Lys Leu Gly Met 

85 90 
Glu Arg Glu Arg Leu Thr Ser Gly Thr Thr 

100 105 
Leu Trp Gin Leu Arg Pro Ser Asp Val Glu 

115 120 
Thr Arg Arg Val Val Ser Arg Glu Leu Glu 

130 135 
Thr Gly Trp He Gin Asn Gly Gly Leu Phe 
145 150 

Arg Leu Asp Glu Tyr Lys Arg Leu Met Ser 
165 170 
Val Glu Ser His Val Leu Ser Pro Ala Glu 

180 185 
Leu Met Asn Val Asp Asp Leu Tyr Gly Thr 

195 200 
Gly Thr Met Asp Pro Ala Gly Thr Cys Thr 

210 215 
Ser Ala Arg Gly Ala Gin Val lie Glu Asn 
225 230 



Ala Ala Ala His 
Asn Leu 
Gin Arg 



Pro Ser 
60 

Gly Ser 
75 

Ser Gly 

Trp His 

Val Glu 

Glu Glu 
140 
He Ala 
155 

Leu Gly 

Thr Lys 

Leu Tyr 

Thr Leu 
220 
Cys Pro 
235 



Ser Ser 

30 
Thr Leu 
45 

Arg Pro 



Leu Gly 

Ala Val 

Thr Ala 
110 
Leu Leu 
125 

Thr Gly 

Ser Asn 

Lys Ala 

Thr Leu 
190 
Val Pro 
205 

Ala Arg 
Val Thr 



Pro Arg 
15 

Ala Ala 

Lys Glu 

Leu Pro 

Cys Gin 

80 
Leu Leu 
95 

Gly Leu 

Ala His 

Leu His 

Arg Gin 
160 
Tyr Gly 
175 

Tyr Pro 

His Asp 

Ala Ala 

Gly He 
240 
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Arg 


Val 


Trp 


Thr 


Asp 


Asp 


Phe 


Gly 


Val 


Arg 


Arg 


Val 


Ala 


Gly Val 


Glu 










245 










250 










255 




Thr 


Gin 


His 


Gly 


Ser 


He 


Gin 


Thr 


Pro 


Cys 


Val 


Val 


Asn 


Cys 


Ala 


Gly 








260 










265 










270 






Val 


Trp 


Ala 


Ser 


Ala 


Val 


Gly 


Arg 


Met 


Ala 


Gly Val 


Lys 


Val 


Pro 


Leu 






275 










280 










285 








Val 


Ala 


Met 


His 


His 


Ala 


Tyr 


Val 


Val 


Thr 


Glu 


Arg 


He 


Glu 


Gly 


He 




290 










295 










300 










Gin 


Asn 


Met 


Pro 


Asn 


Val 


Arg 


Asp 


His 


Asp 


Ala 


Ser 


Val 


Tyr 


Leu 


Arg 


305 










310 










315 










320 


Leu 


Gin 


Gly 


Asp 


Ala 


Leu 


Ser 


Val 


Gly 


Gly 


Tyr 


Glu 


Ala 


Asn 


Pro 


He 










325 










330 










335 




Phe 


Trp 


Glu 


Glu 


Val 


Ser 


Asp 


Lys 


Phe 


Ala 


Phe 


Gly 


Leu 


Phe 


Asp 


Leu 








340 










345 










350 






Asp 


Trp 


Glu 


Val 


Phe 


Thr 


Gin 


His 


He 


Glu 


Gly Ala 


He 


Asn 


Arg 


Val 






355 










360 










365 








Pro 


Val 


Leu 


Glu 


Lys 


Thr 


Gly 


He 


Lys 


Ser 


Thr 


Val 


Cys 


Gly 


Pro 


Glu 




370 










375 










380 










Ser 


Phe 


Thr 


Pro 


Asp 


His 


Lys 


Pro 


Leu 


Met 


Gly 


Glu 


Ala 


Pro 


Glu 


Leu 


385 










390 










395 










400 


Arg 


Gly 


Phe 


Phe 


Leu 


Gly 


Cys 


Gly 


Phe 


Asn 


Ser 


Ala 


Gly Met 


Met 


Leu 










405 










410 










415 




Gly 


Gly 


Gly 


Cys 


Gly 


Gin 


Glu 


Leu 


Ala 


His 


Trp 


He 


He 


His 


Gly 


Arg 








420 










425 










430 






Pro 


Glu 


Lys 


Asp 


Met 


His 


Gly 


Tyr 


Asp 


He 


Arg 


Arg 


Phe 


His 


His 


Ser 






435 










440 










445 








Leu 


Thr 


Asp 


His 


Pro 


Arg 


Trp 


He 


Arg 


Glu 


Arg 


Ser 


His 


Glu 


Ser 


Tyr 




450 










455 










460 










Ala 


Lys 


Asn 


Tyr 


Ser 


Val 


Val 


Phe 


Pro 


His 


Asp 


Glu 


Pro 


Leu 


Ala 


Gly 


465 










470 










475 










480 


Arg 


Asn 


Met 


Arg 


Arg 


Asp 


Pro 


Leu 


His 


Glu 


Glu 


Leu 


Leu 


Gly 


Gin 


Gly 










485 










490 










495 




Cys 


Val 


Phe 


Gin 


Glu 


Arg 


His 


Gly 


Trp 


Glu 


Arcr 


Pro 


Gly Trp 


Phe 


His 








500 










505 










510 






Pro 


Arg 


Gly 


Pro 


Ala 


Pro 


Val 


Leu 


Glu 


Tyr 


Asp 


Tvr 


Tyr 


Gly Ala 


Tyr 






515 










520 










525 








Gly 


Ser 


Arg 


Ala 


His 


Glu 


Asp 


Tyr 


Ala 


Tyr 


Arg 


Arg 


Leu 


Leu 


Ala 


Asp 




530 










535 










540 










Glu 


Tyr 


Thr 


Phe 


Ala 


Phe 


Pro 


Pro 


His 


His 


Asp 


Thr 


He 


Lys. 


Lys 


Glu 


545 










550 










555 










560 


Cys 


Leu 


Ala 


Cys 


Arg 


Gly 


Ala 


Ala 


Ala 


Val 


Phe 


Asp 


Met 


Ser 


Tyr 


Phe 










565 










570 










575 




Gly 


Lys 


Phe 


Tyr 


Leu 


Val 


Gly 


Leu 


Asp 


Ala 


Arg 


Lys 


Ala 


Ala 


Asp 


Trp 








580 










585 










590 






Leu 


Phe 


Ser 


Ala 


Asp 


Val 


Ser 


Arg 


Pro 


Pro 


Gly 


Ser 


Thr 


Val 


Tyr 


Thr 






595 










600 










605 








Cys 


Met 


Leu 


Asn 


His 


Arg 


Gly 


Gly 


Thr 


Glu 


Ser 


Asp 


Leu 


Thr 


Val 


Ser 




610 










615 










620 










Arg 


Leu 


Ala 


Pro 


Ser 


His 


Gin 


Ala 


Ser 


Pro 


Leu 


Ala 


Pro 


Ala 


Phe 


Glu 


625 










630 










635 










640 


Gly 


Asp 


Gly 


Tyr 


Tyr 


Leu 


Ala 


Met 


Gly 


Gly 


Ala 


Val 


Ala 


Gin 


His 


Asn 










645 










650 










655 




Trp 


Ser 


His 


He 


Thr 


Thr 


Val 


Leu 


Gin 


Asp 


Gin 


Lys 


Ser 


Gin 


Cys 


Gin 








660 










665 










670 






Leu 


He 


Asp 


Ser 


Ser 


Glu 


Asp 


Leu 


Gly 


Met 


He 


Ser 


He 


Gin 


Gly 


Pro 






675 










680 










685 








Ala 


Ser 


Arg 


Ala 


He 


Leu 


Gin 


Glu 


Val 


Leu 


Asp 


Ala 


Asp 


Leu 


Ser 


Asn 




690 










695 










700 










Glu 


Ala 


Phe 


Pro 


Phe 


Ser 


Thr 


His 


Lys 


Leu 


Leu 


Arg 


Ala 


Ala 


Gly 


His 


705 










710 










715 










720 


Leu 


Val 


Arg 


Ala 


Met 


Arg 


Leu 


Ser 


Phe 


Val 


Gly 


Glu 


Leu 


Gly 


Trp 


Glu 










725 










730 










735 





265 



Leu 


His 


He 


Pro 


Lys 


Ala 


Ser 


Cys 


Val 


Pro 


Val 


Tyr 


Arg 


Ala 


Val 


Met 








740 










745 










750 






Ala 


Ala 


Gly 


Ala 


Lys 


His 


Gly 


Leu 


He 


Asn 


Ala 


Gly 


Tyr 


Arg 


Ala 


He 






755 










760 










765 








Asp 


Ser 


Leu 


Ser 


He 


Glu 


Lys 


Gly 


Tyr 


Arg 


His 


Trp 


His 


Ala 


Asp 


Leu 




770 










775 










780 










Arg 


Pro 


Asp 


Asp 


Ser 


Pro 


Leu 


Glu 


Ala 


Gly 


Leu 


Ala 


Phe 


Thr 


Cys 


Lys 


785 










790 










795 










800 


Leu 


Lys 


Ser 


Pro 


Val 


Pro 


Phe 


Leu 


Gly 


Arg 


Glu 


Ala 


Leu 


Glu 


Gin 


Gin 










805 










810 










815 




Arg 


Ala 


Ala 


Gly 


Leu 


Arg 


Arg 


Arg 


Leu 


Val 


Cys 


Phe 


Thr 


Met 


Glu 


Asp 








820 










825 










830 






Lys 


Val 


Pro 


Met 


Phe 


Gly 


Leu 


Glu 


Ala 


He 


Trp 


Arg 


Asn 


Gly 


Gin 


Val 






835 










840 










845 








Val 


Gly 


His 


Val 


Arg 


Arg 


Ala 


Asp 


Phe 


Gly 


Phe 


Ala 


He 


Asp 


Lys 


Thr 




850 










855 










860 










He 


Ala 


Tyr 


Gly 


Tyr 


He 


His 


Asp 


Pro 


Ser 


Gly 


Gly 


Pro 


Val 


Ser 


Leu 


865 










870 










875 










880 


Asp 


Phe 


Val 


Lys 


Ser 


Gly 


Asp 


Tyr 


Ala 


Leu 


Glu 


Arg 


Met 


Gly 


Val 


Thr 










885 










890 










895 




Tyr 


Gly 


Ala 


Gin 


Ala 


His 


Leu 


Lys 


Ser 


Pro 


Phe 


Asp 


Pro 


Asn 


Asn 


Lys 








900 










905 










910 






Arg 


Val 


Lys 


Gly 


He 


Tyr 























915 



<210> 117 

<211> 2431 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (125) . . . (1639) 
<400> 117 

ggcacgaggc cgggagcaga gcgaaccgca ccggcccgag cggagcgccg cacgttccca 60 
accgcgaggc cagacatctg actgttggtg tgagaccagt gctcctggtg gtgtgccctg 12 0 
agcc atg gag gcg cct ttg cag aca gag atg gtg gag ctg gtg ccc aat 169 
Met Glu Ala Pro Leu Gin Thr Glu Met Val Glu Leu Val Pro Asn 
1 5 10 15 

ggc aaa cac tea gag ggg ctg etc ccg gtc ate ace ccc atg gca ggc 217 
Gly Lys His Ser Glu Gly Leu Leu Pro Val He Thr Pro Met Ala Gly 
20 25 30 

aac cag agg gtc gag gac cct gca egg age tgt atg gag ggc aag age 265 
Asn Gin Arg Val Glu Asp Pro Ala Arg Ser Cys Met Glu Gly Lys Ser 
35 40 45 

ttc eta cag aaa agt ccc age aag gag cca cac ttc act gac ttc gag 313 
Phe Leu Gin Lys Ser Pro Ser Lys Glu Pro His Phe Thr Asp Phe Glu 
50 55 60 

ggg aag aca tea ttc ggg atg tea gtg ttc aac etc age aat gee ate 3 61 
Gly Lys Thr Ser Phe Gly Met Ser Val Phe Asn Leu Ser Asn Ala He 
65 70 75 

atg ggc age ggc ate ctg gga etc gee tat gee atg gee aat acg ggc 409 
Met Gly Ser Gly He Leu Gly Leu Ala Tyr Ala Met Ala Asn Thr Gly 
80 85 90 95 



266 



att ate ctt ttc ctg ttc ctg ttg aca get gtc gee ttg etc tec age 457 
lie He Leu Phe Leu Phe Leu Leu Thr Ala Val Ala Leu Leu Ser Ser 
100 105 110 

tac tec ate cac ctg eta etc aag tec tea ggg gtc gtg ggc ate cgt 505 
Tyr Ser He His Leu Leu Leu Lys Ser Ser Gly Val Val Gly He Arg 
115 120 125 

gee tat gag cag ctg ggc tac cgt gee ttt ggg ace cca gga aag ctg 553 
Ala Tyr Glu Gin Leu Gly Tyr Arg Ala Phe Gly Thr Pro Gly Lys Leu 
130 135 140 

gca gca gee ctg gee ate acg etc cag aac ate gga gee atg tec age 601 
Ala Ala Ala Leu Ala lie Thr Leu Gin Asn He Gly Ala Met Ser Ser 
145 150 155 

tac ctg tac ate ate aag tct gag ctg cca ctt gtc ata cag acc ttc 649 
Tyr Leu Tyr He He Lys Ser Glu Leu Pro Leu Val He Gin Thr Phe 
160 165 170 175 

ctg aac ctg gag gag aaa acc teg gac tgg tac atg aac ggg aac tac 697 
Leu Asn Leu Glu Glu Lys Thr Ser Asp Trp Tyr Met Asn Gly Asn Tyr 
180 185 190 

ctg gta ate ctt gtc tct gtc acc ate att ctg ccc ctg gca ctg atg 745 
Leu Val He Leu Val Ser Val Thr He He Leu Pro Leu Ala Leu Met 
195 200 205 

egg cag ctt ggc tac ctg ggc tac tec age ggc ttc tct ctt age tgc 793 
Arg Gin Leu Gly Tyr Leu Gly Tyr Ser Ser Gly Phe Ser Leu Ser Cys 
210 215 220 

atg gtg ttc ttc eta att gca gtc ate tac aaa aag ttc cac gtg ccc 841 
Met Val Phe Phe Leu He Ala Val He Tyr Lys Lys Phe His Val Pro 
225 230 235 

tgc cca ctg ccc ccc aac ttc aac aac acc aca ggc aac ttc age cac 889 
Cys Pro Leu Pro Pro Asn Phe Asn Asn Thr Thr Gly Asn Phe Ser His 
240 245 250 255 

gtg gag ate gtg aag gag aag gtg cag ctg cag gtc gag cct gag get 937 
Val Glu He Val Lys Glu Lys Val Gin Leu Gin Val Glu Pro Glu Ala 
260 265 270 

tea gee ttc tgc act ccc age tac ttc acg etc aac tea cag aca gca 985 
Ser Ala Phe Cys Thr Pro Ser Tyr Phe Thr Leu Asn Ser Gin Thr Ala 
275 280 285 

tac acc ate ccc ate atg gee ttc gee ttc gtc tgc cac ccc gag gtg 1033 
Tyr Thr He Pro He Met Ala Phe Ala Phe Val Cys His Pro Glu Val 
290 295 300 

ctg ccc ate tat act gag etc aag gac ccc tec aag aag aag atg cag 1081 
Leu Pro He Tyr Thr Glu Leu Lys Asp Pro Ser Lys Lys Lys Met Gin 
305 310 315 

cac ate tec aac ctg tec ate get gtc atg tac ate atg tac ttc ctg 1129 
His He Ser Asn Leu Ser He Ala Val Met Tyr He Met Tyr Phe Leu 
320 325 330 335 

get gee etc ttc ggc tac etc acc ttc tac aac ggg gtg gag teg gag 1177 
Ala Ala Leu Phe Gly Tyr Leu Thr Phe Tyr Asn Gly Val Glu Ser Glu 



267 



340 



345 



350 



ctg ctg cac acc tac age aag gtg gac ccg ttt gac gtc ctg ate ctg 
Leu Leu His Thr Tyr Ser Lys Val Asp Pro Phe Asp Val Leu lie Leu 
355 360 365 



1225 



tgt gtg cgc gtg gec gtg ctg aca gca gtc acg etc aca gtg ccc ate 
Cys Val Arg Val Ala Val Leu Thr Ala Val Thr Leu Thr Val Pro lie 
370 375 380 



1273 



gtt ctg ttc ccg gtg cgc cgc gec ate cag cag atg ctg ttt cca aac 
Val Leu Phe Pro Val Arg Arg Ala lie Gin Gin Met Leu Phe Pro Asn 
385 390 395 



1321 



cag gag ttc age tgg ctg egg cat gtg ctt att gec gtt ggc ctg etc 
Gin Glu Phe Ser Trp Leu Arg His Val Leu lie Ala Val Gly Leu Leu 
400 405 410 415 



1369 



act tgt ate aac ctg ctg gtc ate ttt gec ccc aac ate ctg ggc ate 
Thr Cys lie Asn Leu Leu Val lie Phe Ala Pro Asn lie Leu Gly lie 
420 425 430 



1417 



ttt ggg gtc ate ggt gec aca tct gec cca ttc etc ate ttc ate ttc 
Phe Gly Val lie Gly Ala Thr Ser Ala Pro Phe Leu lie Phe lie Phe 
435 440 445 



1465 



cct gee ate ttc tac ttc cga ate atg ccc acg gag aag gag cct gca 
Pro Ala lie Phe Tyr Phe Arg lie Met Pro Thr Glu Lys Glu Pro Ala 
450 455 460 



1513 



aga tec acc ccc aaa ate ctg gee ctg tgt ttt get atg ctt ggc ttc 
Arg Ser Thr Pro Lys lie Leu Ala Leu Cys Phe Ala Met Leu Gly Phe 
465 470 475 



1561 



ttg ctg atg acc atg age ttg age ttc ate ate att gac tgg gee tea 
Leu Leu Met Thr Met Ser Leu Ser Phe lie lie lie Asp Trp Ala Ser 
480 485 490 495 



1609 



ggg acc age egg cat gga gga aac cac tag ggtgaccctc atcctgttct 
Gly Thr Ser Arg His Gly Gly Asn His * 
500 



1659 



gtctactcac 
gtegggggag 
ctgtggaagg 
ctctggagct 
gcccaagccc 
ctgaggtgac 
accctgctgc 
tccccccttt 
atctcccttc 
gagggtgggg 

ggggaggctg 

agaagaaaca 
acactgggat 



cctagcagcc 
gagaaagacg 
tttttgttca 
gtagaggctt 
ctcattccct 
acagcctgta 
taggecaegg 
tattccctag 
acaggatgac 
ctggtgtagg 
ggactccccc 
ggccgaggcc 
agggtgggga 



ctgcccagac 
cgattaacac 
agagecagga 
cctgaactgg 
ccttgcacag 
ggaacataca 
tctgcgccct 
gcccttttca 
accctcccat 
gacccccaag 
tgccacaagc 
cagagtggcc 
ggctggcagc 



tcttcagccc 
tgtggcattc 
ccaaggccct 
gagcagggta 
atgeatacac 
cagctgggat 
ggggectcat 
gactcctggg 
accccatagc 
agacccctgt 
ctgggccaca 
tgcccccggg 
cctcttttat 



ctgctcccat 
agccaggccc 
tgggecacta 
gggctgtcgc 
tggggcccag 
cagcctgcag 
ctcccccagc 
cccttggata 
tggggecage 
cctgtccctt 
gctcacattc 
agecaaagae 
aaatctcgtg 



ccagtggcca 
catgtcctct 
ccctgctagg 
cttagatccc 
cagctgcctc 
ccatcccccg 
ccacttgttt 
ctcttctccc 
aggttctget 
caccagtcct 
cactgctggg 
cccagtggcc 
cc 



1719 
1779 
1839 
1899 
1959 
2019 
2079 
2139 
2199 
2259 
2319 
2379 
2431 



<210> 118 
<211> 504 
<212> PRT 
<213> Homo Sapiens 



<400> 118 
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Met 


Glu 


Ala 


Pro 


Leu 


Gin 


Thr 


Glu 


Met 


Val 


Glu 


Leu 


Val 


Pro 


Asn 


Gly 


1 








5 










10 










15 




Lys 


His 


Ser 


Glu 


Gly 


Leu 


Leu 


Pro 


Val 


He 


Thr 


Pro 


Met 


Ala 


Gly 


Asn 








20 










25 










30 






Gin 


Arg 


Val 


Glu 


Asp 


Pro 


Ala 


Arg 


Ser 


Cys 


Met 


Glu 


Gly 


Lys 


Ser 


Phe 






35 










40 










45 








Leu 


Gin 


Lys 


Ser 


Pro 


Ser 


Lys 


Glu 


Pro 


His 


Phe 


Thr 


Asp 


Phe 


Glu 


Gly 




50 










55 










60 










Lys 


Thr 


Ser 


Phe 


Gly 


Met 


Ser 


Val 


Phe 


Asn 


Leu 


Ser 


Asn 


Ala 


lie 


Met 


65 










70 










75 










80 


Gly 


Ser 


Gly 


He 


Leu 


Gly 


Leu 


Ala 


Tyr 


Ala 


Met 


Ala 


Asn 


Thr 


Gly 


He 










85 










90 










95 




He 


Leu 


Phe 


Leu 


Phe 


Leu 


Leu 


Thr 


Ala 


Val 


Ala 


Leu 


Leu 


Ser 


Ser 


Tyr 








100 










105 










110 






Ser 


He 


His 


Leu 


Leu 


Leu 


Lys 


Ser 


Ser 


Gly 


Val 


Val 


Gly 


He 


Arg 


Ala 






115 










120 










125 








Tyr 


Glu 


Gin 


Leu 


Gly 


Tyr 


Arg 


Ala 


Phe 


Gly 


Thr 


Pro 


Gly 


Lys 


Leu 


Ala 




130 










135 










140 










Ala 


Ala 


Leu 


Ala 


He 


Thr 


Leu 


Gin 


Asn 


He 


Gly 


Ala 


Met 


Ser 


Ser 


Tyr 


145 










150 










155 










160 


Leu 


Tyr 


He 


He 


Lys 


Ser 


Glu 


Leu 


Pro 


Leu 


Val 


He 


Gin 


Thr 


Phe 


Leu 










165 










170 










175 




Asn 


Leu 


Glu 


Glu 


Lys 


Thr 


Ser 


Asp 


Trp 


Tyr 


Met 


Asn 


Gly 


Asn 


Tyr 


Leu 








180 










185 










190 






Val 


He 


Leu 


Val 


Ser 


Val 


Thr 


He 


He 


Leu 


Pro 


Leu 


Ala 


Leu 


Met 


Arg 






195 










200 










205 








Gin 


Leu 


Gly 


Tyr 


Leu 


Gly 


Tyr 


Ser 


Ser 


Gly 


Phe 


Ser 


Leu 


Ser 


Cys 


Met 




210 










215 










220 










Val 


Phe 


Phe 


Leu 


He 


Ala 


Val 


He 


Tyr 


Lys 


Lys 


Phe 


His 


Val 


Pro 


Cys 


225 










230 










235 










240 


Pro 


Leu 


Pro 


Pro 


Asn 


Phe 


Asn 


Asn 


Thr 


Thr 


Gly 


Asn 


Phe 


Ser 


His 


Val 










245 










250 










255 




Glu 


He 


Val 


Lys 


Glu 


Lys 


Val 


Gin 


Leu 


Gin 


Val 


Glu 


Pro 


Glu 


Ala 


Ser 








260 










265 










270 






Ala 


Phe 


Cys 


Thr 


Pro 


Ser 


Tyr 


Phe 


Thr 


Leu 


Asn 


Ser 


Gin 


Thr 


Ala 


Tyr 






275 










280 










285 








Thr 


He 


Pro 


He 


Met 


Ala 


Phe 


Ala 


Phe 


Val 


Cys 


His 


Pro 


Glu 


Val 


Leu 




290 










295 










300 










Pro 


He 


Tyr 


Thr 


Glu 


Leu 


Lys 


Asp 


Pro 


Ser 


Lys 


Lys 


Lys 


Met 


Gin 


His 


305 










310 










315 










320 


He 


Ser 


Asn 


Leu 


Ser 


He 


Ala 


Val 


Met 


Tyr 


He 


Met 


Tyr 


Phe 


Leu 


Ala 










325 










330 










335 




Ala 


Leu 


Phe 


Gly 


Tyr 


Leu 


Thr 


Phe 


Tyr 


Asn 


Gly 


Val 


Glu 


Ser 


Glu 


Leu 








340 










345 










350 






Leu 


His 


Thr 


Tyr 


Ser 


Lys 


Val 


Asp 


Pro 


Phe 


Asp 


Val 


Leu 


He 


Leu 


Cys 






355 










360 










365 








Val 


Arg 


Val 


Ala 


Val 


Leu 


Thr 


Ala 


Val 


Thr 


Leu 


Thr 


Val 


Pro 


He 


Val 




370 










375 










380 










Leu 


Phe 


Pro 


Val 


Arg 


Arg 


Ala 


He 


Gin 


Gin 


Met 


Leu 


Phe 


Pro 


Asn 


Gin 


385 










390 










395 










400 


Glu 


Phe 


Ser 


Trp 


Leu 


Arg 


His 


Val 


Leu 


He 


Ala 


Val 


Gly 


Leu 


Leu 


Thr 










405 










410 










415 




Cys 


He 


Asn 


Leu 


Leu 


Val 


He 


Phe 


Ala 


Pro 


Asn 


He 


Leu 


Gly 


He 


Phe 








420 










425 










430 






Gly 


Val 


He 


Gly 


Ala 


Thr 


Ser 


Ala 


Pro 


Phe 


Leu 


He 


Phe 


He 


Phe 


Pro 






435 










440 










445 








Ala 


He 


Phe 


Tyr 


Phe 


Arg 


He 


Met 


Pro 


Thr 


Glu 


Lys 


Glu 


Pro 


Ala 


Arg 




450 










455 










460 










Ser 


Thr 


Pro 


Lys 


He 


Leu 


Ala 


Leu 


Cys 


Phe 


Ala 


Met 


Leu 


Gly 


Phe 


Leu 


465 










470 










475 










480 


Leu 


Met 


Thr 


Met 


Ser 


Leu 


Ser 


Phe 


He 


He 


He 


Asp 


Trp 


Ala 


Ser 


Gly 










485 










490 










495 
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Thr Ser Arg His Gly Gly Asn His 
500 



<210> 119. 

<211> 2831 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (160) . . . (2547) 
<400> 119 

cttctcccgc cggggccgct tgttgcaccg ccccgcggcc tgcgggagcc gctcgccccg 60 
gccttgtgct cgcgtccgca cccctttcct gtcgcccccc ggggcccgca ccacagcccg 120 
gccggcgaga ccccggccag accccgctgc ccgcacaaa atg teg gec egg acg 174 

Met Ser Ala Arg Thr 
1 5 

cca ttg ccg acg gtg aac gag egg gac acg gaa aat cat aca tct gtg 222 
Pro Leu Pro Thr Val Asn Glu Arg Asp Thr Glu Asn His Thr Ser Val 
10 15 20 

gat gga tat act gaa cca cac ate cag cct ace aag teg agt age aga 27 0 
Asp Gly Tyr Thr Glu Pro His lie Gin Pro Thr Lys Ser Ser Ser Arg 
25 30 35 

cag aac ate ccc egg tgt aga aac tec att acg tea gca aca gat gaa 318 
Gin Asn lie Pro Arg Cys Arg Asn Ser lie Thr Ser Ala Thr Asp Glu 
40 45 50 

cag cct cac att gga aat tac cgt tta caa aaa aca ata ggg aag gga 3 66 
Gin Pro His lie Gly Asn Tyr Arg Leu Gin Lys Thr lie Gly Lys Gly 
55 60 65 

aat ttt gee aaa gtc aaa ttg gca aga cac gtt eta act ggt aga gag 414 
Asn Phe Ala Lys Val Lys Leu Ala Arg His Val Leu Thr Gly Arg Glu 
70 75 80 85 

gtt get gtg aaa ata ata gac aaa act cag eta aat cct ace agt eta 462 
Val Ala Val Lys lie lie Asp Lys Thr Gin Leu Asn Pro Thr Ser Leu 
90 95 100 

caa aag tta ttt cga gaa gta cga ata atg aag ata ctg aat cat cct 510 
Gin Lys Leu Phe Arg Glu Val Arg lie Met Lys lie Leu Asn His Pro 
105 110 115 

aat ata gta aaa ttg ttt gaa gtt att gaa aca gag aag act etc tat 558 
Asn lie Val Lys Leu Phe Glu Val lie Glu Thr Glu Lys Thr Leu Tyr 
120 125 130 

tta gtc atg gaa tac gcg agt ggg ggt gaa gta ttt gat tac tta gtt 606 
Leu Val Met Glu Tyr Ala Ser Gly Gly Glu Val Phe Asp Tyr Leu Val 
135 140 145 

gee cat gga aga atg aaa gag aaa gag gee cgt gca aaa ttt agg cag 654 
Ala His Gly Arg Met Lys Glu Lys Glu Ala Arg Ala Lys Phe Arg Gin 
150 155 160 165 

att gta tct get gta cag tat tgt cat caa aag tac att gtt cac cgt 702 
lie Val Ser Ala Val Gin Tyr Cys His Gin Lys Tyr lie Val His Arg 



270 



170 



175 



180 



gat ctt aag get gaa aac ctt etc ctt gat ggt gat atg aat att aaa 750 
Asp Leu Lys Ala Glu Asn Leu Leu Leu Asp Gly Asp Met Asn lie Lys 
185 190 195 

att get gac ttt ggt ttt agt aat gaa ttt aca gtt ggg aac aaa ttg 798 
lie Ala Asp Phe Gly Phe Ser Asn Glu Phe Thr Val Gly Asn Lys Leu 
200 205 210 

gac aca ttt tgt gga age cca ccc tat get get ccc gag ctt ttc caa 846 
Asp Thr Phe Cys Gly Ser Pro Pro Tyr Ala Ala Pro Glu Leu Phe Gin 
215 220 225 

gga aag aag tat gat ggg cct gaa gtg gat gtg tgg agt ctg ggc gtc 894 
Gly Lys Lys Tyr Asp Gly Pro Glu Val Asp Val Trp Ser Leu Gly Val 
230 235 240 245 

att etc tat aca tta gtc agt ggc tec ttg cct ttc gat ggc cag aat 942 
lie Leu Tyr Thr Leu Val Ser Gly Ser Leu Pro Phe Asp Gly Gin Asn 
250 255 260 - 

tta aag gaa ctg cga gag cga gtt tta cga ggg aag tac cgt att ccc 990 
Leu Lys Glu Leu Arg Glu Arg Val Leu Arg Gly Lys Tyr Arg lie Pro 
265 270 275 

ttc tat atg tec aca gac tgt gaa aat ctt ctg aag aaa tta tta gtc 1038 
Phe Tyr Met Ser Thr Asp Cys Glu Asn Leu Leu Lys Lys Leu Leu Val 
280 285 290 

ctg aat cca ata aag aga ggc age ttg gaa caa ata atg aaa gat cga 1086 
Leu Asn Pro lie Lys Arg Gly Ser Leu Glu Gin lie Met Lys Asp Arg 
295 300 305 

tgg atg aat gtt ggt cat gaa gag gaa gaa eta aag cca tat act gag 1134 
Trp Met Asn Val Gly His Glu Glu Glu Glu Leu Lys Pro Tyr Thr Glu 
310 . 315 320 325 

cct gat ccg gat ttc aat gac aca aaa aga ata gac att atg gtc acc 1182 
Pro Asp Pro Asp Phe Asn Asp Thr Lys Arg lie Asp lie Met Val Thr 
330 335 340 

atg ggc ttt gca cga gat gaa ata aat gat gee tta ata aat cag aag 1230 
Met Gly Phe Ala Arg Asp Glu lie Asn Asp Ala Leu lie Asn Gin Lys 
345 350 355 

tat gat gaa gtt atg get act tat att ctt eta ggt aga aaa cca cct 1278 
Tyr Asp Glu Val Met Ala Thr Tyr lie Leu Leu Gly Arg Lys Pro Pro 
360 365 370 

gaa ttt gaa ggt ggt gaa teg tta tec agt gga aac ttg tgt cag agg 132 6 
Glu Phe Glu Gly Gly Glu Ser Leu Ser Ser Gly Asn Leu Cys Gin Arg 
375 380 385 

tec egg ccc agt agt gac tta aac aac age act ctt cag tec cct get 1374 
Ser Arg Pro Ser Ser Asp Leu Asn Asn Ser Thr Leu Gin Ser Pro Ala 
390 395 400 405 

cac ctg aag gtc cag aga agt ate tea gca aat cag aag cag egg cgt 1422 
His Leu Lys Val Gin Arg Ser lie Ser Ala Asn Gin Lys Gin Arg Arg 
410 415 420 
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ttc agt gat cat get ggt cca tec att cct cct get gta tea tat ace 1470 
Phe Ser Asp His Ala Gly Pro Ser lie Pro Pro Ala Val Ser Tyr Thr 
425 430 435 

aaa aga cct cag get aac agt gtg gaa agt gaa cag aaa gag gag tgg 1518 
Lys Arg Pro Gin Ala Asn Ser Val Glu Ser Glu Gin Lys Glu Glu Trp 
440 445 450 

gac aaa gat gtg get cga aaa ctt ggc age aca aca gtt gga tea aaa 1566 
Asp Lys Asp Val Ala Arg Lys Leu Gly Ser Thr Thr Val Gly Ser Lys 
455 460 465 

age gag atg act gca age cct ctt gta ggg cca gag agg aaa aaa tct 1614 
Ser Glu Met Thr Ala Ser Pro Leu Val Gly Pro Glu Arg Lys Lys Ser 
470 475 480 485 

tea act att cca agt aac aat gtg tat tct gga ggt age atg gca aga 1662 
Ser Thr lie Pro Ser Asn Asn Val Tyr Ser Gly Gly Ser Met Ala Arg 
490 495 500 

agg aat aca tat gtc tgt gaa agg acc aca gat cga tac gta gca ttg 1710 
Arg Asn Thr Tyr Val Cys Glu Arg Thr Thr Asp Arg Tyr Val Ala Leu 
505 510 515 

cag aat gga aaa gac age age ctt acg gag atg tct gtg agt age ata 1758 
Gin Asn Gly Lys Asp Ser Ser Leu Thr Glu Met Ser Val Ser Ser lie 
520 525 530 

tct tct gca ggc tct tct gtg gee tct get gtc ccc tea gca cga ccc 1806 
Ser Ser Ala Gly Ser Ser Val Ala Ser Ala Val Pro Ser Ala Arg Pro 
535 540 545 

cgc cac cag aag tec atg tec act tct ggt cat cct att aaa gtc aca 1854 
Arg His Gin Lys Ser Met Ser Thr Ser Gly His Pro lie Lys Val Thr 
550 555 560 565 

ctg cca acc att aaa gac ggc tct gaa get tac egg cct ggt aca acc 1902 
Leu Pro Thr lie Lys Asp Gly Ser Glu Ala Tyr Arg Pro Gly Thr Thr 
570 575 580 

cag aga gtg cct get get tec cca tct get cac agt att agt act gcg 1950 
Gin Arg Val Pro Ala Ala Ser Pro Ser Ala His Ser lie Ser Thr Ala 
585 590 595 

act cca gac egg acc cgt ttt ccc cga ggg age tea age cga age act 1998 
Thr Pro Asp Arg Thr Arg Phe Pro Arg Gly Ser Ser Ser Arg Ser Thr 
600 605 610 

ttc cat ggt gaa cag etc egg gag cga cgc age gtt get tat aat ggg 2046 
Phe His Gly Glu Gin Leu Arg Glu Arg Arg Ser Val Ala Tyr Asn Gly 
615 620 625 

cca cct get tea cca tec cat gaa acg ggt gca ttt gca cat gee aga 2094 
Pro Pro Ala Ser Pro Ser His Glu Thr Gly Ala Phe Ala His Ala Arg 
630 635 640 645 

&<3<3 gga acg tea act ggt ata ata age aaa ate aca tec aaa ttt gtt 2142 
Arg Gly Thr Ser Thr Gly lie lie Ser Lys lie Thr Ser Lys Phe Val 
650 655 660 

cgc agg gat cca agt gaa ggc gaa gee agt ggc aga acc gac acc tea 2190 
Arg Arg Asp Pro Ser Glu Gly Glu Ala Ser Gly Arg Thr Asp Thr Ser 
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665 



670 



675 



aga agt aca tea ggg gaa cca aaa gaa aga gac aag gaa gag ggt aaa 2238 
Arg Ser Thr Ser Gly Glu Pro Lys Glu Arg Asp Lys Glu Glu Gly Lys 
680 685 690 

gat tct aag ccg cgt tct ttg egg ttc aca tgg agt atg aag acc act 2286 
Asp Ser Lys Pro Arg Ser Leu Arg Phe Thr Trp Ser Met Lys Thr Thr 
695 700 705 

agt tea atg gac cct aat gac atg atg aga gaa ate cga aaa gtg tta 2334 
Ser Ser Met Asp Pro Asn Asp Met Met Arg Glu lie Arg Lys Val Leu 
710 715 720 725 

gat gca aat aac tgt gat tat gag caa aaa gag aga ttt ttg ctt ttc 2382 
Asp Ala Asn Asn Cys Asp Tyr Glu Gin Lys Glu Arg Phe Leu Leu Phe 
730 735 740 

tgt gtc cat gga gac get aga cag gat age etc gtg cag tgg gag atg 243 0 
Cys Val His Gly Asp Ala Arg Gin Asp Ser Leu Val Gin Trp Glu Met 
745 750 755 

gaa gtc tgc aag ttg cca cga ctg tea ctt aat ggg gtt cgc ttc aag 2478 
Glu Val Cys Lys Leu Pro Arg Leu Ser Leu Asn Gly Val Arg Phe Lys 
760 765 770 

cga ata tct ggg aca tct att gee ttt aag aac att gca tea aaa ata 2526 
Arg lie Ser Gly Thr Ser lie Ala Phe Lys Asn lie Ala Ser Lys lie 
775 780 785 

gca aat gag ctt aag ctg taa agaagtccaa atttacaggt tcagggaaga 2577 
Ala Asn Glu Leu Lys Leu * 
790 795 

tacatacata tatgaggtac agtttttgaa tgtactggta atgcctaatg tggtctgect 2637 
gtgaatctcc ccatgtagaa tttgecctta atgcaataag gttatacata gttatgaact 2697 
gtaaaattaa agtcagtatg aactataata aatatctgta gcttaaaaag taggttcaca 2757 
tgtacaggta agtatattgt gtatttctgt tcattttctg ttcatagagt tgtataataa 2817 
aacatgattg cttt 2831 

<210> 120 
<211> 795 
<212> PRT 
<213> Homo Sapiens 

<400> 120 

Met Ser Ala Arg Thr Pro Leu Pro Thr Val Asn Glu Arg Asp Thr Glu 

15 10 15 

Asn His Thr Ser Val Asp Gly Tyr Thr Glu Pro His lie Gin Pro Thr 

20 25 30 

Lys Ser Ser Ser Arg Gin Asn lie Pro Arg Cys Arg Asn Ser lie Thr 

35 40 45 

Ser Ala Thr Asp Glu Gin Pro His lie Gly Asn Tyr Arg Leu Gin Lys 

50 55 60 

Thr lie Gly Lys Gly Asn Phe Ala Lys Val Lys Leu Ala Arg His Val 
65 70 75 80 

Leu Thr Gly Arg Glu Val Ala Val Lys lie He Asp Lys Thr Gin Leu 

85 90 95 

Asn Pro Thr Ser Leu Gin Lys Leu Phe Arg Glu Val Arg He Met Lys 

100 105 110 

He Leu Asn His Pro Asn He Val Lys Leu Phe Glu Val He Glu Thr 
115 120 125 
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Glu Lys Thr Leu 
130 

Phe Asp Tyr Leu 
145 

Ala Lys Phe Arg 

Tyr lie Val His 
180 

Asp Met Asn lie 
195 

Val Gly Asn Lys 
210 

Pro Glu Leu Phe 
225 

Trp Ser Leu Gly 

Phe Asp Gly Gin 
260 

Lys Tyr Arg lie 
275 

Lys Lys Leu Leu 
290 

lie Met Lys Asp 
305 

Lys Pro Tyr Thr 

Asp lie Met Val 
340 

Leu lie Asn Gin 
355 

Gly Arg Lys Pro 
370 

Asn Leu Cys Gin 
385 

Leu Gin Ser Pro 

Gin Lys Gin Arg 
420 

Ala Val Ser Tyr 
435 

Gin Lys Glu Glu 
450 

Thr Val Gly Ser 
465 

Glu Arg Lys Lys 

Gly Ser Met Ala 
500 

Arg Tyr Val Ala 
515 

Ser Val Ser Ser 
530 

Pro Ser Ala Arg 
545 

Pro lie Lys Val 

Arg Pro Gly Thr 
580 

Ser lie Ser Thr 
595 

Ser Ser Arg Ser 
610 



Tyr Leu Val Met 
135 

Val Ala His Gly 
150 

Gin lie Val Ser 
165 

Arg Asp Leu Lys 

Lys lie Ala Asp 
200 

Leu Asp Thr Phe 
215 

Gin Gly Lys Lys 
230 

Val lie Leu Tyr 
245 

Asn Leu Lys Glu 

Pro Phe Tyr Met 
280 

Val Leu Asn Pro 
295 

Arg Trp Met Asn 
310 

Glu Pro Asp Pro 
325 

Thr Met Gly Phe 

Lys Tyr Asp Glu 
360 

Pro Glu Phe Glu 
375 

Arg Ser Arg Pro 
390 

Ala His Leu Lys 
405 

Arg Phe Ser Asp 

Thr Lys Arg Pro 
440 

Trp Asp Lys Asp 
455 

Lys Ser Glu Met 
470 

Ser Ser Thr lie 
485 

Arg Arg Asn Thr 

Leu Gin Asn Gly 
520 

lie Ser Ser Ala 
535 

Pro Arg His Gin 
550 

Thr Leu Pro Thr 
565 

Thr Gin Arg Val 

Ala Thr Pro Asp 
600 

Thr Phe His Gly 
615 



Glu Tyr Ala Ser 
140 

Arg Met Lys Glu 
155 

Ala Val Gin Tyr 
170 

Ala Glu Asn Leu 
185 

Phe Gly Phe Ser 

Cys Gly Ser Pro 
220 

Tyr Asp Gly Pro 

235 

Thr Leu Val Ser 
250 

Leu Arg Glu Arg 
265 

Ser Thr Asp Cys 

lie Lys Arg Gly 
300 

Val Gly His Glu 
315 

Asp Phe Asn Asp 
330 

Ala Arg Asp Glu 
345 

Val Met Ala Thr 

Gly Gly Glu Ser 
380 

Ser Ser Asp Leu 
395 

Val Gin Arg Ser 
410 

His Ala Gly Pro 
425 

Gin Ala Asn Ser 

Val Ala Arg Lys 
460 

Thr Ala Ser Pro 
475 

Pro Ser Asn Asn 
490 

Tyr Val Cys Glu 
505 

Lys Asp Ser Ser 

Gly Ser Ser Val 
540 

Lys Ser Met Ser 
555 

lie Lys Asp Gly 
570 

Pro Ala Ala Ser 
585 

Arg Thr Arg Phe 

Glu Gin Leu Arg 
620 



Gly 


Gly 


Glu 


Val 


Lys 


Glu 


Ala 


Arg 








160 


Cys 


His 


Gin 


Lys 






175 




Leu 


Leu 


Asp 


Gly 




190 






Asn 


Glu 


Phe 


Thr 


205 








Pro 


Tyr 


Ala 


Ala 


Glu 


Val 


Asp 


Val 








240 


Gly 


Ser 


Leu 


Pro 






255 




Val 


Leu 


Arg 


Gly 




270 






Glu 


Asn 


Leu 


Leu 


285 








Ser 


Leu 


Glu 


Gin 


Glu 


Glu 


Glu 


Leu 








320 


Thr 


Lys 


Arg 


He 






335 




lie 


Asn 


Asp 


Ala 




350 






Tyr 


lie 


Leu 


Leu 


365 








Leu 


Ser 


Ser 


Gly 


Asn 


Asn 


Ser 


Thr 








400 


lie 


Ser 


Ala 


Asn 






415 




Ser 


lie 


Pro 


Pro 




430 






Val 


Glu 


Ser 


Glu 


445 








Leu 


Gly 


Ser 


Thr 


Leu 


Val 


Gly 


Pro 








480 


Val 


Tyr 


Ser 


Gly 






495 




Arg 


Thr 


Thr 


Asp 




510 






Leu 


Thr 


Glu 


Met 


525 








Ala 


Ser 


Ala 


Val 


Thr 


Ser 


Gly 


His 








560 


Ser 


Glu 


Ala 


Tyr 






575 




Pro 


Ser 


Ala 


His 




590 






Pro 


Arg 


Gly 


Ser 


605 








Glu 


Arg 


Arg 


Ser 
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Val 


Ala 


Tyr 


Asn 


Gly 


Pro 


Pro 


Ala 


Ser 


Pro 


Ser 


His 


Glu 


Thr 


Gly 


Ala 


625 










630 










635 










640 


Phe 


Ala 


His 


Ala 


Arg 
645 


Arg 


Gly 


Thr 


Ser 


Thr 
650 


Gly 


He 


He 


Ser 


Lys 
655 


He 


Thr 


Ser 


Lys 


Phe 
660 


Val 


Arg 


Arg 


Asp 


Pro 
665 


Ser 


Glu 


Gly 


Glu 


Ala 
670 


Ser 


Gly 


Arg 


Thr 


Asp 
675 


Thr 


Ser 


Arg 


Ser 


Thr 
680 


Ser 


Gly 


Glu 


Pro 


Lys 
685 


Glu 


Arg 


Asp 


Lys 


Glu 
690 


Glu 


Gly 


Lys 


Asp 


Ser 
695 


Lys 


Pro 


Arg 


Ser 


Leu 
700 


Arg 


Phe 


Thr 


Trp 


Ser 


Met 


Lys 


Thr 


Thr 


Ser 


Ser 


Met 


Asp 


Pro 


Asn 


Asp 


Met 


Met 


Arg 


Glu 


705 










710 










715 










720 


He 


Arg 


Lys 


Val 


Leu 
725 


Asp 


Ala 


Asn 


Asn 


Cys 
730 


Asp 


Tyr 


Glu 


Gin 


Lys 
735 


Glu 


Arg 


Phe 


Leu 


Leu 
740 


Phe 


Cys 


Val 


His 


Gly 
745 


Asp 


Ala 


Arg 


Gin 


Asp 
750 


Ser 


Leu 


Val 


Gin 


Trp 
755 


Glu 


Met 


Glu 


Val 


Cys 
760 


Lys 


Leu 


Pro 


Ara 


Leu 
765 


Ser 


Leu 


Asn 


Gly 


Val 
770 


Arg 


Phe 


Lys 


Arg 


He 
775 


Ser 


Gly 


Thr 


Ser 


He 
780 


Ala 


Phe 


Lys 


Asn 


He 


Ala 


Ser 


Lys 


He 


Ala 


Asn 


Glu 


Leu 


Lys 


Leu 












785 










790 










795 













<210> 121 
<211> 1811 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (102) . . . (1628) 
<400> 121 

gaattccggg agcccctctg cctagcactg ctcccccaag gctcccagaa atctcaggtc 60 
agaggcacgg acagcctctg gagctctcgt ctggtgggac c atg aac tgc cag cag 116 

Met Asn Cys Gin Gin 
1 5 

ctg tgg ctg ggc ttc eta etc ccc atg aca gtc tea ggc egg gtc ctg 164 
Leu Trp Leu Gly Phe Leu Leu Pro Met Thr Val Ser Gly Arg Val Leu 
10 15 20 

ggg ctt gca gag gtg gcg ccc gtg gac tac ctg tea caa tat ggg tac 212 
Gly Leu Ala Glu Val Ala Pro Val Asp Tyr Leu Ser Gin Tyr Gly Tyr 
25 30 35 

eta cag aag cct eta gaa gga tct aat aac ttc aag cca gaa gat ate 260 
Leu Gin Lys Pro Leu Glu Gly Ser Asn Asn Phe Lys Pro Glu Asp He 
40 45 50 

acc gag get ctg aga get ttt cag gaa gca tct gaa ctt cca gtc tea 308 
Thr Glu Ala Leu Arg Ala Phe Gin Glu Ala Ser Glu Leu Pro Val Ser 
55 60 65 

ggt cag ctg gat gat gee aca agg gee cgc atg agg cag cct cgt tgt 356 
Gly Gin Leu Asp Asp Ala Thr Arg Ala Arg Met Arg Gin Pro Arg Cys 
70 75 80 85 

ggc eta gag gat ccc ttc aac cag aag acc ctt aaa tac ctg ttg ctg 404 
Gly Leu Glu Asp Pro Phe Asn Gin Lys Thr Leu Lys Tyr Leu Leu Leu 
90 95 100 
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ggc cgc tgg aga aag aag cac ctg act ttc cgc ate ttg aac ctg ccc 452 
Gly Arg Trp Arg Lys Lys His Leu Thr Phe Arg lie Leu Asn Leu Pro 
105 110 115 

tec acc ctt cca ccc cac aca gec egg gca gee ctg cgt caa gee ttc 500 
Ser Thr Leu Pro Pro His Thr Ala Arg Ala Ala Leu Arg Gin Ala Phe 
120 125 130 

cag gac tgg age aat gtg get ccc ttg acc ttc caa gag gtg cag get 548 
Gin Asp Trp Ser Asn Val Ala Pro Leu Thr Phe Gin Glu Val Gin Ala 
135 140 145 

ggt gcg get gac ate cgc etc tec ttc cat ggc cgc caa age teg tac 596 
Gly Ala Ala Asp lie Arg Leu Ser Phe His Gly Arg Gin Ser Ser Tyr 
150 155 160 165 

tgt tec aat act ttt gat ggg cct ggg aga gtc ctg gee cat gee gac 644 
Cys Ser Asn Thr Phe Asp Gly Pro Gly Arg Val Leu Ala His Ala Asp 
170 175 180 

ate cca gag ctg ggc agt gtg cac ttc gac gaa gac gag ttc tgg act 692 
lie Pro Glu Leu Gly Ser Val His Phe Asp Glu Asp Glu Phe Trp Thr 
185 190 195 

gag ggg acc tac cgt ggg gtg aac ctg cgc ate att gca gee cat gaa 740 
Glu Gly Thr Tyr Arg Gly Val Asn Leu Arg lie lie Ala Ala His Glu 
200 205 210 

gtg ggc cat get ctg ggg ctt ggg cac tec cga tat tec cag gee etc 788 
Val Gly His Ala Leu Gly Leu Gly His Ser Arg Tyr Ser Gin Ala Leu 
215 220 225 

atg gee cca gtc tac gag ggc tac egg ccc cac ttt aag ctg cac cca 83 6 
Met Ala Pro Val Tyr Glu Gly Tyr Arg Pro His Phe Lys Leu His Pro 
230 235 240 245 

gat gat gtg gca ggg ate cag get etc tat ggc aag aag agt cca gtg 884 
Asp Asp Val Ala Gly lie Gin Ala Leu Tyr Gly Lys Lys Ser Pro Val 
250 255 260 

ata agg gat gag gaa gaa gaa gag aca gag ctg ccc act gtg ccc cca 932 
lie Arg Asp Glu Glu Glu Glu Glu Thr Glu Leu Pro Thr Val Pro Pro 
265 270 275 

gtg ccc aca gaa ccc agt ccc atg cca gac cct tgc agt agt gaa ctg 980 
Val Pro Thr Glu Pro Ser Pro Met Pro Asp Pro Cys Ser Ser Glu Leu 
280 285 290 

gat gee atg atg ctg ggg ccc cgt ggg aag acc tat get ttc aag ggg 1028 
Asp Ala Met Met Leu Gly Pro Arg Gly Lys Thr Tyr Ala Phe Lys Gly 
295 300 305 

gac tat gtg tgg act gta tea gat tea gga ccg ggc ccc ttg ttc cga 1076 
Asp Tyr Val Trp Thr Val Ser Asp Ser Gly Pro Gly Pro Leu Phe Arg 
310 315 320 325 

gtg tct gee ctt tgg gag ggg etc ccc gga aac ctg gat get get gtc 1124 
Val Ser Ala Leu Trp Glu Gly Leu Pro Gly Asn Leu Asp Ala Ala Val 
330 335 340 

tac teg cct cga aca caa tgg att cac ttc ttt aag gga gac aag gtg 1172 
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Tyr Ser Pro Arg Thr Gin Trp lie His Phe Phe Lys Gly Asp Lys Val 
345 350 355 



tgg cgc tac att aat ttc aag atg tct cct ggc ttc ccc aag aag ctg 1220 
Trp Arg Tyr lie Asn Phe Lys Met Ser Pro Gly Phe Pro Lys Lys Leu 
360 365 370 

aat agg gta gaa cct aac ctg gat gca get etc tat tgg cct etc aac 1268 
Asn Arg Val Glu Pro Asn Leu Asp Ala Ala Leu Tyr Trp Pro Leu Asn 
375 380 385 

caa aag gtg ttc etc ttt aag ggc tec ggg tac tgg cag tgg gac gag 1316 
Gin Lys Val Phe Leu Phe Lys Gly Ser Gly Tyr Trp Gin Trp Asp Glu 
390 395 400 405 

eta gee cga act gac ttc age age tac ccc aaa cca ate aag ggt ttg 13 64 
Leu Ala Arg Thr Asp Phe Ser Ser Tyr Pro Lys Pro lie Lys Gly Leu 
410 415 420 

ttt acg gga gtg cca aac cag ccc teg get get atg agt tgg caa gat 1412 
Phe Thr Gly Val Pro Asn Gin Pro Ser Ala Ala Met Ser Trp Gin Asp 
425 430 435 

ggc cga gtc tac ttc ttc aag ggc aaa gtc tac tgg cgc etc aac cag 1460 
Gly Arg Val Tyr Phe Phe Lys Gly Lys Val Tyr Trp Arg Leu Asn Gin 
440 445 450 

cag ctt cga gta gag aaa ggc tat ccc aga aat att tec cac aac tgg 1508 
Gin Leu Arg Val Glu Lys Gly Tyr Pro Arg Asn lie Ser His Asn Trp 
455 460 465 

atg cac tgt cgt ccc egg act ata gac act ace cca tea ggt ggg aat 1556 
Met His Cys Arg Pro Arg Thr lie Asp Thr Thr Pro Ser Gly Gly Asn 
470 475 480 485 

acc act ccc tea ggt acg ggc ata ace ttg gat ace act etc tea gee 1604 
Thr Thr Pro Ser Gly Thr Gly lie Thr Leu Asp Thr Thr Leu Ser Ala 
490 495 500 

aca gaa acc acg ttt gaa tac tga ctgctcaccc acagacacaa tcttggacat 1658 
Thr Glu Thr Thr Phe Glu Tyr * 
505 

taacccctga ggctccacca cccacccttt catttccccc ccagaagcct aaggcctaat 1718 

agctgaatga aatacctgtc tgctcagtag aaccttgeag gtgctgtagc aggegcaaga 1778 

cegtagatet caggcctcta acacttccaa etc 1811 

<210> 122 
<211> 508 
<212> PRT 

<213> Homo Sapiens 
<400> 122 

Met Asn Cys Gin Gin Leu Trp Leu Gly Phe Leu Leu Pro Met Thr Val 

15 10 15 

Ser Gly Arg Val Leu Gly Leu Ala Glu Val Ala Pro Val Asp Tyr Leu 

20 25 30 

Ser Gin Tyr Gly Tyr Leu Gin Lys Pro Leu Glu Gly Ser Asn Asn Phe 

35 40 45 

Lys Pro Glu Asp lie Thr Glu Ala Leu Arg Ala Phe Gin Glu Ala Ser 

50 55 60 

Glu Leu Pro Val Ser Gly Gin Leu Asp Asp Ala Thr Arg Ala Arg Met 
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65 










70 










75 










80 


Arg 


Gin 


Pro 


Arg 


Cys 


Gly 


Leu 


Glu 


Asp 


Pro 


Phe 


Asn 


Gin 


Lys 


Thr 


Leu 










85 










90 










95 




Lys 


Tyr 


Leu 


Leu 


Leu 


Gly 


Arg 


Trp 


Arg 


Lys 


Lys 


His 


Leu 


Thr 


Phe 


Arg 








100 










105 










110 






He 


Leu 


Asn 


Leu 


Pro 


Ser 


Thr 


Leu 


Pro 


Pro 


His 


Thr 


Ala 


Arg 


Ala 


Ala 






115 










120 










125 








Leu 


Arg 


Gin 


Ala 


Phe 


Gin 


Asp 


Trp 


Ser 


Asn 


Val 


Ala 


Pro 


Leu 


Thr 


Phe 




130 










135 










140 










Gin 


Glu 


Val 


Gin 


Ala 


Gly 


Ala 


Ala 


Asp 


He 


Arg 


Leu 


Ser 


Phe 


His 


Gly 


145 










150 










155 










160 


Arg 


Gin 


Ser 


Ser 


Tyr 


Cys 


Ser 


Asn 


Thr 


Phe 


Asp 


Gly 


Pro 


Gly 


Arg 


Val 










165 










170 










175 




Leu 


Ala 


His 


Ala 


Asp 


He 


Pro 


Glu 


Leu 


Gly 


Ser 


Val 


His 


Phe 


Asp 


Glu 








180 










185 










190 






Asp 


Glu 


Phe 


Trp 


Thr 


Glu 


Gly 


Thr 


Tyr 


Arg 


Gly 


Val 


Asn 


Leu 


Arg 


He 






195 










200 










205 








He 


Ala 


Ala 


His 


Glu 


Val 


Gly 


His 


Ala 


Leu 


Gly 


Leu 


Gly 


His 


Ser 


Arg 




210 










215 










220 










Tyr 


Ser 


Gin 


Ala 


Leu 


Met 


Ala 


Pro 


Val 


Tyr 


Glu 


Gly 


Tyr 


Arg 


Pro 


His 


225 










230 










235 










240 


Phe 


Lys 


Leu 


His 


Pro 


Asp 


Asp 


Val 


Ala 


Gly 


He 


Gin 


Ala 


Leu 


Tyr 


Gly 










245 










250 










255 




Lys 


Lys 


Ser 


Pro 


Val 


He 


Arg 


Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Thr 


Glu 


Leu 








260 










265 










270 






Pro 


Thr 


Val 


Pro 


Pro 


Val 


Pro 


Thr 


Glu 


Pro 


Ser 


Pro 


Met 


Pro 


Asp 


Pro 






275 










280 










285 








Cys 


Ser 


Ser 


Glu 


Leu 


Asp 


Ala 


Met 


Met 


Leu 


Gly 


Pro 


Arg 


Gly 


Lys 


Thr 




290 










295 










300 










Tyr 


Ala 


Phe 


Lys 


Gly Asp 


Tyr 


Val 


Trp 


Thr 


Val 


Ser 


Asp 


Ser 


Gly 


Pro 


305 










310 










315 










320 


Gly 


Pro 


Leu 


Phe 


Arg 


Val 


Ser 


Ala 


Leu 


Trp 


Glu 


Gly 


Leu 


Pro 


Gly 


Asn 










325 










330 










335 




Leu 


Asp 


Ala 


Ala 


Val 


Tyr 


Ser 


Pro 


Arg 


Thr 


Gin 


Trp 


He 


His 


Phe 


Phe 








340 










345 










350 






Lys 


Gly 


Asp 


Lys 


Val 


Trp 


Arg 


Tyr 


He 


Asn 


Phe 


Lys 


Met 


Ser 


Pro 


Gly 






355 










360 










365 








Phe 


Pro 


Lys 


Lys 


Leu 


Asn 


Arg 


Val 


Glu 


Pro 


Asn 


Leu 


Asp 


Ala 


Ala 


Leu 




370 










375 










380 










Tyr 


Trp 


Pro 


Leu 


Asn 


Gin 


Lys 


Val 


Phe 


Leu 


Phe 


Lys 


Gly 


Ser 


Gly 


Tyr 


385 










390 










395 










400 


Trp 


Gin 


Trp 


Asp 


Glu 


Leu 


Ala 


Arg 


Thr 


Asp 


Phe 


Ser 


Ser 


Tyr 


Pro 


Lys 










405 










410 










415 




Pro 


He 


Lys 


Gly 


Leu 


Phe 


Thr 


Gly Val 


Pro 


Asn 


Gin 


Pro 


Ser 


Ala 


Ala 








420 










425 










430 






Met 


Ser 


Trp 


Gin 


Asp 


Gly 


Arg 


Val 


Tyr 


Phe 


Phe 


Lys 


Gly 


Lys 


Val 


Tyr 






435 










440 










445 








Trp 


Arg 


Leu 


Asn 


Gin 


Gin 


Leu 


Arg 


Val 


Glu 


Lys 


Gly 


Tyr 


Pro 


Arg 


Asn 




450 










455 










460 










He 


Ser 


His 


Asn 


Trp 


Met 


His 


Cys 


Arg 


Pro 


Arg 


Thr 


He 


Asp 


Thr 


Thr 


465 










470 










475 










480 


Pro 


Ser 


Gly 


Gly 


Asn 


Thr 


Thr 


Pro 


Ser 


Gly 


Thr 


Gly 


He 


Thr 


Leu 


Asp 










485 










490 










495 




Thr 


Thr 


Leu 


Ser 


Ala 


Thr 


Glu 


Thr 


Thr 


Phe 


Glu 


Tyr 











500 505 



<210> 123 
<211> 2639 
<212> DNA 

<213> Homo Sapiens 



278 



<220> 
<221> CDS 

<222> (148) . . . (2055) 
<400> 123 

ctctaaaggc cgcgggccgg cggctgaggc caccccggcg gcggctggag agcgaggagg 60 
agcgggtggc cccgcgctgc gcccgccctc gcctcacctg gcgcaggtgg acacctgccg 120 
aggtgtgtgc cctccggccc ctgaagc atg gcc age age ggc atg get gac age 17 4 

Met Ala Ser Ser Gly Met Ala Asp Ser 
1 5 

gcc aac cac ctg ccc ttc ttt ttc ggc aac ate acc egg gag gag gca 222 
Ala Asn His Leu Pro Phe Phe Phe Gly Asn lie Thr Arg Glu Glu Ala 
10 15 20 25 

gaa gat tac ctg gtc cag ggg ggc atg agt gat ggg ctt tat ttg ctg 270 
Glu Asp Tyr Leu Val Gin Gly Gly Met Ser Asp Gly Leu Tyr Leu Leu 
30 35 40 

cgc cag age cgc aac tac ctg ggt ggc ttc gcc ctg tec gtg gcc cac 318 
Arg Gin Ser Arg Asn Tyr Leu Gly Gly Phe Ala Leu Ser Val Ala His 
45 50 55 

ggg agg aag gca cac cac tac acc ate gag egg gag ctg aat ggc acc 3 66 
Gly Arg Lys Ala His His Tyr Thr lie Glu Arg Glu Leu Asn Gly Thr 
60 65 70 

tac gcc ate gcc ggt ggc agg acc cat gcc age ccc gcc gac etc tgc 414 
Tyr Ala lie Ala Gly Gly Arg Thr His Ala Ser Pro Ala Asp Leu Cys 
75 80 85 

cac tac cac tec cag gag tct gat ggc ctg gtc tgc etc etc aag aag 462 
His Tyr His Ser Gin Glu Ser Asp Gly Leu Val Cys Leu Leu Lys Lys 
90 95 100 105 

ccc ttc aac egg ccc caa ggg gtg cag ccc aag act ggg ccc ttt gag 510 
Pro Phe Asn Arg Pro Gin Gly Val Gin Pro Lys Thr Gly Pro Phe Glu 
110 115 120 

gat ttg aag gaa aac etc ate agg gaa tat gtg aag cag aca tgg aac 558 
Asp Leu Lys Glu Asn Leu lie Arg Glu Tyr Val Lys Gin Thr Trp Asn 
125 130 135 

ctg cag ggt cag get ctg gag cag gcc ate ate agt cag aag cct cag 606 
Leu Gin Gly Gin Ala Leu Glu Gin Ala lie lie Ser Gin Lys Pro Gin 
140 145 150 

ctg gag aag ctg ate get acc aca gcc cat gaa aaa atg cct tgg ttc 654 
Leu Glu Lys Leu lie Ala Thr Thr Ala His Glu Lys Met Pro Trp Phe 
155 160 165 

cat gga aaa ate tct egg gaa gaa tct gag caa att gtc ctg ata gga 7 02 
His Gly Lys lie Ser Arg Glu Glu Ser Glu Gin lie Val Leu lie Gly 
170 175 180 185 

tea aag aca aat gga aag ttc ctg ate cga gcc aga gac aac aac ggc 750 
Ser Lys Thr Asn Gly Lys Phe Leu lie Arg Ala Arg Asp Asn Asn Gly 
190 195 200 

tec tac gcc ctg tgc ctg ctg cac gaa ggg aag gtg ctg cac tat cgc 7 98 
Ser Tyr Ala Leu Cys Leu Leu His Glu Gly Lys Val Leu His Tyr Arg 
205 210 215 



279 



ate gac aaa 
lie Asp Lys 
220 

ttc- gac acg 
Phe Asp Thr 
235 

ggt ttg tta 
Gly Leu Leu 
250 

gga aat gtt 
Gly Asn Val 



gcg act tgg 
Ala Thr Trp 



ttc cca aag 
Phe Pro Lys 
300 

caa gag agt 
Gin Glu Ser 
315 

tgg get gca 
Trp Ala Ala 
330 

gag gtg tac 
Glu Val Tyr 



gag gtt tac 
Glu Val Tyr 



ggc tct ggt 
Gly Ser Gly 
380 

aaa gtt gtg 
Lys Val Val 
395 

gac ccc get 
Asp Pro Ala 
410 

cag ctg gac 
Gin Leu Asp 



gag tec tgg 
Glu Ser Trp 



aag tat ttg 



gac aag aca 
Asp Lys Thr 



etc tgg cag 
Leu Trp Gin 



aga gtt ctt 
Arg Val Leu 
255 

aat ttt gga 
Asn Phe Gly 
270 

tea gcg ggt 
Ser Ala Gly 
285 

cct ggc cac 
Pro Gly His 



act gtg tea 
Thr Val Ser 



gac aaa ggc 
Asp Lys Gly 
335 

gag age ccc 
Glu Ser Pro 
350 

ctg gac cga 
Leu Asp Arg 
365 

aat ttt gga 
Asn Phe Gly 



aaa acc gtg 
Lys Thr Val 



ctt aaa gat 
Leu Lys Asp 
415 

aac ccg tac 
Asn Pro Tyr 
430 

atg ctg gtt 
Met Leu Val 
445 

cag cag aac 



ggg aag etc 
Gly Lys Leu 
225 

eta gtc gag 
Leu Val Glu 
240 

act gtc cca 
Thr Val Pro 



ggc cgt cca 
Gly Arg Pro 



gga ata ate 
Gly lie lie 
290 

aga aag tec 
Arg Lys Ser 
305 

ttc aat ccg 
Phe Asn Pro 
320 

ccc cag aga 
Pro Gin Arg 



tac gcg gac 
Tyr Ala Asp 



aag ctg ctg 
Lys Leu Leu 
370 

act gtg aaa 
Thr Val Lys 
385 

get gtg aaa 
Ala Val Lys 
400 

gag tta tta 
Glu Leu Leu 



ate gtg egg 
lie Val Arg 



atg gag atg 
Met Glu Met 
450 

aga cat gtc 



tec ate ccc 
Ser lie Pro 



cat tat tct 
His Tyr Ser 
245 

tgt caa aaa 
Cys Gin Lys 
260 

caa ctt cca 
Gin Leu Pro 
275 

tea aga ate 
Ser Arg lie 



tec cct gee 
Ser Pro Ala 



tat gag cca 
Tyr Glu Pro 
325 

gaa gee eta 
Glu Ala Leu 
340 

ccc gag gag 
Pro Glu Glu 
355 

acg ctg gaa 
Thr Leu Glu 



aag ggc tac 
Lys Gly Tyr 



ata ctg aaa 
lie Leu Lys 
405 

gca gaa gca 
Ala Glu Ala 
420 

atg ate ggg 
Met lie Gly 
435 

gca gaa ctt 
Ala Glu Leu 



aag gat aag 



gag gga aag 
Glu Gly Lys 
230 

tat aaa gca 
Tyr Lys Ala 



ate ggc aca 
lie Gly Thr 



ggt tec cat 
Gly Ser His 
280 

aaa tea tac 
Lys Ser Tyr 
295 

caa ggg aac 
Gin Gly Asn 
310 

gaa ctt gca 
Glu Leu Ala 



ccc atg gac 
Pro Met Asp 



ate agg ccc 
lie Arg Pro 
360 

gac aaa gaa 
Asp Lys Glu 
375 

tac caa atg 
Tyr Gin Met 
390 

aac gag gee 
Asn Glu Ala 



aat gtc atg 
Asn Val Met 



ata tgc gag 
lie Cys Glu 
440 

ggt ccc etc 
Gly Pro Leu 
455 

aac ate ata 



aag 846 
Lys 



gat 894 
Asp 



cag 942 

Gin 

265 

cct 990 
Pro 



tec 1038 
Ser 



egg 1086 
Arg 



ccc 1134 
Pro 



aca 1182 

Thr 

345 

aag 123 0 
Lys 



ctg 1278 
Leu 



aaa 1326 
Lys 



aat 1374 
Asn 



cag 1422 

Gin 

425 

gee 1470 
Ala 



aat 1518 
Asn 



gaa 1566 



280 



Lys Tyr Leu Gin Gin Asn Arg His Val Lys Asp Lys Asn lie lie Glu 
460 465 470 



ctg gtt cat cag gtt tec atg ggc atg aag tac ttg gag gag age aat 
Leu Val His Gin Val Ser Met Gly Met Lys Tyr Leu Glu Glu Ser Asn 
475 480 485 



1614 



ttt gtg cac aga gat ctg get gca aga aat gtg ttg eta gtt acc caa 
Phe Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Leu Val Thr Gin 
490 495 500 505 



1662 



cat tac gee aag ate agt gat ttc gga ctt tec aaa gca ctg cgt get 
His Tyr Ala Lys lie Ser Asp Phe Gly Leu Ser Lys Ala Leu Arg Ala 
510 515 520 



1710 



gat gaa aac tac tac aag gee cag acc cat gga aag tgg cct gtc aag 
Asp Glu Asn Tyr Tyr Lys Ala Gin Thr His Gly Lys Trp Pro Val Lys 
525 530 535 



1758 



tgg tac get ccg gaa tgc ate aac tac tac aag ttc tec age aaa age 
Trp Tyr Ala Pro Glu Cys lie Asn Tyr Tyr Lys Phe Ser Ser Lys Ser 
540 545 550 



1806 



gat gtc tgg age ttt gga gtg ttg atg tgg gaa gca ttc tec tat ggg 
Asp Val Trp Ser Phe Gly Val Leu Met Trp Glu Ala Phe Ser Tyr Gly 
555 560 565 



1854 



cag aag cca tat cga ggg atg aaa gga agt gaa gtc acc get atg tta 
Gin Lys Pro Tyr Arg Gly Met Lys Gly Ser Glu Val Thr Ala Met Leu 
570 575 580 585 



1902 



gag aaa gga gag egg atg ggg tgc cct gca ggg tgt cca aga gag atg 
Glu Lys Gly Glu Arg Met Gly Cys Pro Ala Gly Cys Pro Arg Glu Met 
590 595 600 



1950 



tac gat etc atg aat ctg tgc tgg aca tac gat gtg gaa aac agg ccc 
Tyr Asp Leu Met Asn Leu Cys Trp Thr Tyr Asp Val Glu Asn Arg Pro 
605 610 615 



1998 



gga ttc gca gca gtg gaa ctg egg ctg cgc aat tac tac tat gac gtg 
Gly Phe Ala Ala Val Glu Leu Arg Leu Arg Asn Tyr Tyr Tyr Asp Val 
620 625 630 



2046 



gtg aac taa ccgctcccgc acctgtcggt ggctgccttt gatcacagga 
Val Asn * 
635 



2095 



gcaatcacag 
ggagagccag 
tcaccctcca 
ctagctggat 
tgtttccaaa 
catcgggccc 
caaatgccca 
ggctgettet 
aatgttttga 
caca 



gaaaatgtat 
gcttggatgg 
caaagcaaag 
ttgtttgttt 
tccctttcat 
agggacattg 
aggatgeett 
aeggecatga 
ggctttaaaa 



ccagaggaat 
aacatgccca 
gcagtcccgg 
tcttgtctgt 
gtctttccac 
cagagtggcc 
agcatgtgac 
gactgatccc 
agaaaaaaaa 



tgattgtcag 
caacttgtca 
gagaaaagac 
gtgattttca 
ttctctgggt 
tagagcactc 
tcctgaagga 
tggccactga 
aaaaaaaaaa 



ccacctccct 
cccaaagcct 
ggatggcagg 
tacaggttat 
cccggggtgc 
tcaccccaag 
aggcaaaggc 
aaagctttcc 
aaaaaaaaaa 



ctgccagtcg 
gtcccaggac 
atccaagggg 
ttttacgatc 
atttgttact 
cggccttttc 
agaggaattt 
tgacaataaa 
aactttagag 



2155 
2215 
2275 
2335 
2395 
2455 
2515 
2575 
2635 
2639 



<210> 124 
<211> 635 
<212> PRT 

<213> Homo Sapiens 



281 



\ 



<400> 124 
Met Ala Ser Ser 
1 

Phe Gly Asn lie 
20 

Gly Met Ser Asp 
35 

Gly Gly Phe Ala 
50 

Thr lie Glu Arg 
65 

Thr His Ala Ser 

Asp Gly Leu Val 
100 

Val Gin Pro Lys 
115 

Arg Glu Tyr Val 
130 

Gin Ala lie lie 
145 

Thr Ala His Glu 

Glu Ser Glu Gin 
180 

Leu lie Arg Ala 
195 

His Glu Gly Lys 
210 

Lys Leu Ser lie 
225 

Val Glu His Tyr 

Val Pro Cys Gin 
260 

Arg Pro Gin Leu 
275 

lie lie Ser Arg 
290 

Lys Ser Ser Pro 
305 

Asn Pro Tyr Glu 

Gin Arg Glu Ala 
340 

Ala Asp Pro Glu 
355 

Leu Leu Thr Leu 
370 

Val Lys Lys Gly 
385 

Val Lys lie Leu 

Leu Leu Ala Glu 
420 

Val Arg Met lie 
435 

Glu Met Ala Glu 
450 

His Val Lys Asp 
465 



Gly Met Ala Asp 
5 

Thr Arg Glu Glu 

Gly Leu Tyr Leu 
40 

Leu Ser Val Ala 
55 

Glu Leu Asn Gly 
70 

Pro Ala Asp Leu 
85 

Cys Leu Leu Lys 

Thr Gly Pro Phe 
120 

Lys Gin Thr Trp 
135 

Ser Gin Lys Pro 
150 

Lys Met Pro Trp 
165 

lie Val Leu lie 

Arg Asp Asn Asn 
200 

Val Leu His Tyr 
215 

Pro Glu Gly Lys 
230 

Ser Tyr Lys Ala 
245 

Lys He Gly Thr 

Pro Gly Ser His 
280 

He Lys Ser Tyr 
295 

Ala Gin Gly Asn 
310 

Pro Glu Leu Ala 
325 

Leu Pro Met Asp 

Glu He Arg Pro 
360 

Glu Asp Lys Glu 
375 

Tyr Tyr Gin Met 
390 

Lys Asn Glu Ala 
405 

Ala Asn Val Met 

Gly He Cys Glu 
440 

Leu Gly Pro Leu 
455 

Lys Asn He He 
470 



Ser 


Ala 


Asn 


His 




10 






Ala 


Glu 


Asp 


Tyr 


25 








Leu 


Arg 


Gin 


Ser 


His 


Gly Arg 


Lys 








60 


Thr 


Tyr 


Ala 


He 






75 




Cys 


His 


Tyr 


His 




90 






Lys 


Pro 


Phe 


Asn 


105 








Glu 


Asp 


Leu 


Lys 


Asn 


Leu 


Gin 


Gly 








140 


Gin 


Leu 


Glu 


Lys 






155 




Phe 


His 


Gly 


Lys 




170 






Gly 


Ser 


Lys 


Thr 


185 








Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Asp 


Lys 








220 


Lys 


Phe 


Asp 


Thr 






235 




Asp 


Gly 


Leu 


Leu 




250 






Gin 


Gly Asn 


Val 


265 








Pro 


Ala 


Thr 


Trp 


Ser 


Phe 


Pro 


Lys 








300 


Arg 


Gin 


Glu 


Ser 






315 




Pro 


Trp 


Ala 


Ala 




330 






Thr 


Glu 


Val 


Tyr 


345 








Lys 


Glu 


Val 


Tyr 


Leu 


Gly 


Ser 


Gly 








380 


Lys 


Lys 


Val 


Val 






395 




Asn 


Asp 


Pro 


Ala 




410 






Gin 


Gin 


Leu 


Asp 


425 








Ala 


Glu 


Ser 


Trp 


Asn 


Lys 


Tyr 


Leu 








460 


Glu 


Leu 


Val 


His 






475 





Leu 


Pro 


Phe 


Pne 






15 




Leu 


Val 


Gin 


Gly 




30 






Arg 


Asn 


Tyr 


Leu 


45 








Ala 


His 


His 


Tyr 


Ala 


Gly 


Gly 


Arg 








80 


Ser 


Gin 


Glu 


Ser 






95 




Arg 


Pro 


Gin 


Gly 




110 






Glu 


Asn 


Leu 


He 


125 








Gin 


Ala 


Leu 


Glu 


Leu 


He 


Ala 


Thr 








160 


He 


Ser 


Arg 


Glu 






175 




Asn 


Gly 


Lys 


Phe 




190 






Leu 


Cys 


Leu 


Leu 


205 








Asp 


Lys 


Thr 


Gly 


Leu 


Trp 


Gin 


Leu 








240 


Arg 


Val 


Leu 


Thr 






255 




Asn 


Phe 


Gly 


Gly 




270 






Ser 


Ala 


Gly 


Gly 


285 








Pro 


Gly 


His 


Arg 


Thr 


Val 


Ser 


Phe 








320 


Asp 


Lys 


Gly 


Pro 






335 




Glu 


Ser 


Pro 


Tyr 




350 






Leu 


Asp 


Arg 


Lys 


365 








Asn 


Phe 


Gly 


Thr 


Lys 


Thr 


Val 


Ala 








400 


Leu 


Lys 


Asp 


Glu 






415 




Asn 


Pro 


Tyr 


He 




430 






Met 


Leu 


Val 


Met 


445 








Gin 


Gin 


Asn 


Arg 


Gin 


Val 


Ser 


Met 



480 



282 



Gly 


Met 


Lys 


Tyr 


Leu 
485 


Glu 


Glu 


Ser 


Asn 


Phe 
490 


Val 


His 


Arg 


Asp 


Leu 
495 


Ala 


Ala 


Arg 


Asn 


Val 
500 


Leu 


Leu 


Val 


Thr 


Gin 
505 


His 


Tyr 


Ala 


Lys 


He 
510 


Ser 


Asp 


Phe 


Gly 


Leu 
515 


Ser 


Lys 


Ala 


Leu 


Arg 
520 


Ala 


Asp 


Glu 


Asn 


Tyr 
525 


Tyr 


Lys 


Ala 


Gin 


Thr 
530 


His 


Gly 


Lys 


Trp 


Pro 
535 


Val 


Lys 


Trp 


Tyr 


Ala 
540 


Pro 


Glu 


Cys 


He 


Asn 


Tyr 


Tyr 


Lys 


Phe 


Ser 


Ser 


Lys 


Ser 


Asp 


Val 


Trp 


Ser 


Phe 


Gly 


Val 


545 










550 










555 










560 


Leu 


Met 


Trp 


Glu 


Ala 
565 


Phe 


Ser 


Tyr 


Gly 


Gin 
570 


Lys 


Pro 


Tyr 


Arg 


Gly 
575 


Met 


Lys 


Gly 


Ser 


Glu 
580 


Val 


Thr 


Ala 


Met 


Leu 
585 


Glu 


Lys 


Gly 


Glu 


Arg 
590 


Met 


Gly 


Cys 


Pro 


Ala 
595 


Gly 


Cys 


Pro 


Arg 


Glu 
600 


Met 


Tyr 


Asp 


Leu 


Met 
605 


Asn 


Leu 


Cys 


Trp 


Thr 
610 


Tyr 


Asp 


Val 


Glu 


Asn 
615 


Arg 


Pro 


Gly 


Phe 


Ala 
620 


Ala 


Val 


Glu 


Leu 


Arg 


Leu 


Arg 


Asn 


Tyr 


Tyr 


Tyr 


Asp 


Val 


Val 


Asn 













625 630 635 



<210> 125 
<211> 2146 
<212> DNA 

<213> Homo Sapiens 



<220> 
<221> CDS 
<222> (220) 



(1503) 



<400> 125 

atgggttcag actttatgcc ctgaaaagat ccttccagcc ctggccatct 
gagctaccct ggctcacagg ggtcttgttg ccctgggtgt ccccagttct 
cagcctggga ggggccacac cctgaccatc cccctttatc ccttctgaga 
gaagtctggg tccaggggat atcatttctt gttccatcc atg cag ggg 

Met Gin Gly Leu Leu 
1 5 



tggacttctg 60 
tgaaaagaat 120 
tgtttgttag 180 



ttg ctt 



234 



acc teg ggt agg aaa ccc tea ggc ggt ggc agg tgc aca ggt agg gga 
Thr Ser Gly Arg Lys Pro Ser Gly Gly Gly Arg Cys Thr Gly Arg Gly 
10 15 20 



282 



gga tgg aga ggg cag tgg tgc ctg aag ccc tgg atg ggc gga get gac 
Gly Trp Arg Gly Gin Trp Cys Leu Lys Pro Trp Met Gly Gly Ala Asp 
25 30 35 



330 



ccc cca aca cca act eta tea tgc ctg etc etc cct gtc ccc cca gag 
Pro Pro Thr Pro Thr Leu Ser Cys Leu Leu Leu Pro Val Pro Pro Glu 
40 45 50 



378 



ctg cct gat cat tgc tac aga atg aac tct age cca get ggg acc cca 
Leu Pro Asp His Cys Tyr Arg Met Asn Ser Ser Pro Ala Gly Thr Pro 
55 60 65 



426 



agt cca cag ccc tec agg gee aat ggg aac ate aac ctg ggg cct tea 
Ser Pro Gin Pro Ser Arg Ala Asn Gly Asn He Asn Leu Gly Pro Ser 
70 75 80 85 



474 



gee aac cca aat gee cag ccc acg gac ttc gac ttc etc aaa gtc ate 
Ala Asn Pro Asn Ala Gin Pro Thr Asp Phe Asp Phe Leu Lys Val He 
90 95 100 



522 
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ggc aaa ggg aac tac ggg aag gtc eta ctg gec aag cgc aag tct gat 57 0 
Gly Lys Gly Asn Tyr Gly Lys Val Leu Leu Ala Lys Arg Lys Ser Asp 
105 110 115 

ggg gcg ttc tat gca gtg aag gta eta cag aaa aag tec ate tta aag 618 
Gly Ala Phe Tyr Ala Val Lys Val Leu Gin Lys Lys Ser lie Leu Lys 
120 125 130 

aag aaa gag cag age cac ate atg gca gag cgc agt gtg ctt ctg aag 666 
Lys Lys Glu Gin Ser His lie Met Ala Glu Arg Ser Val Leu Leu Lys 
135 140 145 

aac gtg egg cac ccc ttc etc gtg ggc ctg cgc tac tec ttc cag aca 714 
Asn Val Arg His Pro Phe Leu Val Gly Leu Arg Tyr Ser Phe Gin Thr 
150 155 160 165 

cct gag aag etc tac ttc gtg etc gac tat gtc aac ggg gga gag etc 762 
Pro Glu Lys Leu Tyr Phe Val Leu Asp Tyr Val Asn Gly Gly Glu Leu 
170 175 180 

ttc ttc cac ctg cag egg gag cgc egg ttc ctg gag ccc egg gee agg 810 
Phe Phe His Leu Gin Arg Glu Arg Arg Phe Leu Glu Pro Arg Ala Arg 
185 190 195 

ttc tac get get gag gtg gee age gee att ggc tac ctg cac tec etc 858 
Phe Tyr Ala Ala Glu Val Ala Ser Ala lie Gly Tyr Leu His Ser Leu 
200 205 210 

aac ate att tac agg gat ctg aaa cca gag aac att etc ttg gac tgc 906 
Asn lie lie Tyr Arg Asp Leu Lys Pro Glu Asn lie Leu Leu Asp Cys 
215 220 225 

cag gga cac gtg gtg ctg acg gat ttt ggc etc tgc aag gaa ggt gta 954 
Gin Gly His Val Val Leu Thr Asp Phe Gly Leu Cys Lys Glu Gly Val 
230 235 240 245 

gag cct gaa gac ace aca tec aca ttc tgt ggt ace cct gag tac ttg 1002 
Glu Pro Glu Asp Thr Thr Ser Thr Phe Cys Gly Thr Pro Glu Tyr Leu 
250 255 260 

gca cct gaa gtg ctt egg aaa gag cct tat gat cga gca gtg gac tgg 1050 
Ala Pro Glu Val Leu Arg Lys Glu Pro Tyr Asp Arg Ala Val Asp Trp 
265 270 275 

tgg tgc ttg ggg gca gtc etc tac gag atg etc cat ggc ctg ccg ccc 1098 
Trp Cys Leu Gly Ala Val Leu Tyr Glu Met Leu His Gly Leu Pro Pro 
280 285 290 

ttc tac age caa gat gta tec cag atg tat gag aac att ctg cac cag 1146 
Phe Tyr Ser Gin Asp Val Ser Gin Met Tyr Glu Asn lie Leu His Gin 
295 300 305 

ccg eta cag ate ccc gga ggc egg aca gtg gee gee tgt gac etc ctg 1194 
Pro Leu Gin lie Pro Gly Gly Arg Thr Val Ala Ala Cys Asp Leu Leu 
310 315 320 325 

caa age ctt etc cac aag gac cag agg cag egg ctg ggc tec aaa gca 1242 
Gin Ser Leu Leu His Lys Asp Gin Arg Gin Arg Leu Gly Ser Lys Ala 
330 335 340 

gac ttt ctt gag att aag aac cat gta ttc ttc age ccc ata aac tgg 1290 
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Asp Phe Leu Glu lie Lys Asn His Val Phe Phe Ser Pro lie Asn Trp 
345 350 355 

gat gac ctg tac cac aag agg eta act cca ccc ttc aac cca aat gtg 1338 
Asp Asp Leu Tyr His Lys Arg Leu Thr Pro Pro Phe Asn Pro Asn Val 
360 365 370 

aca gga cct get gac ttg aag cat ttt gac cca gag ttc acc cag gaa 1386 
Thr Gly Pro Ala Asp Leu Lys His Phe Asp Pro Glu Phe Thr Gin Glu 
375 380 385 

get gtg tec aag tec att ggc tgt acc cct gac act gtg gee age age 1434 
Ala Val Ser Lys Ser lie Gly Cys Thr Pro Asp Thr Val Ala Ser Ser 
390 395 400 405 

tct ggg gee tea agt gca ttc ctg gga ttt tct tat gcg cca gag gat 1482 
Ser Gly Ala Ser Ser Ala Phe Leu Gly Phe Ser Tyr Ala Pro Glu Asp 
410 415 420 

gat gac ate ttg gat tgc tag aagagaagga cctgtgaaac tactgaggee 1533 
Asp Asp lie Leu Asp Cys * 
425 

agctggtatt agtaaggaat taccttcagc tgctaggaag agegactcaa actaacaatg 1593 
gcttcaacga gaagcaggtt tattttttcc agcacataaa agaaaaataa tgtttcggag 1653 
tccaggactg gcaggacagg tcatcagata ctcagaggct gtatctctgc cctgccaacc 1713 
ttgacaaatg gcttccaatg ttaggtttgc tacaagatgg ttactggagc tctagctgcc 1773 
tattttgtgt ttagggaagg gaaaatggag gaaaggggag aagagcaaag ggegctttta 183 3 
aagagctttc ccaaaagctc cccccaatga ettttgette catctcacta accacccacc 1893 
cctacctgga atggaggctg ggaaatgtgg ettatttget gggtacgtga ctatccctaa 1953 
taacaaaggg gttttgaccc taagacatta ggggagaatg ttgggtaggc agccagccct 2 013 
cttttaccat agggcctcct ggtgtttgga ttttgatctc aatgtgtaaa atgacagaga 2073 
tgtaacaagc tcatagggta tcaatatctc ttattgttct atgttgaaaa aaaaaaaaaa 2133 
aaaaaaaaaa aaa 2146 

<210> 126 
<211> 427 
<212> PRT 
<213> Homo Sapiens 

<400> 126 

Met Gin Gly Leu Leu Thr Ser Gly Arg Lys Pro Ser Gly Gly Gly Arg 

15 10 15 

Cys Thr Gly Arg Gly Gly Trp Arg Gly Gin Trp Cys Leu Lys Pro Trp 

20 25 30 

Met Gly Gly Ala Asp Pro Pro Thr Pro Thr Leu Ser Cys Leu Leu Leu 

35 40 45 

Pro Val Pro Pro Glu Leu Pro Asp His Cys Tyr Arg Met Asn Ser Ser 

50 55 60 

Pro Ala Gly Thr Pro Ser Pro Gin Pro Ser Arg Ala Asn Gly Asn lie 
65 70 75 80 

Asn Leu Gly Pro Ser Ala Asn Pro Asn Ala Gin Pro Thr Asp Phe Asp 

85 90 95 

Phe Leu Lys Val lie Gly Lys Gly Asn Tyr Gly Lys Val Leu Leu Ala 

100 105 110 

Lys Arg Lys Ser Asp Gly Ala Phe Tyr Ala Val Lys Val Leu Gin Lys 

115 120 125 

Lys Ser lie Leu Lys Lys Lys Glu Gin Ser His lie Met Ala Glu Arg 

130 135 140 

Ser Val Leu Leu Lys Asn Val Arg His Pro Phe Leu Val Gly Leu Arg 
145 150 155 160 

Tyr Ser Phe Gin Thr Pro Glu Lys Leu Tyr Phe Val Leu Asp Tyr Val 
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165 170 175 . 



Asn 


Gly 


Gly 


Glu 


Leu 


Phe 


Phe 


His 


Leu 


Gin 


Arg 


Glu 


Arg 


Arg 


Phe 


Leu 








180 










185 










190 






Glu 


Pro 


Arg 


Ala 


Arg 


Phe 


Tyr 


Ala 


Ala 


Glu 


Val 


Ala 


Ser 


Ala 


He 


Gly 






195 










200 










205 








Tyr 


Leu 


His 


Ser 


Leu 


Asn 


He 


He 


Tyr 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 




210 










215 










220 










He 


Leu 


Leu 


Asp 


Cys 


Gin 


Gly 


His 


Val 


Val 


Leu 


Thr 


Asp 


Phe 


Gly 


Leu 


225 










230 










235 










240 


Cys 


Lys 


Glu 


Gly 


Val 


Glu 


Pro 


Glu 


Asp 


Thr 


Thr 


Ser 


Thr 


Phe 


Cys 


Gly 










245 










250 










255 




Thr 


Pro 


Glu 


Tyr 


Leu 


Ala 


Pro 


Glu 


Val 


Leu 


Arg 


Lys 


Glu 


Pro 


Tyr 


Asp 








260 










265 










270 






Arg 


Ala 


Val 


Asp 


Trp 


Trp 


Cys 


Leu 


Gly 


Ala 


Val 


Leu 


Tyr 


Glu 


Met 


Leu 






275 










280 










285 








His 


Gly 


Leu 


Pro 


Pro 


Phe 


Tyr 


Ser 


Gin 


Asp 


Val 


Ser 


Gin 


Met 


Tyr 


Glu 




290 










295 










300 










Asn 


He 


Leu 


His 


Gin 


Pro 


Leu 


Gin 


He 


Pro 


Gly 


Gly 


Arg 


Thr 


Val 


Ala 


305 










310 










315 










320 


Ala 


Cys 


Asp 


Leu 


Leu 


Gin 


Ser 


Leu 


Leu 


His 


Lys 


Asp 


Gin 


Arg 


Gin 


Arg 










325 










330 










335 




Leu 


Gly 


Ser 


Lys 


Ala 


Asp 


Phe 


Leu 


Glu 


He 


Lys 


Asn 


His 


Val 


Phe 


Phe 








340 










345 










350 






Ser 


Pro 


He 


Asn 


Trp 


Asp 


Asp 


Leu 


Tyr 


His 


Lys 


Arg 


Leu 


Thr 


Pro 


Pro 






355 










360 










365 








Phe 


Asn 


Pro 


Asn 


Val 


Thr 


Gly 


Pro 


Ala 


Asp 


Leu 


Lys 


His 


Phe 


Asp 


Pro 




370 










375 










380 










Glu 


Phe 


Thr 


Gin 


Glu 


Ala 


Val 


Ser 


Lys 


Ser 


He 


Gly 


Cys 


Thr 


Pro 


Asp 


385 










390 










395 










400 


Thr 


Val 


Ala 


Ser 


Ser 


Ser 


Gly Ala 


Ser 


Ser 


Ala 


Phe 


Leu 


Gly 


Phe 


Ser 










405 










410 










415 




Tyr 


Ala 


Pro 


Glu 


Asp 


Asp 


Asp 


He 


Leu 


Asp 


Cys 













420 425 



<210> 127 

<211> 1900 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (514) . . . (1629) 
<400> 127 

gaattcggca cgagtcaggg aagcagcccc ggcggccagc agggagctca ggacagagca 60 
ggctccctgg gaagcctccg ggtgataggg gtgttccagc tgcggcgctc tgggggttca 12 0 
gagggggatc ttgaatgaac aaatgaatga actgctttct gggcaaacag ccacagccag 180 
aggagcctgt gattggcaga aagaagccag ggtgtgcaag tctccccaac agcctcgagt 240 
ggcctgcagt cacagggaac cctcaggaag accttccggg cagagaccag agggaagccc 3 00 
atctctccag cagaactgct tggatttttc taccaggagg ctcagggctc tgcaacaatg 3 60 
atagcagaag ctgatggcat ctagagatct aggctgggac tagcacagca tcacttctac 420 
cactttctgt tggtcacagc aactcaccat gccagtgcag attcaagggg aggagaaata 480 
gagtccactt cttgatggga ggcgtgacat aga atg gag gat gaa gat tac aac 534 

Met Glu Asp Glu Asp Tyr Asn 
1 5 

act tec ate agt tac ggt gat gaa tac cct gat tat tta gac tec att 582 
Thr Ser He Ser Tyr Gly Asp Glu Tyr Pro Asp Tyr Leu Asp Ser He 
10 15 20 

gtg gtt ttg gag gac tta tec ccc ttg gaa gee agg gtg acc agg ate 630 



286 



Val Val Leu Glu Asp Leu Ser Pro Leu Glu Ala Arg Val Thr Arg lie 
25 30 35 

ttc ctg gtg gtg gtc tac age ate gtc tgc ttc etc ggg att ctg ggc 678 
Phe Leu Val Val Val Tyr Ser lie Val Cys Phe Leu Gly lie Leu Gly 
40 45 50 55 

aat ggt ctg gtg ate ate att gee ace ttc aag atg aag aag aca gtg 726 
Asn Gly Leu Val lie lie lie Ala Thr Phe Lys Met Lys Lys Thr Val 
60 65 70 

aac atg gtc tgg ttc etc aac ctg gca gtg gca gat ttc ctg ttc aac 774 
Asn Met Val Trp Phe Leu Asn Leu Ala Val Ala Asp Phe Leu Phe Asn 
75 80 85 

gtc ttc etc cca ate cat ate acc tat gee gee atg gac tac cac tgg 822 
Val Phe Leu Pro lie His lie Thr Tyr Ala Ala Met Asp Tyr His Trp 
90 95 100 

gtt ttc ggg aca gee atg tgc aag ate age aac ttc ctt etc ate cac 870 
Val Phe Gly Thr Ala Met Cys Lys lie Ser Asn Phe Leu Leu lie His 
105 110 115 

aac atg ttc acc age gtc ttc ctg ctg acc ate ate age tct gac cgc 918 
Asn Met Phe Thr Ser Val Phe Leu Leu Thr lie lie Ser Ser Asp Arg 
120 125 130 135 

tgc ate tct gtg etc etc cct gtc tgg tec cag aac cac cgc age gtt 966 
Cys lie Ser Val Leu Leu Pro Val Trp Ser Gin Asn His Arg Ser Val 
140 145 150 

cgc ctg get tac atg gee tgc atg gtc ate tgg gtc ctg get ttc ttc 1014 
Arg Leu Ala Tyr Met Ala Cys Met Val lie Trp Val Leu Ala Phe Phe 
155 160 165 

ttg agt tec cca tct etc gtc ttc egg gac aca gee aac ctg cat ggg 1062 
Leu Ser Ser Pro Ser Leu Val Phe Arg Asp Thr Ala Asn Leu His Gly 
170 175 180 

aaa ata tec tgc ttc aac aac ttc age ctg tec aca cct ggg tct tec 1110 
Lys lie Ser Cys Phe Asn Asn Phe Ser Leu Ser Thr Pro Gly Ser Ser 
185 190 195 

teg tgg ccc act cac tec caa atg gac cct gtg ggg tat age egg cac 1158 
Ser Trp Pro Thr His Ser Gin Met Asp Pro Val Gly Tyr Ser Arg His 
200 205 210 215 

atg gtg gtg act gtc acc cgc ttc etc tgt ggc ttc ctg gtc cca gtc 1206 
Met Val Val Thr Val Thr Arg Phe Leu Cys Gly Phe Leu Val Pro Val 
220 225 230 

etc ate ate aca get tgc tac etc acc ate gtg tgc aaa ctg cag cgc 1254 
Leu lie lie Thr Ala Cys Tyr Leu Thr lie Val Cys Lys Leu Gin Arg 
235 240 245 

aac cgc ctg gee aag acc aag aag ccc ttc aag att att gtg acc ate 1302 
Asn Arg Leu Ala Lys Thr Lys Lys Pro Phe Lys lie lie Val Thr He 
250 255 260 

ate att acc ttc ttc etc tgc tgg tgc ccc tac cac aca etc aac etc 1350 
He He Thr Phe Phe Leu Cys Trp Cys Pro Tyr His Thr Leu Asn Leu 
265 270 275 
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eta gag etc cac cac act gee atg cct ggc tct gtc ttc age ctg ggt 1398 
Leu Glu Leu His His Thr Ala Met Pro Gly Ser Val Phe Ser Leu Gly 
280 285 290 295 

ttg ccc ctg gee act gee ctt gee att gee aac age tgc atg aac ccc 1446 
Leu Pro Leu Ala Thr Ala Leu Ala lie Ala Asn Ser Cys Met Asn Pro 
300 305 310 

att ctg tat gtt ttc atg ggt cag gac ttc aag aag ttc aag gtg gec 1494 
lie Leu Tyr Val Phe Met Gly Gin Asp Phe Lys Lys Phe Lys Val Ala 
315 320 325 

etc ttc tct cgc ctg gtc aat get eta agt gaa gat aca ggc cac tct 1542 
Leu Phe Ser Arg Leu Val Asn Ala Leu Ser Glu Asp Thr Gly His Ser 
330 335 340 

tec tac ccc age cat aga age ttt acc aag atg tea tea atg aat gag 1590 
Ser Tyr Pro Ser His Arg Ser Phe Thr Lys Met Ser Ser Met Asn Glu 
345 350 355 

agg act tct atg aat gag agg gag acc ggc atg ctt tga tcctcactgt 163 9 
Arg Thr Ser Met Asn Glu Arg Glu Thr Gly Met Leu * 
360 365 370 

ggaacccctc aatggactct ctcaacccag ggacacccaa ggatatgtct tctgaagatc 1699 
aaggcaagaa cctctttagc atccaccaat tttcactgea ttttgcatgg gatgaacagt 1759 
gttttatget gggaatctag ggcctggaac ccctttcttc tagtggacag aacatgetgt 1819 
gttccataca gecttggact agcaatttat gcttcttggg aggccagcct tgactgactc 1879 
aaagcaaaaa aggaagaatt c 1900 

<210> 128 
<211> 371 
<212> PRT 
<213> Homo Sapiens 

<400> 128 

Met Glu Asp Glu Asp Tyr Asn Thr Ser lie Ser Tyr Gly Asp Glu Tyr 

15 10 15 

Pro Asp Tyr Leu Asp Ser lie Val Val Leu Glu Asp Leu Ser Pro Leu 

20 25 30 

Glu Ala Arg Val Thr Arg lie Phe Leu Val Val Val Tyr Ser lie Val 

35 40 45 

Cys Phe Leu Gly lie Leu Gly Asn Gly Leu Val lie lie lie Ala Thr 

50 55 60 

Phe Lys Met Lys Lys Thr Val Asn Met Val Trp Phe Leu Asn Leu Ala 
65 70 75 80 

Val Ala Asp Phe Leu Phe Asn Val Phe Leu Pro lie His lie Thr Tyr 

85 90 95 

Ala Ala Met Asp Tyr His Trp Val Phe Gly Thr Ala Met Cys Lys lie 

100 105 110 

Ser Asn Phe Leu Leu lie His Asn Met Phe Thr Ser Val Phe Leu Leu 

115 120 125 

Thr lie lie Ser Ser Asp Arg Cys lie Ser Val Leu Leu Pro Val Trp 

130 135 140 

Ser Gin Asn His Arg Ser Val Arg Leu Ala Tyr Met Ala Cys Met Val 
145 150 155 160 

lie Trp Val Leu Ala Phe Phe Leu Ser Ser Pro Ser Leu Val Phe Arg 

165 170 175 

Asp Thr Ala Asn Leu His Gly Lys lie Ser Cys Phe Asn Asn Phe Ser 

180 185 190 

Leu Ser Thr Pro Gly Ser Ser Ser Trp Pro Thr His Ser Gin Met Asp 



288 







195 










200 










205 








Pro 


Val 
210 


Gly 


Tyr 


Ser 


Arg 


His 
215 


Met 


Val 


Val 


Thr 


Val 
220 


Thr 


Arg 


Phe 


Leu 


Cys 


Gly 


Phe 


Leu 


Val 


Pro 


Val 


Leu 


He 


He 


Thr 


Ala 


Cys 


Tyr 


Leu 


Thr 


225 










230 










235 










240 


He 


Val 


Cys 


Lys 


Leu 
245 


Gin 


Arg 


Asn 


Arg 


Leu 
250 


Ala 


Lys 


Thr 


Lys 


Lys 
255 


Pro 


Phe 


Lys 


He 


He 
260 


Val 


Thr 


He 


He 


He 
265 


Thr 


Phe 


Phe 


Leu 


Cys 
270 


Trp 


Cys 


Pro 


Tyr 


His 
275 


Thr 


Leu 


Asn 


Leu 


Leu 
280 


Glu 


Leu 


His 


His 


Thr 
285 


Ala 


Met 


Pro 


Gly 


Ser 
290 


Val 


Phe 


Ser 


Leu 


Gly 
295 


Leu 


Pro 


Leu 


Ala 


Thr 
300 


Ala 


Leu 


Ala 


He 


Ala 


Asn 


Ser 


Cys 


Met 


Asn 


Pro 


He 


Leu 


Tyr 


Val 


Phe 


Met 


Gly 


Gin 


Asp 


305 










310 










315 










320 


Phe 


Lys 


Lys 


Phe 


Lys 
325 


Val 


Ala 


Leu 


Phe 


Ser 
330 


Arg 


Leu 


Val 


Asn 


Ala 
335 


Leu 


Ser 


Glu 


Asp 


Thr 
340 


Gly 


His 


Ser 


Ser 


Tyr 
345 


Pro 


Ser 


His 


Arg 


Ser 
350 


Phe 


Thr 


Lys 


Met 


Ser 
355 


Ser 


Met 


Asn 


Glu 


Arg 
360 


Thr 


Ser 


Met 


Asn 


Glu 
365 


Arg 


Glu 


Thr 



Gly Met Leu 
370 



<210> 129 

<211> 1235 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (42) . . . (1028) 
<400> 129 

gcttctgtac tgccaggtcc gggtcggcgg ctgcactgcg g atg aga ccg gtg cga 56 

Met Arg Pro Val Arg 
1 5 



etc atg aag gtg ttc gtc acc cgc agg ata ccc gec gag ggt agg gtc 
Leu Met Lys Val Phe Val Thr Arg Arg He Pro Ala Glu Gly Arg Val 
10 15 20 



104 



gcg etc gee egg gcg gca gac tgt gag gtg gag cag tgg gac teg gat 
Ala Leu Ala Arg Ala Ala Asp Cys Glu Val Glu Gin Trp Asp Ser Asp 
25 30 35 



152 



gag ccc ate cct gec aag gag eta gag cga ggt gtg gcg ggg gee cac 
Glu Pro He Pro Ala Lys Glu Leu Glu Arg Gly Val Ala Gly Ala His 
40 45 50 



200 



ggc ctg etc tgc etc etc tec gac cac gtg gac aag agg ate ctg gat 
Gly Leu Leu Cys Leu Leu Ser Asp His Val Asp Lys Arg He Leu Asp 
55 60 65 



248 



get gca ggg gee aat etc aaa gtc ate age acc atg tct gtg ggc ate 
Ala Ala Gly Ala Asn Leu Lys Val He Ser Thr Met Ser Val Gly He 
70 75 80 85 



296 



gac cac ttg get ttg gat gaa ate aag aag cgt ggg ate cga gtt ggc 
Asp His Leu Ala Leu Asp Glu He Lys Lys Arg Gly He Arg Val Gly 
90 95 100 



344 
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tac acc cca gat gtc ctg aca gat acc acc gcc gaa etc gca gtc tec 
Tyr Thr Pro Asp Val Leu Thr Asp Thr Thr Ala Glu Leu Ala Val Ser 
105 110 115 



392 



ctg eta ctt acc acc tgc cgc egg ttg ccg gag gcc ate gag gaa gtg 440 
Leu Leu Leu Thr Thr Cys Arg Arg Leu Pro Glu Ala lie Glu Glu Val 
120 125 130 

aag aat ggt ggc tgg acc teg tgg aag ccc etc tgg ctg tgt ggc tat 488 
Lys Asn Gly Gly Trp Thr Ser Trp Lys Pro Leu Trp Leu Cys Gly Tyr 
135 140 145 

gga etc acg cag age act gtc ggc ate ate ggg ctg ggg cgc ata ggc 53 6 
Gly Leu Thr Gin Ser Thr Val Gly lie He Gly Leu Gly Arg He Gly 
150 155 160 165 

cag gcc att get egg cgt ctg aaa cca ttc ggt gtc cag aga ttt ctg 584 
Gin Ala He Ala Arg Arg Leu Lys Pro Phe Gly Val Gin Arg Phe Leu 
170 175 180 

tac aca ggg cgc cag ccc agg cct gag gaa gca gca gaa ttc cag gca 632 
Tyr Thr Gly Arg Gin Pro Arg Pro Glu Glu Ala Ala Glu Phe Gin Ala 
185 190 195 

gag ttt gtg tct acc cct gag ctg get gcc caa tct gat ttc ate gtc 680 
Glu Phe Val Ser Thr Pro Glu Leu Ala Ala Gin Ser Asp Phe He Val 
200 205 210 

gtg gcc tgc tec tta aca cct gca acc gag gga etc tgc aac aag gac 728 
Val Ala Cys Ser Leu Thr Pro Ala Thr Glu Gly Leu Cys Asn Lys Asp 
215 220 225 

ttc ttc cag aag atg aag gaa aca get gtg ttc ate aac ate age agg 77 6 
Phe Phe Gin Lys Met Lys Glu Thr Ala Val Phe He Asn He Ser Arg 
230 235 240 245 

ggc gac gtc gta aac cag gac gac ctg tac cag gcc ttg gcc agt ggt 824 
Gly Asp Val Val Asn Gin Asp Asp Leu Tyr Gin Ala Leu Ala Ser Gly 
250 255 260 

aag att gca get get gga ctg gat gtg acg age cca gaa cca ctg cct 872 
Lys He Ala Ala Ala Gly Leu Asp Val Thr Ser Pro Glu Pro Leu Pro 
265 270 275 

aca aac cac cct etc ctg acc ctg aag aac tgt gtg att ctg ccc cac 920 
Thr Asn His Pro Leu Leu Thr Leu Lys Asn Cys Val He Leu Pro His 
280 285 290 

att ggc agt gcc acc cac aga acc cgc aac acc atg tec ttg ttg gca 968 
He Gly Ser Ala Thr His Arg Thr Arg Asn Thr Met Ser Leu Leu Ala 
295 300 305 

get aac aac ttg ctg get ggc ctg aga ggg gag ccg atg cct agt gaa 1016 
Ala Asn Asn Leu Leu Ala Gly Leu Arg Gly Glu Pro Met Pro Ser Glu 
310 315 320 325 

etc aag ctg tag ccaaacagta gagatggagg geegggaage aaaccgtgcc 1068 
Leu Lys Leu * 



ctggtattgt cagacacacc caggcttgat ttggatccac aggcagagee aagggaaggt 1128 



290 



gtgattctct gaggaaagag tgattctgat atatgtactt gtcacattgg tgttggacac 1188 
atttgcgcca aaagtatggt aattctatta ttaaataatt ctctgag 1235 

<210> 130 
<211> 328 
<212> PRT 

<213> Homo Sapiens 



<400> 130 



Met 


Arg 


Pro 


Val 


Arg 


Leu 


Met 


Lys 


Val 


Phe 


Val 


Thr 


Arg 


Arg 


He 


Pro 


1 








5 










10 










15 




Ala 


Glu 


Gly 


Arg 


Val 


Ala 


Leu 


Ala 


Arg 


Ala 


Ala 


Asp 


Cys 


Glu 


Val 


Glu 








20 










25 










30 






Gin 


Trp 


Asp 


Ser 


Asp 


Glu 


Pro 


He 


Pro 


Ala 


Lys 


Glu 


Leu 


Glu 


Arg 


Gly 






35 










40 










45 








Val 


Ala 


Gly 


Ala 


His 


Gly 


Leu 


Leu 


Cys 


Leu 


Leu 


Ser 


Asp 


His 


Val 


Asp 




50 










55 










60 










Lys 


Arg 


He 


Leu 


Asp 


Ala 


Ala 


Gly 


Ala 


Asn 


Leu 


Lys 


Val 


He 


Ser 


Thr 


65 










70 










75 










80 


Met 


Ser 


Val 


Gly 


He 


Asp 


His 


Leu 


Ala 


Leu 


Asp 


Glu 


He 


Lvs 


Lvs 


Arcr 










85 










90 










95 




Gly 


He 


Arg 


Val 


Gly 


Tyr 


Thr 


Pro 


Asp 


Val 


Leu 


Thr 


Asp 


Thr 


Thr 


Ala 








100 










105 










110 






Glu 


Leu 


Ala 


Val 


Ser 


Leu 


Leu 


Leu 


Thr 


Thr 


Cys 


Arg 


Arg 


Leu 


Pro 


Glu 






115 










120 










125 








Ala 


He 


Glu 


Glu 


Val 


Lys 


Asn 


Gly 


Gly 


Trp 


Thr 


Ser 


Trp 


Lys 


Pro 


Leu 




130 










135 










140 










Trp 


Leu 


Cys 


Gly 


Tyr 


Gly 


Leu 


Thr 


Gin 


Ser 


Thr 


Val 


Gly 


He 


He 


Gly 


145 










150 










155 










160 


Leu 


Gly 


Arg 


He 


Gly 


Gin 


Ala 


He 


Ala 


Arg 


Arg 


Leu 


LVS 


Pro 


Phe 


Glv 










165 










170 










175 




Val 


Gin 


Arg 


Phe 


Leu 


Tyr 


Thr 


Gly 


Arg 


Gin 


Pro 


Arg 


Pro 


Glu 


Glu 


Ala 








180 










185 










190 






Ala 


Glu 


Phe 


Gin 


Ala 


Glu 


Phe 


Val 


Ser 


Thr 


Pro 


Glu 


Leu 


Ala 


Ala 


Gin 






195 










200 










205 








Ser 


Asp 


Phe 


He 


Val 


Val 


Ala 


Cys 


Ser 


Leu 


Thr 


Pro 


Ala 


Thr 


Glu 


Gly 




210 










215 










220 










Leu 


Cys 


Asn 


Lys 


Asp 


Phe 


Phe 


Gin 


Lys 


Met 


Lys 


Glu 


Thr 


Ala 


Val 


Phe 


225 










230 










235 










240 


He 


Asn 


He 


Ser 


Arg 


Gly 


Asp 


Val 


Val 


Asn 


Gin 


Asp 


Asp 


Leu 


Tyr 


Gin 










245 










250 










255 




Ala 


Leu 


Ala 


Ser 


Gly 


Lys 


He 


Ala 


Ala 


Ala 


Gly 


Leu 


Asp 


Val 


Thr 


Ser 








260 










265 










270 






Pro 


Glu 


Pro 


Leu 


Pro 


Thr 


Asn 


His 


Pro 


Leu 


Leu 


Thr 


Leu 


Lys 


Asn 


Cys 






275 










280 










285 








Val 


He 


Leu 


Pro 


His 


He 


Gly 


Ser 


Ala 


Thr 


His 


Arg 


Thr 


Arg 


Asn 


Thr 




290 










295 










300 










Met 


Ser 


Leu 


Leu 


Ala 


Ala 


Asn 


Asn 


Leu 


Leu 


Ala 


Gly 


Leu 


Arg 


Gly 


Glu 


305 










310 










315 










320 


Pro 


Met 


Pro 


Ser 


Glu 


Leu 


Lys 


Leu 



















325 



291 



